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Preface 


i hese indexes are cumulations of the monthly indexes from the 1978 volume of 
ucleic Acids Abstracts. 


The Subject Index is compiled in the following way. For each document the indexer 
selects indexing terms from fixed lists of keywords which are continually updated. From 
| hese selected terms word chains are constructed, the word order being determined by the 
mdexer. It is these word chains which make up the Subject Index entries. 


e index terms used to create the Subject Indexes plus additional terms selected by the 


mdexer to further describe and define the document are also present as a search tool in 
he IRL database. 


he following conventions apply to all terms used in the Subject Index: 


1) All derivatives of purines, pyrimidines, nucleosides and nucleotides are listed 
under the parent compound e.g. 5-fluorouracil = uracil (5-fluoro). 


2) Enzyme names follow the 1972 recommendations of the IUPAC and IUB. 


3) Latin binomials are used for all taxonomic terms except domestic animals, 
livestock and pets. 
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9-substituted, synthesis 3332. 

transport, Escherichia coli 2156. 

transport, Escherichia coli , energy coupling mechanism 
4691. 

transport, Neurospora crassa 67. 

uptake rate-Saccharomyces cerevisiae , during cell cycle 66. 

xylofuranosyl derivative, synthesis 3714. 

Adenine (1-Alkyl), 

amino-imino tautomerism 2521. 

Adenine (amino), 

identification-cyanophage S-2L DNA 935. 

Adenine (aminodeoxyxylofuranosyl), 

(3'-methylamino-3'-deoxy)-adenosine5'- 
phosphorimidazolide, reaction effect of poly(U) 87. 

Adenine (azidobenzyl), 

synthesis/biological properties 1268. 

Adenine (benzyl), 

effect on 5'(3’)-ribonucleotide phosphohydrolase activity. 
Chinese cabbage leaf 1256. 

Adenine (carboxyethyl)), 

formation, £-propiolactone binding-calf thymus/mouse liver 
DNA 1503. 

Adenine (9-(w-Chloroalkyl)), ‘ 

complex-poly (4-vinylpyridine), interaction-nucleotide 4113. 

Adenine (9-(2-Chloroethyl)), 

complex-poly (4-vinylpyridine), interaction-nucleotide 4113. 

Adenine (9-(6-Deoxyhexofuranosyl) nucleoside, 

synthesis 3342. 

Adenine (1,N°-Dialkyl), 

amino-imino tautomerism 2521. 

Adenine (dihydroxy), 

Alcaligenes aquamarinus , inhibition-rat liver/milk xanthine 
oxidase 658. 

Adenine ((5)-9-(2,3-dihydroxypropy])), 

nucleoside analogue, antiviral activity 4705. 

Adenine (dimethyl), 

dielectric studies 1283. 

Adenine (9-ethyl), 

proton exchange, uracil (1-cyclohexyl-5-bromo) 1816. 

Adenine (furfuryl), 

incorporation-Nicotiana tabacum callus rRNA/tRNA 659. 

Adenine (hydroxy), 

synthesis 32. 

Adenine (methyl), 

antiviral activity, Rous sarcoma virus/mumps virus/vaccinia 
virus replication, chick embryo cell 1269. 

Adenine (6-Methyl), 

role-mutation avoidance, Escherichia coli mutant (dam) 
5433. 

Adenine (7-methyl-8-aza), 

circular dichroism 633. 

Adenine (8-methyl-8-aza), 

circular dichroism 633. 

Adenine (9-methyI-8-aza), 

circular dichroism 633. 

Adenine (1-Vinyl), 

copolymerization-acrylic acid/methylacrylic acid/acrylamide/ 
1-vinylpyrrolidone 5422. 

Adenine (9-8-D-xylofuranosyl), 

methylated derivative, NMR 3346. 

e-Adenine, 

photophysical properties 34. 

Adenine arabinoside, 

analogue, antiviral activity, relationship-structure 5486. 

antiviral activity, effect of adenosine (deoxy) 5490. 
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Adenine arabinoside,(continued) ~ 

antiviral activity. effect of adenosine deaminase inhibitor 
5485. Park 

antiviral activity. relationship-adenosine deaminase inhibition 
5482. 

antiviral agent 5491. 

antiviral agent. herpes simplex virus 5484. 

chromatography (high-performance liquid) 2534. 

conformation. role-activity 69. 

effect on Epstein-Barr virus-infected lymphocyte 5480. 

herpes simplex virus keratitis treatment 4710. 

inhibition, DNA biosynthesis, herpes simplex virus 1 5483. 

interaction-phosphorus oxychloride 2150. 

isolation 5443. 

preparation, use-ribose 4698. 

synthesis 84. 

toxicity 5487. 

toxicity. in vivo 5481. 

treatment. hepatitis virus B infection, human 4144. 

treatment. herpes simplex virus genital tract infection 2537. 

treatment, use-experimental herpes simplex virus 2 infection 
1299. 

treatment-herpes simplex virus encephalitis 3340. 

treatment-herpes simplex virus eye infection 4142, 4143. 

treatment-herpes simplex virus keratitis 3728, 4148. 

treatment-herpes simplex virus keratitis, human 4706. 

(reatment-herpes simplex virus | infection, mouse 113. 

Adenine arabinoside (N‘°-Hydroxy), 

antiviral activity, herpes simplex virus | infection 5488. 

Adenine deaminase, 

deficiency. human lymphocyte, relationship-ATP/ 
AMP(cyclic) content 584. 

Adenine hydrobromide, 

X-ray diffraction 5403. 

Adenine nucleoside, 

aminoacyl derivative. substrate-Escherichia coli 
peptidyltransferase 112. 


radioactivity. separation, use-chromatography (thin layer) 77. 


separation/identification, chromatography (anion-exchange) 
2936. 

Adenine nucleotide, 

see also AMP, ADP, ATP 

association-solution, spin labelling 103. 

interaction-catecholamine, effect of metal ion, NMR 138. 

pool, mammalian cell line, adenosine incorporation, effect of 
serum deprivation 2947. 


radioactivity. separation, use-chromatography (thin layer) 77. 


separation/determination, chromatography (thin layer) 137. 

separation/identification, chromatography (anion-exchange) 
2936. 

synthesis. Schistosoma mansoni , inhibition-adenosine(7- 
deaza)/adenosine(N®* phenyl) 679. 

thiophosphate analogue, NMR 2180. 

Adenine phosphoribosyltransferase, 

activity, effect of purine(2,6-diamino)/purine(6-methyl) 
resistance, Escherichia coli 1165. 

activity, mouse 4036. 

assay 573. 

Adeninium hemisulphate, 

X-ray diffration 5404. 

Adeninium sulphate, 

X-ray crystallography 5405. 

Adeno-associated virus, 

DNA, restriction endonuclease mapping/terminal 
arrangement 440. 

DNA. terminal fragment nucleotide sequence 441. 

RNA transcription. isolated KB cell nucleus 1944. 


Adeno-associated virus 1, A 
DNA replication complex, isolation/properties 995. 
Adenocarcinoma, 
human colon, detection-cytomegalovirus DNA sequence 
3974. 
Adenosine, 
( 3'- methylamino -3’- deoxy)-adenosine- 5’- 
phosphorimidazolide, reaction effect of poly(U) 87. 
analogue, haemodynamic/metabolic activity. dog 4709. 
analysis, use-chromatography (high pressure) 76. 
analysis method 1274. 
assay method 2933. 
association-solution, spin labelling 103. 
blocking-calcium dependent lymphocyte activation. 
association-immunodeficiency 3348. 
complex-uracil (S-bromo), X-ray diffraction 5428. 
derivative, synthesis/properties 3734. 
effect on ATP content, glycine max axes 4684. 
effect on cytoplasmic polyhedrosis virus RNA biosynthesis 
4885. 
exogenous, effect on ATP content. Glycine max 1267. 
incorporation-adenine nucleotide pool, mammalian cell line, 
effect of serum deprivation 2947. 
incorporation-mouse ovum, RNA adenylation/protein ADP 
ribosylation 4708. 
interaction-flavin 1828. 
interaction-poly (U), effect of sodium sulphate/sodium 
chlorate/sodium chloride 3737. 
modification-formaldehyde + lysine interaction product 4129. 
reaction- ‘cis- -diclorobis(- 1- methylimidazole- -2- 
‘thiol)pa/< cis->dichlorobis( 1- methylimidazole -2- 
thiol)p, NMR 91. 
reaction-chloroacetaldehyde, kinetics/intermediate 
characterization 3722. 
residue, reovirus 3 RNA, methylation in vitro 5755. 
self-stacking, n.m.r. 93. 
solubility, salt solution 102. 
stimulation-AMP (cyclic), control-theophylline, mouse 
neuroblastoma 2172. 
stimulation-proinsulin biosynthesis/insulin secretion, rat/ 
mouse pancreas 2170. 
3'-terminal, role-tRNA (seryl) synthetase/tRNA (threonyl) 
synthetase/tRNA (valyl) synthetase/tRNA (isoleucyl) 
synthetase activity, yeast 5586. 
tetachloropalladate complex, spectroscopy 2168. 
2'-O-tetrahydropyranyl derivative, synthesis 3716. 
toxicity, lymphoid cell, relationship-adenosine deaminase 
activity 1843. 
toxicity, lymphoma cell, role-S-adenosylhomocysteine 1284. 
toxicity-L1210 cell/mitogen-stimulated lymphocyte 5489. 
transformation-adenosine(cyclo), use-thionyl chloride/ 
sulphuryl chloride 664. 
tritiated, effect on lymphocyte 4145. 
uptake, guinea pig jejunum, effect of hexobendine/ 
dipyridamole/dilazep/lidoflazine/inosine 4146. 
uptake/metabolism, pig vascular endothelium 2173. 
Adenosine (N°(methyInitroso)), 
antibody production/characterization 2171. 
Adenosine (5'R-(7H, ]), 
synthesis 5447. 
Adenosine (2-Alkylthio-2',3'-O-Isopropylidene), 
conformation 94, 
Adenosine (2'-amino-2'-deoxy), 
solution conformation analysis, NMR 674. 
Adenosine (3'-amino-3'-deoxy), 
solution conformation analysis, NMR 674. 
synthesis 5451. 
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Adenosine (3'-Amino-3'-Deoxy), 

containing, cytidylyl-(3’,5’)-adenosine/cytidylyl-(3'-5')- 
cytidylyl(3’,5)-adenosine derivative, synthesis 5546. 

reaction-thiophosphory] chloride 5450. 

Adenosine (aza), 

NMR 105. 

Adenosine (8-Bromo), 

Raman spectra 4151. 

Adenosine (cyclo), 

synthesis-adenosine. use-thionyl chloride/sulphuryl chloride 
664. 

Adenosine (8,2’-S-Cyclo), 

dinucleoside monophosphate, n.m.r. 115. 

Adenosine (3-Deaza), 

solution conformation, NMR 5463. 

Adenosine (7-deaza), 

inhibition-adenine nucleotide/guanine nucleotide synthesis, 
Schistosoma mansoni 679. 

Adenosine (3-Deaza-8-Aza), 

solution conformation, NMR 5463. 

Adenosine (deoxy), 

analogue, synthesis 666. 

effect on adenine arabinoside/hypoxanthine arabinoside 
antiviral activity 5490. 

vaccinia virus-host protein synthesis, vaccinia virus-infected 
cell culture 1347. 

Adenosine (3'-Deoxy), 

effect on aldosterone RNA biosynthesis stimulation, Bufo 
marinus urinary bladder 4872. 


inhibition-nonhistone protein phosphorylation, rat liver 4141. 


Adenosine (3’-deoxy 3'-C-dibromomethylidene), 

synthesis 86. 

Adenosine (5'-deoxy-2-fluoro), 

synthesis 667. 

Adenosine (5'-Deoxy-5’-S-Isobutylthio), 

inhibition-Rous sarcoma virus transformation-chick embryo 
fibroblast 4707. 

Adenosine (3’-deoxy-3'-thio), 

derivative, synthesis 665. 

Adenosine (N°,N°-Dimethy]), 

base stacking, kinetics 2943. 

Adenosine (p-Fluorosulphonylbenzoyl), 

carbon 14-labelled, synthesis 2937. 

Adenosine (glycylcarbony]), 

X-ray crystallography 104. 

Adenosine (8-(a-hydroxyisopropy])-), 

X-ray diffraction 1837. 

Adenosine (S-Isobutyl), 

antimalarial activity, Plasmodium falciparum 2948. 

Adenosine (isopentenyl), 

assay 2934. 

Adenosine (N°-(A?-Isopenteny])), 

analogue, synthesis/biological properties 5449. 

Adenosine (2’,3'-O-Isopropylidene, 

derivative, NMR 5462. 

Adenosine (methyl), 

synthesis/characterization 1277. 

Adenosine (6-methy]), 

tRNA Val base, NMR 1841. 

Adenosine (5'-Methylthio) nucleosidase, 

human placenta, purification/characterization 4038. 

Adenosine (5'-Methylthio), 

structure, X-ray crystallography 5461. 

Adenosine (2-Methylthio-N° (A?-Isopentenyl), 

_- containing, M+RNA, Escherichia coli , effect of iron 2198. 

_ Adenosine (N°,O?’- dimethyl), 

isolation/characterization, Novikoff hepatoma nuclear RNA 


2935. 

Adenosine (pheny!), 

inhibition-adenine nucleotide/guanine nucleotide synthesis, 
Schistosoma mansoni 679. 

Adenosine (threonylcarbonyl), 

X-ray crystallography 104. 

Adenosine (N°-(N-Threonylcarbony])), 

interaction-bromomethylmethoxyoxobenzopyran/ 
bromoacetanilide 67. 

Adenosine (xylosyl), 

inhibition-nuclear RNA methylation, L1210 cell 3727. 

Adenosine deaminase, 

activity, absence, Rous sarcoma virus-transformed 
mammalian cell 5283. 

activity, human bladder carcinoma 5285. 

activity, human lymphocyte, normal/leukaemia/kidney 
transplantation 2470. 

activity, lymphoid cell, relationship-adenosine toxicity 1843. 

activity, Rous sarcoma virus transformed chick embryo 
fibroblast 582. 

assay, chromatography (high-pressure liquid) 583. 

characterization, calf thymus 3635. 

characterization, normal/tumour colon 2114. 

characterization, rat normal/malignant colon 6221. 

deficiency, association-immunodeficiency, human 2855. 

deficiency, association-immunodeficiency, review 4668. 

deficiency, effect on human lymphocyte development 2471. 

human, expression, deficient choriocarcinoma cell, following 
fusion-mouse fibroblast 3275. 

inhibition, relationship-adenine arabinoside antiviral activity 
5482. 

inhibitor, effect on adenine arabinoside antiviral activity 5485. 

product inhibition, human erythrocyte, relationship-immune 
defect 5284. 

Pseudomonas iodinum , purification/crystallization 3636. 

purification/quaternary structure, human kidney 2856. 

transition state affinity, effect of substituent ribose, calf 
intestine 1164. 

Adenosine hexaphosphate, 

role-sporulation initiation, Bacillus subtilis 3732. 

Adenosine kinase, 

activation-ribavirin, human cell line 5279. 

activity/properties, relationship-adenosine concentration/role 
564. 

Adenosine 5'-phosphorimidazolide, 

(3'-methylamino-3'-deoxy)-adenine(9-(2-amino-2- 
deoxyxylofuranosyl))/adenosine, reaction effect of poly(U) 
87. 

Adenosine phosphorylase, 

Bacillus subtilis , properties 4032. 

Adenosine tetraphosphate, 

hydrolysis/photolysis 5525. 

Adenosylcobalamin, 

tetachloropalladate complex, spectroscopy 2168. 

S-Adenosylhomocysteine, 

effect on cytoplasmic polyhedrosis virus RNA biosynthesis 
4885. 

effect on DNA methylase activity, Escherichia coli /phage 
DDVI 5288. 

synthesis 4130. 

S-Adenosylmethionine, 

effect on cytoplasmic polyhedrosis virus RNA biosynthesis 
4885. 

Adenovirus, 

DNA, interaction-early RNA 1229. 

DNA, RNA 5.5S transcription in vitro 4865. 

infected HeLa cell, isolation-polyribosome pool 1367. 
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Adenovirus,(continued) 

infected HeLa cell, protein biosynthesis. inhibition-low- 
molecular weight RNA 5779. 

infection. human. leucocyte RNA/DNA content 4808. 

mRNA gene, DNA subunit structure 943. 

RNA biosynthesis. infected HeLa cell, RNA 
characterization, effect of toyocamycin 4830. 

Adenovirus (avian), 

DNA. association-cellular DNA, infected human/chick 
embryo cell 2380. 

nucleic acid characterization 2667. 

Adenovirus (bovine), : 

DNA. guanine-cytosine content, comparison-oncogenic/ 
nononcogenic strains 437. 

Adenovirus (human), 

subgroup B genome organization 442. 

Adenovirus (human) 2, 

m RNA. 3'- terminal sequence arrangement 248. 

m RNA 5’- terminal structure 335. 

m -RNA biosynthesis, hypothesis. review 17. 

m RNA transcript, mapping, homology-SV40 hybrid 
genome 252. 

DNA. restriction endonuclease EcoRI fragment. mapping- 
restriction endonuclease Haelll cleavage site 4449. 

DNA. restriction endonuclease Haelll cleavage site 
determination 4448. 

DNA. RNA transcription initiation site 941. 

DNA biosynthesis, termination 3231. 

DNA/DNA-protein complex, infectivity, human embryo 
kidney cell 5155. 

DNA fragment, excision/recombination, Escherichia coli 
6115. 

DNA fragment. transforming activity 1642. 

DNA integration. productively infected-K B cell 3539. 

DNA replication, biosynthesis-infected histone, KB cell 
synthesis 3653. 

DNA replication complex, DNA polymerase properties 994. 

DNA replication system, characterization 2836. 

early promoter. mapping, use-< ?u.v.->irradiation 436. 

early promoter, mapping, use-UV-irradiation 436. 

early protein, association-DNA biosynthesis complex 1578. 

early RNA. mapping/quantitation, electron microscopy 804. 

early MRNA, structure 5687. 

effect on SV40 DNA replication 6003. 

genome. specified, polyribosome RNA, mapping 3045. 

high-molecular weight DNA, occurrence/characterization, 
infected human cell 5928. 

in vitro DNA biosynthesis 275. 

infected. HeLa cell. low-molecular weight RNA 4283. 

infected HeLa cell, characterization-replicative intermediate 
nucleoprotein (deoxyribo) 4600. 

infected HeLa cell, transcription initiation 2643. 

infected KB cell, tRNA biosynthesis 4746. 

infected KB cell, RNA polymerase III, purification/ 
properties/subunit structure 1708. 

intracellular DNA, isolation/characterization, KB cell 4385. 

late promoter, mapping, use-nascent mercurated RNA 3434. 

pee Nes precursor, UV-irradiation transcription mapping 

1 

late transcription, premature termination, induction-5.6- 
dichloro-1-£-D-ribofuranosylbenzimidazole, HeLa cell 3461. 

polypeptide IX mRNA, characterization, identification-gene 
800. 

psoralen-cross-linked DNA, structure, electron microscopy 
5020. 

replicating DNA, structure 942. 

replication, KB cell, inhibition-5,6-dichloro-1-B-D- 
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ribofuranosylbenzimidazole 5 126. det 

mRNA, accumulation, effect of cycloheximide 3083. 

mRNA, mapping 2351. 

mRNA, nuclear origin 3082. 

mRNA, 3/-terminal structure 3437. Ae " 

RNA biosynthesis. permissive/nonpermissive infection 4866. 

RNA 5:58, initiation site 2617. 

specific gene, transcription-exogenous RNA polymerase III. 
KB cell nucleus 1709. ; 

SV40 hybrid, characterization/DNA sequence analysis 3534. 

temperature-sensitive mutant, light intermediate particle ; 
characterization 4658. | 

transformed cell, RNA polymerase II transcription-viral gene 
4572. 

Adenovirus (human) 3, 

defective DNA biosynthesis, HeLa cell 3947. 

Adenovirus (human) 5, 

benzo(a)pyrene diol-epoxide derivatives induced damage. 
DNA repair. excision, human fibroblasts 441. 

circular DNA-protein complex, infected HeLa cell 625. 

core protein biosynthesis. during late infection, HeLa cell 
4216. 

DNA, association-cellular DNA, infected human/chick 
embryo cell 2380. 

DNA, 3'-terminal/5'-terminal nucleotide sequence 2353. 

DNA, transcription-transformed rat embryo cell 3831. 

DNA-binding protein, complex formation-single-stranded 
DNA 5355. 

DNA-binding protein, role-gene expression regulation 2500. 

DNA-binding protein phosphorylation-protein kinase 5354. 

DNA biosynthesis, mechanism 2751. 

DNA biosynthesis in vitro 1579. 

DNA fragment, transforming activity 1642. 

DNA replication, initiation mechanism 4474. 

genome transcription, transformed rat embryo cell 2644. 

host range mutant, DNA biosynthesis/protein biosynthesis, 
HeLa cell/KB cell 6010. 

induction-cellular DNase inhibition, infected KB cell 4005. 

infected CV-1 cell, ribosomal protein, characterization 4226. 

linear DNA, characterization-replication 1000. 

transformed rat embryo cell line, RNA metabolism. effect of 
herpes simplex virus infection 5740. 

Adenovirus (human) 6, 

DNA, characterization 3914, 4438. 

DNA, hamster cell culture infection 6079. 

DNA, Streptomyces albus restriction endonuclease analysis 
MPN 

Adenovirus (human) 7, 

defective particle, DNA characterization 947. 

DNA, restriction endonuclease cleavage mapping 946. 

DNA fragment, transformation-rat cell line 6118. 

Adenovirus (human) 12, 

T-antigen. separation-DNA polymerase a 5257. 

DNA. detection-induced hamster tumour 518. 

DNA. insertion/detection analysis, following replication, 
infected Vero cell 5021. 

DNA-binding protein synthesis 2905. 

DNA fragment, transformation-rat cell line 1072. 

Ra pase transformed rat cell line, characterization 

Hes 

DNA integration pattern, transformed hamster cell line 6112. 

DNA replication initiation site, 5’-terminal nucleotide 
analysis 3911. 

infected KB cell. RNA biosynthesis 2642. 


transformation, hamster embryo/rat cell, role-gene (401) 
6113. 
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Adenovirus (murine), 

characterization-DNA 945. 

Adenovirus (simian) 7, 

DNA. hamster cell culture infection/tumour-induction 6079. 

DNA. restriction endonuclease cleavage site 4542. 

DNA analysis. use-restriction endonuclease cleavage 4440. 

DNA protein complex, characterization 2907. 

localization-DNA transcription/replication 6050. 

3-(9-Adenyl)propionyltryptamine monohydrate, 

X-ray diffraction 1817. 

3-(9-Adenyl)propionyltyramine, 

X-ray diffraction 634. 

Adenylate, 

residue. Escherichia coli tRNA, recognition-rat liver tRNA 
methylase 1340. 

Adenylate cyclase, 

activity. cardiac sarcolemma, effect of guanylyl 
imidodiphosphate 5538. 

rat liver. activation-GTP/guanylyl imidodiphosphate/ 
guanylyl( ajB@- methylene)diphosphonate 142. 

Adenylate kinase, 

binding-diadenosine pentaphosphate 1859. 

kinetics, heart 2111. 

pig muscle, ATP/AMP binding site, X-ray diffraction 572. 

pig muscle. X-ray diffraction 571. 

separation method 1734. 

Adenylyl-(3’,5')-adenine, 

etheno derivative. base stacking 4174. 

triphosphate/5’-pyrophosphate derivative, synthesis 5543. 

Adenylyl-(3',5')-Cytidine, 

laser desorption-mass spectrometry 5551. 

Adenylyl-(3’,5’)-guanine, 

triphosphate/5’-pyrophosphate derivative, synthesis 5543. 

Adeturone, 

effect on DNA repair. Escherichia coli 3952. 

ADP, 

N®-alkylthiomethy] derivatives, synthesis 116. 

arsonomethy! analogue, synthesis 1296. 

complex-copper, circular dichroism 4720. 

complex formation-manganese, thermodynamics 134, 135. 

hydrolysis/photolysis 5525. 

inhibition-Ehrlich ascites cell initiation-dependent protein 
biosynthesis 1857. 

NMR, aqueous solution 1295. 

reaction-mesitoic acid anhydride, NMR 5527. 

dADP, 

complex-copper. circular dichroism 4720. 

ADP-ribose, 

antibody, production, use-carboxymethylated conjugate 
2478. 

Adrenal gland, 

bovine. histone characterization 1759. 

rat, RNA content, effect of swimming 310. 

tumour cell, mouse, DNA biosynthesis, effect of ACTH/ 
AMP (8-bromocyclic) 1582. 

Adrenaline, 

modulation-histone/nonhistone protein acetylation, rat brain 
5306. 

Adriamycin, 

complex-DNA, human lung carcinoma treatment 5160. 

derivative, interaction-DNA 5851. a 

DNA complex, cytostatic activity, Ehrlich ascites cell 3598. 

effect on bovine pancreas DNase I activity 2446. 

__ effect on DNA biosynthesis, chick embryo fibroblast 3579. 

effect on nucleolar ribonucleoprotein distribution, Novikoff 

_ hepatoma 4051. 

effect on RNA biosynthesis/RNA content, fibroblast 


nucleolus 1433. 

Adriamycin(demethoxy), 

derivative, effect on DNA biosynthesis/RNA biosynthesis. 
relationship-cytotoxicity, HeLa cell 1613. 

Adriamycin- 14-Octanoate, 

inhibition-RNA polymerase 2452. 

Adrogen, 

treatment, effect on prostatic binding protein <2m>RNA 
activity, rat prostate gland 338. 

Aedes aegypti, 

infected cell, Venezuelan equine encephalitis virus induction- 
uridine(5-iodo-2-deoxy) 2178. 

spermatozoa, DNA content 320. 

Aedes albopictus, 

origin-actinomycin D-resistant RNA 4257. 

ouabain sensitive/resistant, Sindbis virus RNA biosyrthesis. 
effect of ouabain 4315. 

Aflatoxin, 

binding-DNA, relationship-mutagenicity 5876. 

Aflatoxin B1, 

DNA/rRNA adduct. hydrolysis product. characterization 
1972. 

effect on polyribosome/protein biosynthesis, rat liver 4794, 
750. 

effect on rat liver RNA polymerase/caromatin template 
activity 4571. 

feeding, effect on rRNA metabolism, rat liver 873. 

inhibition-DNA biosynthesis, Africa green morkey kidney 
cell 1601. 

interaction-DNA, rat liver 4400. 

interaction-Escherichia coli /rat liver (RNA 4743. 

modification-DNA 346. 


African green monkey, 

repetitive DNA, characterization 5066. 

repetitive DNA, restriction endonuclease cleavage site, 
relationship-chromatin subunit 2493. 


African green monkey cell, 

DNA biosynthesis, inhibition-aflatoxin B1 1601. 

enucleated, mitochondrial RNA/protein biosynthesis 4341. 

African swine fever virus, 

DNA replication, infected Vero cell, inhibition- 
phosphonoacetic acid 3966. 

Agarose, 

interaction-circular DNA, characterization 5826. 

interaction- DNA/RNA 3506. 

Agarose gel, 

isolation-chick ovalbumin 

Age, 

effect on chromosome DNA structure/function, Hedera helix 
5977. 

effect on DNA biosynthesis, rat ventral prostate 2400. 

effect on DNA biosynthesis induction-isoproterenol, mouse 
2775. 

effect on DNA biosynthesis/RNA biosynthesis, rat Purkinje 
cell 1041. 

effect on DNA repair capacity, rat 4491. 

effect on histone biosynthesis fidelity, human fibroblast 4605. 

effect on histone H1 pattern, mouse chromatin 3289. 

effect on histone/nonhistone protein acetylation, rat liver 
chromatin 3294. 

effect on mitochondrial DNA structure/replicative form, 
human leukocyte 4464. 

effect on Oryzias latipes DNA content 4376. 

effect on polyribosome content, Zea mays leaf 5640. 

effect on polyribosome content/protein biosynthesis activity, 
rat liver following hepatectomy 4778. 
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Age,(continued) 

effect on protein biosynthesis, Glycine max cotyledon 2582. 

effect on RNA content, human hypoglossal neuron 5658. 

effect on rRNA gene number, mouse tissue 3250. 

effect on RNA/protein biosynthesis, rat 3843. 

effect on RNA/protein biosynthesis rate, rat heart muscle 
5764. 

rat, effect on RNase (alkaline) activity, rat 3999. : 

relationship-histone/nonhistone protein phosphorylation, 
effect of calcium 3292. 

Agrobacterium tumefaciens, 

DNA. fate, soybean 6088. 

DNA. reconstitution-tobacco mosaic virus protein 4996. 

DNA polymerase activity 2466. 

infected Nicotiana tabacum , crown gall tumour, detection- 
plasmid gene 5180. 

phage PS8, DNA physicochemical properties 2713. 

plasmid, restriction endonuclease analysis 4997. 

plasmid Ti, DNA fingerprinting 5891. 

restriction endonuclease, purification/characterization 1696. 

tumorigenicity, Pisum sativum , role-RNA 5725. 

Agrostemma githago, 

DNA biosynthesis, effect of hydroxyurea 6074. 

embryo, RNA biosynthesis reactivation during early 
germination 3094. 

AKR leukaemia virus, 

DNA, detection, mouse chromosome 1481. 

Albumin, 

methylated, binding-Ehrlich ascites cell DNA, comparison- 
replicating/non-replicating/denatured 4390. 

mRNA, analysis, Morris hepatoma 5798. 

mRNA, content/translation, effect of protein deficiency, rat 
liver 3424. 

mRNA, distribution-free/membrane-bound, rat liver 
polyribosome 1462. 

mRNA, purification/analysis, rat liver 1922. 

mRNA, rat liver, identification-high-molecular weight 
precursor 5665. 

mRNA, translation, rat hepatoma, pre-proalbumin synthesis 
1476. 

Alcaligenes aquamarinus, 

adenine(2.8-dihydroxy), inhibition-rat liver/milk xanthine 
oxidase 658. 

Aldosterone, 

effect on DNA biosynthesis/RNA biosynthesis, rat brain, 
during development 5098. 

stimulation-RNA biosynthesis, Bufo marinus urinary 
bladder, effect of adenosine (3'-deoxy) 4872. 

Alfalfa mosaic virus, 

coat protein, interaction-RNA, calorimetry 788. 

ee Nicotiana tabacum, characterization-RNA replicase 
1126. 

RNA, S'-terminal nucleotide sequence 1405. 

RNA 4. initiation translation, effect of tRNA fMet/ 
acetylated tRNA Phe 2597. 

Alkaline phosphatase, 

activity, HeLa cell, effect of uridine(5-iodo-2'-deoxy) 4711. 

activity, Spirodela oligorrhiza , effect of phosphate 
deficiency 529. 

induction-cytosine arabinoside/mitomycin C/phleomycin/ 
nucleotide(cyclic), choriocarcinoma cell 118. 

Alkylating agent, 

reaction site-DNA 1978. 

Allium, 


DNA content, association-morphological characteristics 893. 


Allium cepa, 
DNA replication during cell cycle 507. 
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ee 


epidermis nucleus, DNA/RNA content, effect of ambient 
atmosphere, relationship-nucleolus size 506. 

kinetochore, ribonucleoprotein occurrence 6236. 

micropuff, structure/function 3288. 

rRNA gene content, variability 3186. 

root cell, transcription, effect of 2,4-dinitrophenol 4331. 


Allium fistulosum, an 
chromosome, rRNA gene localization 2900. 


Allium sativum, 

rRNA gene content, variability 3186. 

Allomyces arbuscula, 

genome, characterization 1546. 

rRNA cistron, analysis 450. 

virus, RNA biosynthesis 295. 

Allomyces macrogynus, 

development, RNA biosynthesis 4895. 

mitochondrial DNA, isolation/characterization 3925. 

zygote, RNA/protein biosynthesis 4896. 

Allopurinol, 

effect on xanthine dehydrogenase, turkey liver 4597. 

Aluminium, 

binding-deoxyribonucleoprotein DNA, pea root nucleus 
USS) 

effect on Pisum DNA template activity/physical properties 
5974. 

Alytes obstetricans, 

DNA biosynthesis, effect of thyroxine treatment 3202. 

intestine, DNA activity, effect of thyroxine 3233. 

a-Amanitin, 

effect on chicken chromatin structure 1760. 

effect on melanin biosynthesis, chick retinal pigment 
epithelium, control-mRNA transcription 1444. 

effect on chromatin structure/transcription/R NA/nonhistone 
protein content, hepatocyte nucleus 6266. 

effect on polyoma virus-specific RNA biosynthesis 3829. 

effect on rat liver RNA polymerase/chromatin template 
activity 4571. 4 

effect on RNA biosynthesis, Rous sarcoma virus- 
transformed chicken fibroblast 5752. 

inhibition-DNA replication initiation, Drosophila 
melanogaster 3954. 

inhibition-histone biosynthesis, regenerating rat liver 4055. 

inhibition-RNA biosynthesis, BHK-21 cell 4330. 

Amethopterin, 

cytotoxicity, mechanism, review 4104. 

inhibition-DNA biosynthesis, Bacillus brevis 1035. 

Amine, 

interaction-pyrimidine (2,4-dichloro) 3336. 

Amino acid, 

see also specific acids 

AMP derivative, conformation 3352. 

aromatic, ternary complex-zinc + ATP 5528. 

complex-poly (A-U)/poly (G-C), properties 2555. 

deficiency, Escherichia coli , effect on tRNA (aminoacyl) 
synthetase/tRNA content 4760. 

effect on ribosome/protein biosynthesis, rat hippocampus, 
electron microscopy 3016. 

incorporation, ribosome, rat liver cell-free system 4801. 

interaction-base 3702. 

saa identification-influenza virus nucleoprotein 

sequence, binding-nucleotide, review 1815. 

sequence, Macropus rufus RNase 5207. 

starvation, during phytohaemagglutinin stimulation-human 
lymphocyte, effect on protein biosynthesis/RNA 
biosynthesis/DNA biosynthesis 1349. 
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Amino acid,(continued) 

substitution. effect on phage T4 DNA polymerase biological 
properties 1717. 

transport. CHO cell, roletRNA(aminoacy]) synthetase 5582. 

transport. regulation, Escherichia coli , role-tRNA Leu 5574. 

9-Aminoacridine, 

effect on DNA polymerase I activity 1724. 

binding-DNA, effect of base composition 5855. 

complex-dinucleotide (deoxy), NMR 4727. 

interaction-guanosine (7-methyl)/AMP (1,N®-etheno) 4700. 

nitro derivative. interaction-DNA 392. 

3-Aminoacridinium, 

binding-double-stranded DNA 2683. 

2'(3')-O-Aminoacyl! dinucleoside phosphate, 

synthesis 3738. 

p-Aminobenzoylglutamic acid, 

binding-RNase S, crystallography 6146. 

Aminoglycoside phosphotransferase, 

gene. DNA, relationship-R factor/antibiotic-producing 
bacteria 5045. 

6-Aminonicotinamide, 

effect on DNA/RNA concentration, rabbit embryo 2774. 

induced acute gliopathy, inhibition-RNA biosynthesis 5765. 

3-Aminophenanthridium, 

derivative. complex-DNA, circular dichroism 4979. 

Aminopterin, 

effect on uridine (deoxy)/thymidine (deoxy)/uridine 
incorporation, colony forming cell 4149. 

7-Aminoquinolinium, 

binding-double-stranded DNA 2683. 

Aminoquinone, 

derivative, inhibition-DNA polymerase I/RNA polymerase,+ 
Escherichia coli 2824. 

Ammonia, 

inactivation-poliovirus RNA 3792. 

interaction-pyrimidine (2,4-dichloro) 3336. 

Amniotic fluid, 

human, occurrence-reverse transcriptase 2102. 

Amoeba discoides, 

DNA polymerase f activity, absence 3272. 

informational molecules, autoradiographic study 2300. 

RNA biosynthesis, effect of antrycide 4337. 

Amoeba proteus, 

DNA, characterization 5946. 

informational molecules, autoradiographic study 2300. 

RNA, analysis, electrophoresis 4817. 

transcriptionally active gene, visualization, electron 
microscopy 3921. 

Amoebae, 

RNA association-chromatin 302. 

AMP, 

amino acid derivative, conformation 3352. 

antibody, production, use-carboxymethylated conjugate 
2478. 

binding-cobalt ion, kinetics 690. 

binding-glycogen phosphorylase b, conformation 1854. 

binding site, pig muscle adenylate kinase, X-ray diffraction 
572. 

complex formation-dehydrogenase + platinum 5522. 

complex formation-manganese, thermodynamics 134, 135. 

complex-thyroliberin/histidine, NMR 2956. 

conformation, aqueous solution, NMR 1853. 

conformation, NMR 3730. 

_ determination, chromatrography (high pressure) 2547. 
_hydrolysis/photolysis 5525. 


“interaction-flavin 1828. 


| modification-formaldehyde + lysine interaction product 4129. 


NMR, oxygen-18 isotope shift 5524. 

Raman spectra 4151. 

reaction-diammine platinum(II), Raman spectra 4156. 

solution, structure 4152. 

AMP (8-amino), 

conformation 1855. 

AMP (benzo), 

linear, physical properties 117. 

linear, probe-enzymes binding sites 126. 

AMP (bromocyclic), 

effect on DNA biosynthesis, mouse adrenal gland tumour 
cell 1582. 

AMP (cyclic), 

association-hexadecane-induced DNA biosynthesis, rat skin 
4509. 

content, effect of poly(I-C), dog thyroid gland 161. 

effect on Candida albicans RNA biosynthesis/protein 
biosynthesis 853. 

effect on ribosomal protein phosphorylation, rat cerebral 
cortex 4793. 

inhibition-protein biosynthesis, Xenopus laevis oocyte 3002. 

stimulation-adenosine, control-theophylline, mouse 
neuroblastoma 2172. 

AMP (dibutyryl cyclic), 

effect on free ribosome incorporation-thyroglobulin 
synthesizing polyribosome 5639. 

effect on tyrosine aminotransferase chain elongation rate 
2238. 

effect on tyrosine aminotransferase mRNA biosynthesis, rat 
liver 5769. 

enzyme induction, rat liver, effect on tyrosine 
aminotransferase MRNA 4338. 

AMP (8-dimethylamino), 

conformation 1855. 

AMP (1,N°-Etheno), 

interaction-9-aminoacridine 4700. 

AMP (phenylalany)), 

effect on tRNA Phe tRNA (phenylalanyl) synthetase 
recognition mechanism, yeast 4764. 

AMP (2'-(5''-Phosphoribosyl)), 

structure 2181. 

AMP arabinoside, 

antiviral agent evaluation 5514. 

derivative, synthesis 5526. 

synthesis 139. 4 

toxicity, in vivo 5481. 

treatment, use-experimental herpes simplex virus 2 infection 
1299. 

treatment-herpes simplex virus | infection, mouse 113. 

AMP 6-N-(6-Iodoacetamido-n-Hexanoy))), 

synthesis 118. 

AMP kinase, 

chromatography (affinity) 4033. 

AMP nucleosidase, 

Azotobacter vinelandii , inactivation-phosphates, kinetics 553. 

Amphetamine, 

inhibition-tRNA aminoacylation, cell-free system 752. 

d-Amphetamine, 

inhibition-protein biosynthesis, brain, rats 189. 

Amphibian, 

oocyte, lampbrush chromosome, transcription organization 
5395. 

Ampicillin resistance, 

Escherichia coli, plasmid pBR322 genes, nucleotide sequence 
374. 

resistance, Haemophilus parainfluenzae , plasmid R 
mediated transfer 1650. 
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Amylase, hated 
mRNA. dog pancreas. isolation/translation in vitro 1962. 


secretion, mouse submandibular gland, stimulation-cytidine 
(cyclo) 1844. 

a-Amylase, ; 

properties. Hordeum vulgare seed. effect of uracil (5-fluoro) 
5440. 

Anabaena cylindrica, ; ; 

sulphur-containing nucleotide-peptide complex, isolation/ 
activity 1852. 

Anabaena variabilis, 

restriction endonuclease Ava II, cleavage site 6158. 

Anaemia (megaloblastic), 

DNA biosynthesis defect, review 10. 

Andean potato latent virus, 

RNA, comparison-turnip yellow mosaic virus/eggplant 
mosaic virus 5692. 

RNA replication. Datura leaves 2646. 

Andean potato mottle virus, 

nucleoprotein, characterization 3647. 

Androgen, 

see also Testosterone, etc 

receptor. binding-DNA, mouse brain 5363. 

receptor, complex, interaction-prostate gland chromatin, role- 
nonhistone protein 5323. 

regulation-RNA polymerase B RNA chain elongation, rat 
prostate gland chromatin 2286. 

Aneides, 

chromosome study/DNA sequence homology 5960. 

Angelicin, 

interaction-purine/pyrimidine 4117. 

UV -irradiation-induced binding-phage A DNA 2332. 

Angiosperm, 

chromatin structure 1779. 

Angiotensin, 

stimulation-DNA biosynthesis, bovine adrenocortical cell 
2382. 

§a,6-Anhydrotetracyclines, 

effect on-Escherichia coli RNA accumulation/guanosine 
tetraphosphate metabolism 4876. 

bis(1-Anilino-8-naphthalenesulphonate), 

inhibition-Escherichia coli RNA polymerase 2822. 

Animal virus, 

replication, review 5366. 

Anien, 

monovalent, binding-guanine/cytosine/uracil/thymine/ 
adenine 38. 

Ankistrodesmus braunii, 

nitrate reductase activity, effect of purine (6-methyl) 3726. 

Anoxia, 

effect on DNA biosynthesis, rice coleoptile 505. 

Ansamycin, 

inhibition-reverse transcriptase, Moloney leukaemia virus 
Sai. 

Antheraea pernyi, 

ovary. rRNA gene amplification 5195. 

Anthonomus grandis, 

DNA biosynthesis, inhibition-dimilin 2398. 

Anthracycline, 

binding-DNA 4391. 

inhibition-DNA biosynthesis/RNA biosynthesis, structure- 
activity relationship 4953. 

Antibiotic, 

see also specific compounds 

effect on elongation factor G-GDP-ribosome complex 
turnover 1375. 


stimulation-protein biosynthesis misreading, wheat germ cell- 


free system 3409. 

GncdRaGon OU biosynthesis misreading, human KB cell 
cell-free system 3408. 

Antibody, 2 : 

activity, single-stranded DNA, Schistosoma japonicum - 
infected rabbit 593. 

ADP-ribose/AMP, production, use-carboxymethylated 
conjugate 2478. 3 

anti-DNA, maternal, effect on immune response, offspring, 
mouse 590. —s 

antitumour, synthesis, mouse spleen cell, induction-immune 
RNA 3641. 

binding-poly (A-U)/poly (A-U-U), effect on thermal 
transition 3362. 

biosynthesis, induction-immune RNA, lymphosarcoma cell 
line 870. 

denatured single-stranded DNA, assay 3642. 

DNA, assay 1750. 

DNA, assay, use-Crithidia luciliae kinetoplast DNA, 
substrate 6233. 

DNA, avidity/valency, rabbit/systemic lupus erythematosus- 
human 2480. 

DNA, detection, method 4047. 

DNA, determination, Farr assay, comparison-Crithidia 
luciliae immunofluorescent test 2479. 

DNA, induction, relationship-polyclonal antibody formation, 
mouse 2864. 

DNA, induction-lipopolysaccharide, mouse, mechanism 
2863. 

DNA, maternal, effect on immune response, offspring, mouse 
590. 

DNA, occurrence, human ankylosing spondylitis 4599. 

DNA, occurrence, human glaucoma 587. 

DNA, occurrence, nonlupoid cryoglobulinaemia, human 589. 

DNA, role-systemic lupus erythematosus, review 1239. 

double-stranded DNA, formation, athymic nude mouse 3643. 

UV-irradiated DNA, measurement-systemic/discoid lupus 
erythematosus serum 1749. 

mediated cytotoxicity, restriction endonuclease DNA 
degradation, mouse/human 2425. 

native DNA, detection 4046. 

poly (ADP-ribose), characterization/specificity, mouse 3639. 

poly(I-C), interaction-poly(I-C)/poly(G-C)/poly(X-U) 4183. 

polynucleotide, occurrence-human inflammatory bowel 
disease 4044. 

ribonuclease, biosynthesis, rabbit 2867. 

ribonucleoprotein, penetration-human mononuclear 
leucocyte, role Fc receptor 2481. 

RNA, systemic lupus erythematosus, characterization 3284. 

RNA/characterization, anti, systemic lupus erythematosus 
3284. 

single-stranded/double-stranded DNA, simultaneous assay 
4598. 

staphylococcal nuclease, mouse, gene mapping 5964. 

Staphylococcus aureus DNase, detection method 3644. 

Anticodon, 

region, yeast tRNA Phe, conformation transition 4198. 

Anticodon loop, 

Bacillus subtilis tRNA, structure modification during 
development 4747. 

Antigen, 

immunoprotective, Haemophilus influenzae ribosome, 
characterization 3020. 

low-molecular weight, sensitivity, transfer-guinea pig 
lymphoid tissue poly (A)-containing RNA 1748. 

structure, double-stranded RNA analogue 5297. 

tumour, gene, SV40, nucleotide sequence 5024. 
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T-Antigen, 

adenovirus (human) 12, separation-DNA polymerase a 5257. 

carboxyl terminal coding region, SV40 DNA, nucleotide 
sequence 4445. 

interaction-SV40 chromatin 2887. 

SV40, stimulation-RNA biosynthesis, rat liver isolated 
nucleolus 5766. 

SV40, synthesis/properties, cell-free system 2575. 

a,-Antitrypsin, 

inhibition-DNA biosynthesis, human lymphocyte 5147. 

Antitumour agent, 

see also specific compounds 

effect on RNA metabolism, review 2517. 

inhibition-Escherichia coli/mammalian cell culture RNA 
polymerase 1129. 

inhibition-oncornavirus reverse transcriptase, base specificity 
6210. 

Antiviral activity, 

uridine (S-propynyloxy2'-deoxy, herpes simplex virus/ 
vaccinia virus/vesicular stomatitis virus 5503. 

Antrycide, 

effect on RNA biosynthesis, Amoeba discoides 4337. 

Aotus trivirgatus, 

isolation/characterization-endogenous C-type virus 3805. 

Aphid, 

mycetocyte, rRNA biosynthesis, role-intracellular symbiont 
4900. 

Apis mellifera, 

DNA/RNA content during development 3116. 

Apurinic acid, 

endonuclease, breakage-Escherichia coli DNA 1690. 

extraction, control-polyethylene glycol, Feulgen hydrolysis 
365. 

Arabidopsis thaliana, 

thiamine mutant, correction-bacterial DNA 6087. 

Arbacia punctulata, 

development, effect of uridine (5'-bromodeoxy) 4150. 

Arginine, 

deprivation, effect on DNA biosynthesis/cell cycle, KB cell 
1633. 

deprivation, KB cell, effect on DNA biosynthesis 1634. 

Arsenic, 

inhibition-DNA repair, UV-irradiation-treated Escherichia 
coli 2385. 

Artemia salina, 

DNA reassociation kinetics 2009. 

elongation factor, purification/properties 4251. 

embryo, characterization-protein biosynthesis inhibitor 749. 

embryo, cytoplasm, occurrence-translation inhibitor RNA 
1918. 

embryo, poly (A)-lacking RNA, template activity-histone 
biosynthesis 4353. 

initiation factor IF-2, stimulating protein, isolation/ 
characterization 3419. 

protein biosynthesis, termination-Artemia salina cyst extract 
5601. 

ribosomal protein L7/L10, structure, comparison-rat liver/ 
Escherichia coli 3396. 

ribosomal protein L7/L12, amino acid sequence, comparison- 
Saccharomyces cerevisiae 764. 

ribosome, inactivation-pokeweed antiviral protein 4792. 

ribosome, RNA/protein content 5619. 

ribosome, structure, electron microscopy, comparison- 


Escherichia coli 4234. 

tRNA (aminoacyl) hydrolase, activity during development 
3420. 

RNA polymerase activity during development 4009. 

RNA polymerase I, origin 1701. 

translation control-protein kinase 1914. 

Arthrobacter atrocyaneus, 

DNA/RNA/protein metabolism, during starvation 1036. 

Arthrobacter crystallopoietes, 

DNA/RNA/protein metabolism, during starvation 1036. 

Arylmethane dye, 

interaction-DNA, linear dichroism 4954. 

Ascaris lumbricoides, 

eggshell protein mRNA, isolation 2250. 

Ascites cells, 

DNA biosynthesis/RNA biosynthesis, purine (9-B- 
ribofuranosyl), effects on 280. 

Ascites hepatoma, 

DNA, mitochondria, primary structure, comparison-rats 
liver 413. 

Ascorbic acid, 

effect on RNA biosynthesis/R Nase activity, barley 3471. 

ASK-753, 

antibiotic, effecton RNA/DNA 901. 

Aspergillus, 

RNase L, characterization 6147. 

RNase L, purification/characterization 5223. 

Aspergillus clavatus, 

purification/characterization-RNase 546. 

RNase, 2',3'-CMP cleavage, reaction mechanism 2080. 

RNase, interaction-substrate derivative 2808. 

RNase, isolation 5210. 

Aspergillus foetidus virus S, 

double-stranded RNA, molecular weight 253. 

Aspergillus fumigatus, 

DNA biosynthesis/RNA biosynthesis, effect of cytosine (5- 
fluoro) 479. 

Aspergillus nidulans, 

conidium, DNA biosynthesis/R NA biosynthesis/protein 
biosynthesis, effect of temperature 2046. 

DNA repair, psoralen-pyrimidine monoadduct 3207. 

DNA/RNA/protein biosynthesis, stimulation-polyamine 
3585. 

high-molecular weight DNA, purification 4946. 

mitochondrial DNA, restriction endonuclease cleavage map 
3174. 

sporulation, role-iron-DNA interaction 4948. 

Aspergillus niger, 

DNase/RNase, effect of y-irradiation 6135. 

nucleus, DNA content 3115. 

Aspergillus oryzae, 

nuclease $1, degradation- DNA/RNA, HeLa cell lysate, 
presence-urea/sodium dodecylsulphate 344. 

RNase T1, NMR 4000. 

Aspergillus saitoi, 

RNase Ms, active site, associated amino acid 4558. 

RNase Ms, photooxidation/diethylpyrocarbonate 
modification 2813. 

RNase Ms activity, effect of amino group modification 2085. 

RNase Ms activity, role-carboxy terminal structure 5225. 

Asphyxia, 

induction-polyribosome disaggregation, cerebrum, rhesus 


SS 


IRL©1979 


57 


Asphyxia,(continued) 
monkey foetus 3407. 

Astasia longa, 

nuclear DNA/histone content 5811. 

Ataxia telangiectasia, 

DNA repair, following X-irradiation/UV-irradiation 3214. 

DNA repair. mechanism, review 1233. : 

fibroblast. apurinic site-specific endonuclease activity/repair, 
comparison-normal/Bloom’s syndrome 1030. 

ATP, 

analogue. effect on DNA biosynthesis, Ehrlich ascites cell 
isolated nucleus 1636. 

analogue. effect on DNA ligase activity, phage T4 5286. 

analogue, inhibition-bovine pancreas tRNA (tryptophanyl) 
synthetase 4768. 

analogue, substrate properties tRNA nucleotidyltransferase 
2203. 

analogue. substrate specificity, yeast tR NA (threonyl) 
synthetase/tRNA (lysyl) synthetase/tRNA (arginyl) 
synthetase 4210. 

binding-tRNA(tyrosyl)synthetase 5591. 

binding site, affinity labelling, Escherichia coli /Bacillus 
stearothermophilus (RNA (aminoacyl) synthetase 4761. 

binding site, pig muscle ATP, X-ray diffraction 572. 

complex formation-dehydrogenase + platinum 5522. 

complex formation-manganese, thermodynamics 134, 135. 

content. Glycine max . effect of exogenous adenine/adenosine 
1267. 

content. glycine max axes, effect of adenine/adenosine 4684. 

content. Glycine max axes, effect of adenine/adenosine 4684. 

content, human lymphocyte, relationship-adenine deaminase 
deficiency 584. 

cross-linking-Escherichia coli tRNA (aminoacyl) synthetase 
Ls 

effect on DNA biosynthesis, isolated Ehrlich ascites cell 
nucleus, DNA characterization 1635. 

effect on Escherichia coli K 12 restriction endonuclease 
conformation 6159. 

effect on ethionine inhibition-RNA biosynthesis, mouse liver 
1447. 

formatiqn, poly (A)-containing mRNA 2273. 

hydrolysis/photolysis 5525. 

interaction-flavin 1828. 

interaction-poly (C), effect of pH 3736. 

modified analogue, inhibition-Euglena gracilis tRNA 
(leucy!) synthetase 2572. 

NMR, aqueous solution 1295. 

phosphorus-32-labelled, preparation 691. 

pyrophosphate. transfer-guanosine nucleotide, Escherichia 
coli stringent factor 2549. 

reaction-mesitoic acid anhydride, NMR 5527. 

role-psoralen cross-linking removal-Escherichia coli DNA 
1587. 

role-vaccinia virus MRNA biosynthesis 5754. 

role-vaccinia virus RNA biosynthesis in vitro 4875. 

ternary complex-zine + aromatic amino acid 5528. 

ATP (8-Azido-1,N°-Etheno), 

synthesis/properties 4153. 

ATP (8-Bromo), 

Raman spectra 4151. 

ATP (3'-Deoxy), 

inhibition-nonhistone protein phosphorylation, rat liver 4141. 

ATP arabinoside, 

inhibition-deoxynucleotidyl transferase (terminal)/DNA 
polymerase a/DNA polymerase 6/DNA polymerase yy 
kinetics 1137. 

inhibition-poly (A) polymerase 4722. 


ATPase : bea ‘ 
activity, purification/characterization, Escherichia coli DNA 


unwinding enzyme II 1226. ; ; 

inhibition-nucleotide + mesitylene carboxylic acid anhydride 
1736. 

mRNA, yeast, isolation/mapping 2626. 

ATPase (DNA-dependent), 

Bacillus subtilis , purification/characterization 4586. 

Atrioventricular node, 

DNA biosynthesis during cardiogenesis, mouse heart 466. 

Auranofin, 

effect on DNA biosynthesis/protein biosynthesis, human 
lymphocyte 2781. 

Aurintricarboxylic acid, 

dimer, binding-Bacillus subtilis ribosome 1361. 

fractionation component, effect on DNA biosynthesis/RNA 
biosynthesis 3217. 

inhibition-DNA biosynthesis/DNA polymerase activity in 
vitro, mouse ascites sarcoma cell 1721. 

inhibition-influenza virus RNA polymerase, mechanism 6171. 

inhibition-ribosome binding-microsome membrane, rat liver 
5637. 

Autoantibody, 

anti-ribosome, solid-phase radio-immunoassay/incidence- 
systemic lupus erythematosus, man 588. 

Autographa californica, 

nuclear polyhedrosis virus, DNA, restriction endonuclease 
analysis 5034. 

nuclear polyhedrosis virus DNA, properties, comparison- 
Trichoplusia ni /Pseudoplusia includens /Rachiplusia ou 
1538. 

Avena sativa, 

germination, DNA/RNA metabolism 2376. 

Avian infectious bronchitis virus, 

ribonucleoprotein, identification 2482. 

RNA translation, in vitro 4912. 

Avian leukosis virus, 

RNA, size/gene content 799. 

Avian myeloblastosis virus, 

associated tRNA (guanine-2-)-methyl transferase, location/ 
origin 3377. 

DNA polymerase, fidelity-DNA biosynthesis, effect of poly 
d(A-T) depurination 1722. j 

DNA polymerase, interaction-alkyl-agarose matrix 2837. 

infected, chicken cell, single-stranded DNA, enrichment-virus- 
specific region 1555. 

infected chick cell, provirus gene measurement, use 
complementary DNA hybridization 886. 

nucleoside triphosphatase, purification/characterization 1738. 

provirus DNA, isolation, chicken leukaemia cell 5837. 

reverse transcriptase, assay 1143. 

reverse transcriptase, characterization 2103. 

Teverse transcriptase, in vitro synthesis-poly(A)-containing 
RNA transcript, phage MS2/phage QB 1139. 

i sik transcriptase, inhibition-anthracycline compound 

Os 

reverse transcriptase, template activity poly (C), effect of- 
magnesium ion/manganese ion 1309. 

reverse transcriptase activity, characterization 5272. 

oe transcriptase activity, inhibition-nonprimer tRNA 

rRNA, size/secondary structure 2620. 

specific, DNA, localization-leukaemia myeloblast nuclear 
DNA 509. 

Avian myelocytomatosis virus MC29, 

Teverse transcriptase, activity 6207. 
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Avian reticuloendotheliosis virus, 

infectious DNA, integration site-avian cellular DNA 3988. 

Avian retrovirus, 

DNA biosynthesis, role-5’-terminal repetitive RNA 5093. 

Avian sarcoma virus, 

DNA, integration-transformed mammalian cell 1071. 

DNA, occurrence, infected cell cytoplasm 1482. 

DNA biosynthesis kinetics/purification/structure, infected 
quail tumour cell 3569. 

DNA intermediate, structure 5014. 

gene (src), role-transformation, review 3320. 

genome, RNase H, 5’-terminal hydrolysis during reverse 
transcription 4923. 

infected cell, cytoplasm, size/composition-virus specific RNA 
1402. 

mRNA translation, initiation site 831. 

reverse transcriptase, primer-LRNA Trp + DNA template + 
primer complex, DNA transcript size, effect of temperature 
6049. 

specific RNA, purification/characterization, infected chick 
embryo cell 5684. 

5’-terminal genome sequence, splicing-virus specific RNA, 
infected cell 4863. 

transforming gene, related RNA, occurrence-uninfected 
avian cell 2242. 

transforming gene related RNA, uninfected avian cell, 
characterization 2258. 

translation-RNA 35S/subgenomic region 1954. 

Avidin, 

binding-chromatin 609. 

biosynthesis, induction-Lacerta s. sicula RNA 325. 

Azotobacter vinelandii, 

AMP nucleosidase, inactivation-phosphates, kinetics 553. 

nitrogen fixation-defective mutant, transformation- 
Rhizobium DNA 5186. 

RNA polymerase, inhibition-Cibacron blue F3GA 1108. 


Babesia divergens, 

purine/pyrimidine uptake 4693. 
Babesia major, 
purine/pyrimidine uptake 4693. 
Babesia microti, 
purine/pyrimidine uptake 4693. 
Babesia rodhaini, 
purine/pyrimidine uptake 4693. 
Bacillus, 
DNA homology 5042. 
interspecies transformation 3604. 
__ sporulation, role-ribosome 4789. 

- Bacillus amyloliquefaciens, 
extracellular mRNA accumulation following transcription 
- inhibition 4906. 

restriction endonuclease, purification/characterization 6157. 


Bacillus brevis, 

DNA biosynthesis, inhibition-amethopterin 1035. 

plasmid DNA, isolation/characterization 5834, 5968. 

plasmid pAD1., isolation/characterization 5895. 

Bacillus cereus, 

5'-nucleotidase, purification/characterization 6218. 

transcription during spore growth, DNA restriction 
endonuclease EcoRI fragment analysis 5934. 

Bacillus licheniformis, 

phage DNA, degradation-restriction endonuclease EcoRI 
485. 

RNASS gene, heterogeneity-Bacillus subtilis /Bacillus Q 
955. 

Bacillus megaterium, 

DNA nicking-closing enzyme, purification/characterization 
3637. 

ribosomal subunit precursor, effect of detergent 2591. 

spore, DNA content, effect of growth medium 3856. 

Bacillus polymyxa, 

polymyxin biosynthesis, relationship-transcription 5726. 

Bacillus popilliae, 

DNA/RNA/protein biosynthesis during growth 2370. 

Bacillus Q, 

RNASS gene, heterogeneity-Bacillus subtilis /Bacillus 
licheniformis 955. 

Bacillus rossius, 

endonuclear bodies, RNA biosynthesis/DNA biosynthesis 
421. 

Bacillus stearothermophilus, 

DNA apurinic site-specific endonuclease, purification/ 
properties 6130. 

protein biosynthesis inhibition factor, purification/ 
characterization, role-ribosomes stability 204. 

ribosomal protein, binding site, RNA 5S 5704. 

ribosomal protein L13 + ribosomal protein L8 complex, 
characterization 5615. 

ribosome, translation specificity 2222. 

tRNA (aminoacy]) synthetase, affinity labelling-ATP binding 
site 4761. 

tRNA (arginyl) synthetase, characterization 4207. 

tRNA (tryptophanyl) synthetase, amino acid sequence 183. 

tRNA (tryptophany]) synthetase, sequence homology- 
Escherichia coli 2202. 

rRNA (5S), ribosomal protein binding site 4290. 

tRNA Phe, nucleotide sequence 2989. 

tRNA Tyr, nucleotide sequence 2565. 

tRNA Tyr-tRNA (tyrosyl) synthetase complex, detection 
5590. 

tRNA 238, binding-Escherichia coli ribosomal protein L1, 
nucleotide sequence 5705. 

RNA 5S, binding-complementary oligonucleotide, 
identification-single-stranded region 3445. 

Bacillus subtilis, 

adenosine phosphorylase, properties 4032. 

assay system, 4-nitroguinoline oxide, effect on DNA 1516. 

ATPase (DNA-dependent), purification/characterization 
4586. 

attachment-transforming DNA, binding site conformation, 
effect of temperature 3247. 

2-bromo-2-chloro-1,1-difluoroethane, mutagenesis 5865. 

chromosome, UV-irradiation-induced mutagenesis 6293. 

chromosome initiation mutant, RNA biosynthesis/protein 
biosynthesis 851. 

component, complex-nonintegrated transforming DNA 2054. 

detergent treated, DNA biosynthesis 5128. 

DNA, association-cell wall 4475. 

DNA, binding-cell surface, role-cell division 1659. 
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Bacillus subtilis, (continued) 

DNA. cloning, use plasmid pUB110 5190. 

DNA, uptake-Hordeum vulgare 5163. 

DNA biosynthesis. initiation/regulation, review 4682. 

DNA biosynthesis, relationship-glucose starvation 5130. 

DNA biosynthesis mutant, effect on UV-irradiation 
mutability 6023. 

DNA-membrane complex, characterization 5936. 

DNA methylase. purification/characterization 1741. 

DNA N-glycosidase-defective, DNA, incorporation-dUTP 
2957. 

DNA polymerase, inhibition-dextran sulphate DNA 
contamination 5258. 

DNA polymerase III content during growth 1134. 

DNA-protein complex, characterization 3306. 

DNA receptor, specificity 1803. 

DNA release. genetic marker enrichment 1643. 

DNA release during transformation, role-spore outgrowth 
6081. 

DNA repair defect 6024. 

DNase, manganese-stimulated, production during 
sporulation 4007. 

DNase. purification/characterization 6151. 

endonuclease S1-sensitive single-stranded DNA, 
characterization 1542. : 

excision-repair gene, mapping 1541. 

exonuclease. identification, activity-irradiated DNA 1673. 

folded chromosome, characterization 3675. 

gene (recA) mutant, UVirradiation-treated, DNA repair/ 
degradation 2025. 

gene (recA) mutant, transformation, restriction-like activity 
2063. 

liigh-molecular weight DNase, properties 4559. 


intracellular DNase activity, during growth/cell division 4002. 


UV -irradiation-treated, phage 929, mRNA biosynthesis/ 
properties 3827. 

leucine gene, cloning-Escherichia coli plasmid RSF2124 
2416. 


minicell, phage SPO1/phage SP82G mRNA translation 5789. 


mutant (dna Ts), plasmid pUB1 10 replication 5085. 

mutation (recC4), effect on fate-DNA 3596. 

nucleoid DNA, isolation/characterization 3864. 

phage @105-infected, DNA transfection activity/structure 
6103. 

phage 105 superinfection, phage DNA degradation 4473. 

phage M2, genome DNA, mapping 1531. 


phage SPO! DNA, cleavage-restriction endonuclease EcoRI 
6160. 


phage SPO1-modified RNA polymerase, promoter 
recognition 3622. 
Lay SP82/phage SPO1/phage ge, DNA characterization 
13. 
plasmid, detection/characterization 4372. 
plasmid pAT2010, hybrid, cloning/transcription-Escherichia 
coli 2789. 
plasmid pC 194 DNA cloning 3981. 
recombinant plasmid, construction/replication 6098. 
ribosomal protein gene, role-sporulation regulation 6121. 
ribosomal protein gene mapping 5945. 
ribosomal subunit 30S activity during sporulation 215. 
ribosome, binding-aurintricarboxylic acid dimer 1361. 
ribosome changes during sporulation, chromatography 
_ (affinity) analysis 3778. 


tRNA, anticodon loop structure modification during 
development 4747. , A 

tRNA. uridine (5-methoxy)/uridine-5-oxyacetic acid 
biosynthesis 5562. 

RNA biosynthesis, inhibition-granaticin B 1947. 

tRNA Lys, nucleotide sequence 1331. 

RNA polymerase, binding-phage SPO1 DNA, effect of 
transcription inhibitory protein 5249. 

RNA polymerase, lipiarmycin-resistant mutant, 
characterization 2091. 

RNA polymerase, modification-phage SP82. effect on- 
transcription specificity 5245. 

RNA polymerase, peptide 21K, roleeRNA biosynthesis 521. 

RNA polymerase, phage SPO 1-modified subunit. purification 
2829. 

RNA polymerase, rifamycin binding site arrangement 2457. 

RNA polymerase, f’-subunit, role-streptolydigin resistance 
6168. 

RNA polymerase activity, role-delta/sigma factor 5242. 

RNA polymerase activity, synthesis-poly (A-U) 6170. 

RNA 5S gene. heterogeneity-Bacillus licheniformis/Bacillus 
Q 955. 

RNase M5, model substrate 6148. 

single-stranded DNA-specific exonuclease, purification/ 
characterization 6152. 

sphaeroplast, DNA, pyrimidine dimer quantitation 5942. 

sporulation initiation, role-adenosine hexaphosphate 3732. 

Staphylococcus aureus plasmid-transformed, DNA 
transformation 3904. 

temperature-sensitive mutant, DNA biosynthesis 2371. 

temperature-sensitive mutant, termination-DNA replication 
cycle 2741. 

thymine-requiring mutant, uracil incorporation 5436. 

TMP synthetase, characterization 4043. 

transfection-phage 929 DNA, dose response 1640. 

transformation, heterologous DNA 1657. 

transformation, identification-DNA intermediate 2068. 

transformation, initiation, energy dependence 2420. 

transformation, mouse abdomen, effect of bovine DNase I 
1106. 

po recombination intermediate, characterization 

transforming DNA, activity, effect of X-irradiation 5872. 

ey ae DNA, effect of restriction endonuclease EcoRI 

transforming DNA, photodynamic action-fluorescein 2414. 

translation modification, during sporulation 747. 

tRNA (phenylalanyl) synthetase, inhibition-ochratoxin A 741. 


Bacillus subtilis G, 
purification-restriction endonuclease 1695. 


Bacillus thuringiensis, 

identification-extrachromosomal DNA 3857. 

ee DNA, degradation-restriction endonuclease EcoRI 

phage g3/phage g8/phage g12/phage g16/phage g18 DNA, 
characterization, comparison 4434, 

plasmid, characterization 3152. 

RNA polymerase, inhibition-6-exotoxin 5246. 
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Bacteria, 

see also various species 

antibiotic-producing, R factor gene DNA, relationship-R 
factor 5045. 

DNA. att site structure 928. 

DNA. uptake-human cell culture 3592. 

interaction-DNA/RNA, review 5394. 

methanogenic. classification, <?r>RNA 16S 
characterization 260. 

recombination, review 2914. 

ribosomal protein $1 distribution 760. 

rRNA electrophoresis, comparison-Mycoplasma / 
Acholeplasma 808. 

virus transformation/transfection, book review 1808. 


Bacteroides, 

DNA, base composition 954. 
DNA homology 5046. 
DNA homology 5049. 


Bacteroides melaninogenicus, 
phosphosphingolipid biosynthesis, role-nucleoside 5478. 


Bacteroides thetaiotaomicron, 
transfection-phage 81 DNA 1066. 


BALB/c cell, 

DNA damage/repair, effect of N-diazoacetylglycine amide 
2761. 

BALB/c 3T3 cell, 

DNA biosynthesis transition, plasma dependence 4519. 

normal/SV40-transformed, DNA replication site 1565. 
RNA turnover 332. : 

BALB/3T3 cell, 


DNA biosynthesis, inhibition-cycloheximide, mechanism 489. 


early RNA accumulation, effect of polyoma virus 
temperature-sensitive mutant 4318. 

normal/murine sarcoma virus-transformed, characterization- 
poly(A)-containing RNA 802. 

Balbiani ring, 

Chironomus , RNA 75S, distribution-cytoplasm 4354. 

Chironomus tentans , RNA transport 5783. 

Chironomus tentans salivary gland, RNA 75S transcription 
unit, relationship-chromosome structure 6284. 

RNA, content/half-life, Chironomus tentans 3030. 

RNA 75S, association-endoplasmic reticulum, Chironomus 
tentans salivary gland 5782. 

Barley, 

see also Hordeum 

embryo, tRNA Phe, binding-magnesium ion 1334. 

embryo, tRNA Phe binding-monovalent cation, fluorescence 
t72. 

leaf, DNA/RNA content, effect of flood/vitamin PP 2249. 

protoplasts, fate-bacterial DNA 6085. 

RNA biosynthesis/RNase activity, effect of ascorbic acid/ 
gibberellic acid/indole-acetic acid 3471. 

tRNA Leu characterization 4191. 

Barley stripe mosaic virus, 

RNA, isolation following electrophoresis 2609. 

Basalioma, 

nucleus, DNA content, determination 1322. 

Base, 

analysis, use-chromatography (high performance liquid) 78. 

composition, DNA, effect on pressure stability 919. 

free, stacking interaction 3149. 

interaction-amino acid 3702. 

methylated, tRNA, separation-chromatography (high 
performance liquid) 637. 


1 


Base-pair, 

content, 
169. 

replacement, role-DNA biosynthesis fidelity 2740. 

BCNU, 

induction-DNA strand breakage, normal/transformed 
human cell 1981. 

Bdellovibrio bacteriovorus, 

viability/cell composition, effect of DNA/RNA components 
2539. 

Bean, 

seedling, aminophosphatidylglycerin biosynthesis, role-tRNA 
(aminoacyl) 3376. 

Bean golden yellow mosaic virus, 

DNA characterization 949. 

Bellevalia dubia, 

rRNA gene content 1084. 

Bellevalia romana, 

rRNA gene content 1084. 

Beneckea harveyi, 

gene, cloning-Escherichia coli 2795. 


t RNA, determination,  i.r.-. spectroscopy 


Benzamidine, 
synthesis-pyrimidine 645. 


Benzene, e 
binding-rat liver DNA 1502. 


Benzimidazole, 

derivatives, effect on RNA biosynthesis, review 5365. 

dye, use-DNA assay 348. 

inhibition-RNA biosynthesis/protein biosynthesis, 
Trypanosoma cruzi 3473. 


Benzo(a)pyrene, 

activation-human lung cell, mutagenesis, Chinese hamster 
cell 4962. 

activation-microsome/nuclear envelope, binding-DNA/RNA/ 
histone/nonhistone protein 1977. 

binding-DNA, activation-cytochrome P450 5856. 

binding-DNA, dose-response relationship, rat liver 4960. 

binding-DNA, human colon mucosa 906. 

binding-DNA, inhibition-harman/norharman 3134. 

binding-DNA, rat liver nucleus, effect of benzo(a)pyrene 
hydroxylase inhibitor/inducer 1505. 

binding-DNA, specificity-guanosine(deoxy)/adenosine 
(deoxy) 1971. 

binding-DNA/histone, rat liver/lung 2691. 

binding-DNA/RNA, hamster embryo cell culture 3501. 

binding-DNA/RNA, rat liver 4967. 

derivative, formation during 6-glucuronidase hydrolysis- 
benzo(a)pyrene-3-glucuronide, binding-DNA 1975. 

DNA adduct, characterization, human lung tissue 2322. 

effect on DNA biosynthesis, mouse epidermis 2392. 

induced damage, DNA repair, mammalian cell 2036. 

metabolite, binding-DNA 1501. 

metabolite, binding-DNA, mouse liver microsome 4963. 

metabolite, modification-plasmid Col E1/SV40 DNA 2318. 

Benzo(a)pyrene diol epoxide, 

induced, damage, DNA repair, human alveolar tumour cell 
6035. 

interaction-DNA, purification-adduct 2687. 

interaction-phage R17/phage T7 DNA 5858. 

modification-guanylyl (-3,5-) uridine, effect on conformation, 
circular dichroism 2968. 

strand breakage-plasmid ColE] DNA 406. 

Benzo(a)pyrene hydroxylase, 

inhibitor/inducer, effect on benzo(a)pyrene binding-DNA, rat 
liver nucleus 1505. 
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Benzo(a)pyrene-3-glucuronide, ; 

hydrolysis-B-glucuronidase, benzo(a)pyrene derivative 
formation. binding-DNA 1975. 

7,8-Benzoflavone, 

treatment, effect on DNA binding-7,12- 
dimethylbenz(a)anthracene, hamster embryo cell 5860. 

Benzo{bi{ 1,5 ]Naphthyridine, 

derivative. binding-DNA 3888. 

Berberine, 

derivative, interaction-DNA 3882. 

Berenil, 

effect on Leishmania tarentolae DNA 510. 

Beromycin, 

complex formation-DNA, inhibition-RNA biosynthesis 408. 

BHK cell, 

DNA biosynthesis, effect of chromic chloride/potassium 
dichromate 3224. 

DNA replication, stimulation-diadenosine tetraphosphate 
2558. 

herpes simplex virus 1 infected, RNase (endo)/RNase (exo) 
activity during DNA biosynthesis 5216. 

herpes simplex virus 2 temperature-sensitive mutant infected, 
DNase (alkaline) activity 4006. 

reversibly permeable, DNA biosynthesis 6072. 

temperature-sensitive mutant, RNA biosynthesis 3455. 

BHK-21 cell, 

DNA/RNA/protein biosynthesis, effect of potassium 
dichromate 2053. 

RNA biosynthesis, inhibition-a-amanitin 4330. 

Semliki Forest virus-infected, RNA 26S/RNA 42S 
biosynthesis, control mechanism 3076. 

Biotin, 

treatment, effect on DNA/RNA/histone content, rat liver 
1043. 

2,2'-Bipyridyl, 

ternary complex-metal ion + UTP, stability 4159. 

Bipyrimidine, 

synthesis 3339. 

Bis(thiosemicarbazonato), 

copper(II) complex, effect on DNA biosynthesis, Ehrlich 
ascites tumour cell 2408. 

Bisulphite, 

effect on DNA biosynthesis, chick embryo fibroblast 5151. 

effect on yeast RNA, NMR 792. 

interaction-uridine/uridine (5-fluoro)/UMP, NMR 5472. 

BK virus, 

DNA, restriction endonuclease cleavage mapping 5925. 

DNA cleavage, restriction endonuclease, mapping 383. 

DNA sequence, absence-human tumour/malignant cell line 
4373. 

DNA transcription, Escherichia coli RNA polymerase 3264. 

mini chromosome, in vitro transcription 5347. 

replication origin, DNA nucleotide sequence, comparison 
SV40 3540. 

Blaberus, 

DNA synthesis, effect of inokosterone moulting hormone/ 
mitomycin C 5096. 

Bladder, 

carcinoma, human, DNA content, relationship-histology/ 
prognosis 1967. 

mouse, DNA biosynthesis, effect of dibutylnitrosamine 4493, 

Blast cell, 

human leukaemia, pyrimidine nucleoside monophosphate 
kinase, characterization 2849, 

Blasticidin S, 

mediated resistance, Phytophthora megasperma infection, 
Glycine max hypocotyls, rolemRNA biosynthesis/protein 


biosynthesis 279. 


Blastoderm, ' : 
embryos, chickens, cardiac-like action potentials, induction- 
RNA-enriched fractions, heart, adults 301. 


Bleomycin, 

binding-DNA 5854: 

cleavage-DNA, mechanism 902. 

cobalt chelate, binding-Ehrlich ascites carcinoma DNA 1969. 

degradation-DNA 5846. 

degradation-DNA, effect of chelating agent/metal ion 5845. 

effect on DNA biosynthesis, mammalian epidermis 3212. 

effect on nucleosome release, chromatin 1201. 

effect on phage 9X 174 superhelical DNA 5849. 

fragmentation-phage PM2 double stranded DNA 4951. 

inhibition-DNA polymerase/RNA polymerase, review 3322. 

interaction-DNA, effect of thermal neutrons 2315. 

production-double-stranded breakage, plasmid ColE1/phage 
T2 DNA 384. 


Bloom's syndrome, a 
fibroblast, apurinic site-specific endonuclease activity/repair, 
comparison-normal/ataxia telangiectasia 1030. 


Blue-green algae, 
rRNA sequence homology, relationship-evolution 4295. 


Bombyx mori, 

DNA, silk fibroin genes, mapping 399. 

elongation factor 1, subunits reassociation 218. 

embryo, occurrence dormant polyribosome during diapause 
BT 75% 

low-molecular weight DNA, origin/fate during 
metamorphosis 887. 

midgut, RNA biosynthesis during development 4897. 

nuclease, comparison-midgut/digestive juice 2077. 

nuclease, inhibition-leucine 2075. 

pupal gonad, DNA, characterization 5061. 

purification/properties-elongation factor EF 1 subunit 1382. 

tRNA precursor, identification 3373. 

rRNA 18S primary structure, comparison-Dictyostelium 
discoideum /mouse/wheat germ 4296. 

silk fibroin gene, cloning 2069. 

silk gland, DNA/RNA content 321. ‘ 


silk gland, tRNA Gly, nucleotide sequence 1333. 
silk gland, tRNA Gly, nucleotide sequence 4749. 


silk gland, tRNA precursor processing, effect of formycin 
1327. 


testis, histone analysis 6244. 


Bone marrow, 

cell, human, DNA biosynthesis, stimulation NAD 4516. 

cell, normal/leukaemia mouse, distribution-deoxynucleotidyl 
transferase (terminal) 1730. 

chicken, ribosome crystallization-hypothermia 212. 

erythroid cell, rabbit, mRNA precursor, structure 3058. 

erythroid-enriched, mouse, globin mRNA precursor 4806. 

human, DNA biosynthesis, effect of phenytoin 6067. 

irradiated, haematopoietic stem cell, effect of DNA 1056. 

lymphocyte, T-lymphocyte-specific antigen, induction- 
thymus RNA 3484. 

rat, DNA content during hypoxia adaptation 358. 

tat, DNA polymerase activity, effect of irradiation/ 
exogenous DNA 1715. 

Book review, 

animal virus 628. 

plant RNA biosynthesis/DNA biosynthesis/protein 
biosynthesis 629. 
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Boron, 

effect on rRNA metabolism, Helianthus annuus 2299. 

Botryodiplodia theobromae, 

RNA/DNA biosynthesis during spore germination 3823. 

spore. poly (A)-containing mRNA, in vitro translation 4915. 

Botrytis cinerea, 

conidiogenesis. effect of uridine(5-fluoro-2-deoxy)/uridine(6- 
aza)/miracil/uracil(5-fluoro) 684. 

Bovine, 

thymus. poly(ADP-ribose) polymerase product, 
characterization 1321. 

Bovine leukaemia virus, 

detection. use-reverse transcriptase assay 2467. 

DNA. provirus distribution. mammalian enzootic bovine 
leucosis tissue 5806. 

identification, use-DNA polymerase (RNA dependent) 
detection. cattle 1732. 

60-70S RNA. translation Xenopus laevis 5792. 

Bovine mammillitis virus, 

DNA. nucleotide sequence size/arrangement 5015. 

DNA. restriction endonuclease mapping 1540. 

Bovine rhinotracheitis virus, 

DNA. fixation. chromic acid + formaldehyde 3523. 

DNA replication 2379. 

Brain, 

chromatin subunit organization 3301. 

development, rat, thymidine kinase/thymidylate synthetase 
activity, effect of undernutrition 2118. 

inbred rat. RNA/DNA content 824. 

nucleus, histone methylation, rat 1180. 

rabbit/guinea pig/rat, nonhistone protein content 4622. 

rat. chromatin, effect of laser irradiation 6260. 

rat. DNA biosynthesis/RNA biosynthesis during 
development. effect of hydrocortisone/ACTH/aldosterone/ 
thyroxine 5098. 

rat. neuron/glia nucleus, regulation-RNA biosynthesis 3454. 

rat, poly(A )polymerase activity, inhibition-carbon monoxide 
163. 

rat, RNA. sequence diversity, effect of environment 2268. 

rat. RNA biosynthesis/DNA biosynthesis during 
development 3190. 

rat. RNase(alkaline)/RNase(acid) activity during 
development 539. 

rat, RNase H activity during development 4001. 

Brassica napus, 

seed, RNA biosynthesis during imbibition 3459. 


Brassica oleracea, 
RNA polymerase II, purification/structure 2833. 
RNA polymerase III, characterization 2834. 


Brassica pekinensis, 

DNA, rRNA gene distribution 2737. 

Brassica rapa, 

protoplast, cauliflower mosaic virus replication/transcription 
5095. 

Breast cancer, 

serum.5’-nucleotidase activity 3273. 

Breast carcinoma, 

DNA biosynthesis, effect of uracil(. 5- fluoro)/uridine( 5- 

fluoro -2’- deoxy) 303. 
Brevibacterium albidum, 
endonuclease, purification/characterization 1102. 


| Brevibacterium flavum, 


i 


| phage 9B, DNA, characterization 3524. 
Brevibacterium luteum, 
} endonuclease. purification/characterization 4546. 


Broad bean, 

shoot, RNA (DNA-like), fractionation-chromatography 
(MAK column) 785. 

Brome mosaic virus, 

RNA biosynthesis, in vitro, effect of ethidium bromide/ 
acridine orange 850. 

RNA genome, expression in vitro, regulation-translation 
4336. 

RNA/nucleoprotein composition following replication, 
Chenopodium hybridum 4601. 

RNA-protein reconstitution 5361. 

RNA structure, small-angle neutron scattering 5700. 

Bromoacetanilide, 

interaction-adenosine (N°-(N-threonylcarbony])) 67. 

Bromocriptine, 

effect on DNA biosynthesis, rat pituitary gland 6016. 

7-Bromomethylbenz(a)anthracene, 

treated, Chinese hamster cell/HeLa cell, DNA excision repair 
1609. 

effect on Chinese hamster cell post-replication repair, 
inhibition-caffeine 1025. 

treated, Chinese hamster cell, DNA repair, inhibition-caffeine 
5112. 

Bruceantin, 

inhibition-peptide bond formation, during protein 
biosynthesis 3023. 

Brucella abortus, 

infection, mice, poly (A-U), effects on 157, 158. 

BSC-1 cell, 

histone biosynthesis during SV40 infection 1758. 

transcription-SV40 DNA 294. 

Bufo marinus, 

urinary bladder, RNA biosynthesis, stimulation-aldosterone, 
effect of adenosine (3’-deoxy) 4872. 

Bufo viridis, 

DNA content 3117. 

Bull, 

semen, DNA content 890. 

Bunyamwera virus, 

RNA, physical properties 251. 

Burkitt's lymphoma, 

cell line, characterization-Epstein-Barr virus DNA 5016. 

epithelial cel hybrid, transcription-Epstein-Barr virus genome 
1421. 

Burns, ‘ 

effect on RNase (alkaline) activity, urne 1682. 

Bursaria truncatella, 

chromatin structure 1773. 

N-Butyl-N-(4-hydroxybuty])nitrosamine, 

induction-DNA damage, rat bladder epithelium 3955. 

N-Butyl-N-nitrosourea, 

induction-leukaemia, chromosomes, rats 636. 

tert-Butyldiphenylsilyl, 

protecting group, use-polynucleotide synthesis/separation 
2961. 

1,3-Butylene sulphate, 

mutagenesis, Salmonella typhimurium 3505. 

n-Butyrate, 

effect on histone acetylation, HeLa cell/Friend cell/ 
erythroleukaemia cell 1762. 

inhibition-deoxynucleotidyltransferase (terminal), mechanism 
6202. 

Butyric acid, 

effect on <a- globin/ f- globin 
mouse erythroleukaemia cell 333. 
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C-type virus, 

see also Oncornavirus 

assembly, model 2501. 

content/role-?tRNA, review 22. mts 

endogenous, Aotus trivirgatus , isolation/characterization 
3805. 

gene recombination, mechanism 3241. 

high-molecular weight RNA dimer structure 4278. 

human, gene transfer, review 21. 

Mustela vison \ung cell line, characterization 4824. 

related gene, detection, human sarcoma/leukaemia DNA 
5819. 

replication-defective, helper 5'-terminal nucleotide sequence 
conservation 5924. 

RNA, isolation, use-guanidine-HCl 4815. 

RNA-binding protein/genome binding site, comparison-RD- 
114 virus 3678. 

C-type virus (baboon), 


provirus DNA, susceptibility, productively infected cell 3973. 


rescue-endogenous oncornavirus RNA 30S sequence, mouse 
cell 3848, 4350. 

C-type virus (mammalian), 

lysate, RNase H activity 5224. 

C-type virus (rat), 

reverse transcriptase/RNA, characterization 5270. 

Cadang-cadang disease, 

Cocos nucifera , RNA transmission 875. 

Cadmium, 

modification-RNA biosynthesis, Physarum polycephalum 
4894, 

Cadmium chloride, 

complex formation-nucleosides 81. 

effect on polyribosome structure/function, mouse liver 2216. 

Cadmium ion, 

CMP complex, X-ray diffraction 5534. 

effect on Escherichia coli B DNA 2682. 

interaction-Escherichia coli tRNA 716. 

Caenorhabditis elegans, 

mutant, DNA biosynthesis/cell cycle 3942. 

RNA biosynthesis during oogenesis 4309. 

Caesium trichloroacetate, 

resolution-RNA/DNA 3426. 

Caffeine, 

biological activity, review 1813. 


effect on cytomegalovirus replication, normal/UV -irradiation- 


treated human embryo lung/kidney cell 6020. 

effect on DNA postreplication repair, Escherichia coli K12 
2024. 

effect on DNA repair, X-irradiation, mammalian cell 1605. 

effect on Escherichia coli DNA polymerase I 6188. 

effect on ethyl methanesulphonate-induced chromosome 
aberration, Pterotheca falconeri 1214. 

effect on UV-irradiation induced DNA repair, yeast 5107. 

effect on X-irradiation inhibition-DNA biosynthesis, HeLa 
cell 2039. 

effect on SV40 induction/DNA repair, transformed hamster 
kidney cell 5108. 

inhibition-DNA repair, 7-bromomethylbenz(a)anthracene- 
treated Chinese hamster cell 5112. 

inhibition-7-bromomethylbenzanthracene effect on post- 
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replication repair, Chinese hamster cell 1025. 

Calcium, ; } 

effect on histone/nonhistone protein phosphorylation, 
relationship-age 3292. 

enhancement-poly (I-C)-induced interferon production, L929 
cell 4734. 

treatment, Escherichia coli , effect on exogenous DNA 
penetration 5157. 

Calcium-binding protein, 

mRNA, regulation-1,25-dihydroxyvitamin D3, chicken 5750. 

Calcium ion, =a 

association-DNA biosynthesis initiation, 3T3 cell 6073. 


Calcium phosphate, f 

stimulation-DNA biosynthesis, 3T3 cell 5150. 

Calf, 

eye lens polyribosome, - crystallin biosynthesis, cell-free 
system 219. 


lens, a-crystallin mRNA, bicistronic nature 2664. 

nucleus, repetitive DNA, restriction endonuclease cleavage 
site, relationship-chromatin subunit 2493. 

spleen, exonuclease, preparation 1674. 

thymus/liver/spleen/kidney, high-mobility-group nonhistone 
protein, tissue specificity 6257. 

tissue, rRNA precursor/mRNA/RNA, content 3837. 

Calf thymus, 

adenosine deaminase, characterization 3635. 

chromatin, DNA, sequence specific interaction-histone 3303. 

chromatin, histone H1-depleted, isolation-nucleosome 2132. 

deoxyribonucleoprotein, dissociation, effect of-noradrenaline 
4050. 

deoxyribonucleoprotein, occurrence iron/nickel/copper/zinc 
1754. 

DNA, binding-BP diolepoxide/1-pyrenyloxirane, 
characterization 5864. 

DNA, binding-f-propiolactone, adenine (1-(2-carboxyethyl)) 
formation 1503. 

DNA, complex formation-fluorescein mercuric acetate, 
kinetics 1515. 

DNA, fractionation, use-histone binding 4387. 

DNA biosynthesis, inhibition-captan 6065. 

DNA/histone, interaction-captan/folpet 5307. 

DNA polymerase a, purification/characterization 2840. 

double-stranded DNA, photosensitization-proflavine, effect 
of sulphur compound 4957. 

high-mobility-group nonhistone protein, conformation/ 
interaction-DNA 4089. 

high mobility group nonhistone protein, purification/ 
characterization 6253. 

histone-DNA complex, effect of polyamine 3296. 

histone H2A fragment, synthesis 6242. 7 

histone H4, secondary structure 1185. 

low molecular weight peptide, inhibition-RNA biosynthesis, 
human leukaemic/phytohaemagglutinin-stimulated 
leukocyte/Friend cell 862. 

nonhistone protein, inhibition RNA biosynthesis in vitro 
2129. 

nonhistone protein, ubiquitin isolation/identification 5317. 

nucleosome, binding-additional histone 4631. 

nucleosome, structure, use-histone H2B/histone H3/histone 
H4 antibody 2496. 

Pe eee polymerase, purification/properties 1320, 

polynucleotide kinase, purification/characterization 2106. 

ribonuclease H, purification, methodology 506. 

RNA polymerase B, role-fraction S protein 1713. 

RNA polymerase II, phosphorylation-protein kinase (cyclic 
AMP-dependent) 2461. 
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Calf thymus,(continued) 

RNA polymerase II stimulatory factor. purification/ 
characterization 3625. 

RNA polymerase III. RNA synthesis in vitro 1707. 


Calliphora erythrocephala, 
RNA biosynthesis. effect of chromosome polytenization 
3070. 


Calliphora vicina, 
calliphorin 'mRNA, occurrence during development 234. 
calliphorin mRNA. translation/analysis 313. 


DNA/RNA/protein biosynthesis, effect of ecdysterone 4485. 


Calliphorin, 
m RNA. occurrence during Calliphora vicina 
development 234. 

mRNA, Calliphora vicina , translation/analysis 313. 


Camptothecin, 
effect on ribonucleoprotein accumulation, rat liver cell 1175. 


Cancer, 

see also specific types 

cervical. epithelium, DNA content 3234. 

cervix, human. thymidine labelling index 1033. 
human, association-repair deficiency, review 2918. 
human. cytoplasmic RNA, sequence homology 1416. 


Candida albicans, 

cytosine (5-fluoro), antifungal activity, mechanism 4694. 

DNA biosynthesis/RNA biosynthesis, effect of cytosine (5- 
fluoro) 479. 

DNA/RNA, homology-Kluyveromyces 5053. 

membrane, binding-ribosome 5635. 

RNA biosynthesis/protein biosynthesis, effect of- AMP 
(cyclic) 853. 


Candida guilliermondii, 
DNA. isolation/characterization 4945. 


Candida lipolytica, 
DNA. isolation/characterization 4945. 


Candida tropicalis, 

DNA, isolation/characterization 4945. 

DNA, secondary structure, effect of N-methyl-N’- 
nitrosoguanidine/N-methyl-N’-nitrosourea/N-ethyl-N’- 
nitrosourea 959. 


Candida utilis, 

DNA/RNA content, effect of temperature 4931. 

tRNA Leu, nucleotide sequence 4748. 

RNA/protein biosynthesis, effect of copper ion/pH 4891. 


Cannabinoid, 
derivative, effect on DNA biosynthesis, mouse leukaemia 
2784. 


Capsicum annuum, 

nucleohistone complex during embryogenesis 2128. 

seedling, DNA biosynthesis/RNA biosynthesis, effect of y- 
irradiation 1616. 


Capsicum pubescens, 

nucleohistone complex during embryogenesis 2128. 

Captan, 

inhibition-DNA biosynthesis, calf thymus 6065. 

interaction-DNA/histone, calf thymus/rat liver 5307. 

Carassius auratus, 

optic tectum, RNA distribution following labelled uridine 
injection 305. 

protein biosynthesis, role-memory 3000. 

RNA biosynthesis, association-memory 1940. 
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Carausius morosus, 

DNA reduplication, induction-temperature 2768. 

3-Carbethoxypsoralen, 

preferential deletion-mitochondrial DNA region, 
Saccharomyces cerevisiae 5866. 

Carbon monoxide, 

inhibition-rat brain poly(A)polymerase 163. 

Carbon tetrachloride, 

effect on DNA methylation-dimethylnitrosamine, rat liver 
2031. 

y-Carboxyglutamic acid, 

occurrence, mammalian ribosome 3776. 

Carboxylic acid, 

interaction-adenine derivative 2522. 

Carcinogen, 

see also specific compounds 

effect on DNA biosynthesis 6046. 

effect on DNA repair/replication, liver 6031. 

induced DNA repair, during meiotic maturation, mouse 
oocyte 5113. 

induction-unscheduled DNA biosynthesis, human skin 
epithelium 6037. 

induction-unscheduled DNA biosynthesis, hepatocyte 
culture, collagen mumbrane 6044. 

metal, effect on DNA biosynthesis fidelity 2023. 

Carcinogenesis, 

diethylnitrosamine-induced, correlation-DNA repair, rat 
6029. 

relationship-DNA repair 4672. 

relationship-DNA repair, review 5391. 

Carcinoma, 

see also specific types 

bladder transitional cell, chromatin content/distribution, 
computer assisted analysis 1211. 

cell line, pluripotent embryonal, polysomal/nuclear RNA, 
base sequence complexity 2632. 

embryonal, polyribosomal poly(A)-containing RNA, 
comparison-myogenic/erythropoietic cell line 271. 

hormone secreting, mRNA translation product, identification 
3112. 

human bladder, DNA content, comparison-normal mucosa 
892. 

human bladder, DNA content, relationship-histology/ 
prognosis 1967. 

renal cell, treatment-immune RNA 3105. 

tRNA methylase activity, comparison-rat/kidney 731. 

tRNA methylase specificity-tRNA Val, comparison-rat 
kidney 732. 

Carcinus maenas, 

ovary/testis, tRNA methylation, inhibition-androgenic gland 
extract 721. 

Carminomycin, 

effect on glycogen/DNA/RNA content, mouse cardiac 
muscle 842. 

Carnation etched ring virus, 

DNA, characterization 2354. 

Carnation ringspot virus, 

single-stranded/double-stranded RNA, properties 868. 

Casein, 

biosynthesis, inhibition progesterone, rat mammary gland, 
during pregnancy 2648. 

mRNA, detection-hormone-dependent rat mammary gland 
tumour 1389. 

mRNA, effect of prolactin/glucocorticoid, rabbit mammary 
gland 3079. 

mRNA, inhibition-progesterone, rat mammary gland, during 
pregnancy 2648. 
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Casein,(continued) 

mRNA. regulation-suckling/corticosteroid 2289. 

mRNA. stabilization-prolactin/glucocorticoid. rabbit 4357. 

mRNA biosynthesis, regulation-hormone, mouse 5746. 

Cassava latent virus, 

characterization-DNA 3541. 

Castration, = 

effect on prostatic binding protein <?m>RNA activity. rat 
prostate gland 338. 

Cat, 

cell. occurrence-feline leukaemia virus genome DNA 5931. 

Catecholamine, 


interaction-adenine nucleotide, effect of metal ion, NMR 138. 


Catfish, 

pancreas. poly (A)-containing mRNA. isolation/purification 
DME 

Cation, 

see also specific ions 

effect on DNA biosynthesis/cation content. chick embryo 
fibroblast 491. 

effect on elongation factor G-GDP-ribosome complex 
turnover 1375. 

effect on elongation factor G GTPase activity regulation 
5645. 

effect on tRNA structure, NMR 1329. 

Cattle, 

blood. DNA/RNA content, effect of leukosis 3496. 

DNA. base composition, electron microscopy, relationship- 
chromosome banding 5965. 

DNA methylation during leukosis 2051. 

normal/chronic lymphatic leukaemia, lymphocyte, nucleus 
degradation-DNase I 5230. 

RNase, reduced denatured, refolding 5209. 

Cauliflower, 

inflorescence. isolation-RNA polymerase A 1710. 

RNA polymerase, stimulation-polyethylenimine 3621. 

Cauliflower mosaic virus, 

DNA. structure 3170. 

DNA structure 5035. 

genome, localization-single-stranded DNA 390. 

replication/transcription, infected Brassica rapa protoplast 
5095. 


Caulobacter crescentus, 
DNA biosynthesis, regulation-initiation/elongation 4851. 


flagellin biosynthesis regulation during cell cycle, dependence- 


DNA replication 1890. 
unstable poly (A)-containing RNA, characterization 3052. 


CDP reductase, 


analysis, herpes simplex virus-infected Chinese hamster cell 
4589. 

Cell culture, 

DNA biosynthesis, control 5997. 

DNA biosynthesis during S phase, detection, use-tritiated 
thymidine 3565. 

mammalian. hydroxyurea induction-strand breakage-DNA 
during replication 1517. 

monolayer/suspension, thymidine incorporation, effect of 
uridine (deoxy)/cytidine (deoxy) 2951. 


synchronized. DNA biosynthesis rate, determination 2747. 
Cell cycle, 


see also G phase, S phase 

Caenorhabditis elegans mutant 3942. 

KB cell. effect of arginine deprivation 1633. 
Cell-free system, 

biosynthesis: phage A replication protein 1346. 
replication. phage M13 duplex DNA 4472. 


tRNA aminoacylation, inhibition-amphetamine 752. 

wheat germ, peptide chain initiation, effect of abrin 228. 

CELO virus, 

DNA biosynthesis, chick embyro fibroblast. cell cycle 
dependence 5091. 

Certral nervous system, ta 

effect of 5-acetyl-4-methyl-2-substituted pyrimidine 
derivative 5411. 

human, RNA/DNA content, effect of death 2606. 

rat, RNA content. effect of audiogenic seizure 859. 

Centrifugation, 

density gradient, RNA/DNA, use-caesium sulphate-urea 
4264. 

effect on ribosomal subunit 30S +RNA(pheyny!) binding 
1909. 

ribosomal subunit isolation 4786. 

Ceratodon purpureus, 

‘RNA nucleotidyltransferase, characterization 186. 

Cercopithecus aethiops, 

endonuclease Cae I, characterization, site-specific DNA 
cleavage 5202. 

Cerebellum, 

rat, DNA biosynthesis/thymidine metabolism during 
development, effect of thyroidectomy 1002. 

Cerebral cortex, 

rabbit, protein biosynthesis, inhibition-electroshock, 
mechanism 190. 

rat, ribosomal protein phosphorylation, effect of AMP 
(cyclic) 4793. 

Cerebrospinal fluid, 

human, DNA determination 3119. 

Cerebrum, 

rhesus monkey foetus, polyribosome disaggregation, 
induction-asphyxia 3407. 

Cerulenin, 

effect on DNA/RNA biosynthesis, Streptococcus faecalis 
3951. 

Cetavion, 

use-DNA isolation method 368. 

Chaetomium globosum, 

DNA genome size, effect of spaceflight 3886. 

Channa punctatus, 

RNA content during growth 2243. 


Chara vulgaris, 
histone, role-restriction-chromatin activity during 
development 602. 


Chenopodium hybridum, 
RNA/nucleoprotein composition following brome mosaic 
virus/cowpea chlorotic mottle virus replication 4601. 


Chenopodium rubrum, 


RNA biosynthesis, during dark period, photoperiodic floral 
induction 319. 


Chick, 

erythrocyte, nucleosome, binding-additional histone 4631. 

erythropoiesis, nucleosome repeat length, during 4628. 

fibroblast, DNA biosynthesis, effect of n-butyrate 1047. 

fibroblast, myosin heavy-chain mRNA, contert during 
myogenesis 2247. 

fibroblast, Semliki Forest virus-infected, RNA biosynthesis, 
effect of nonstructural protein 5739. 

liver, chromatin, characterization, in vitro transcription 
product analysis 6268. 

liver, RNA biosynthesis, relationship-protein biosynthesis, 
during Eimeria tenella -induced coccidiosis 5763. 

optic path, poly (A)-containing RNA transport 2279. 
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Chick,(continued) 

oviduct, DNA polymerase activity/oestrogen receptor 
concentration. effect of progesterone 1716. 

oviduct culture, conalbumin/ovalbumin mRNA biosynthesis, 
induction-oestrogen/progesterone 4874. 

reticulocyte. chromatin, globin coding region enrichment 
W772: 

retinal pigment epithelium, melanin biosynthesis, effect of a- 
amanitin. control-mRNA transcription 1444. 

Chick embryo, 

brain, tubulin subunit MRNA, characterization 3055. 

calvaria, procollagen mRNA biosynthesis during 
development 3087. 

cell, single stranded DNA, characterization-transcription site 
4458. 

cell culture, DNA/RNA metabolism, effect of Mycoplasma 
gallisepticum infection 5127. 

chromatin, DNase degradation 1199. 

CNS neuron, daughter nucleus, DNA content, during 
ouabain-induced nuclear division 3120. 

DNA biosynthesis, association-histone H5 6056. 

DNA ligase, affinity-nucleotide/nucleotide (deoxyribo) 2115. 

DNA ligase, purification/characterization 2476. 

endogenous virus, RNA transcription 1932. 

fibroblast. DNA biosynthesis, effect of adriamycin 3579. 

fibroblast, DNA biosynthesis, effect of bisulphite 5151. 

fibroblast, DNA biosynthesis/cation content, effect of 
magnesium ion 491. 

fibroblast, DNA biosynthesis stimulation-proinsulin 1580. 

fibroblast, DNA/RNA/protein biosynthesis, inhibition- 
ribavirin 6068. 

fibroblast, normal/transformed, procollagen mRNA content, 
association-procollagen biosynthesis 3789. 

fibroblast, transformation-Rous sarcoma virus, inhibition- 
oligodeoxyribonucleotide 2195. 

fibroblast, transformation-Rous sarcoma virus, inhibition- 
adenosine (5'-deoxy-5'-S-isobutylthio) 4707. 

fibroblast, vaccinia virus-infected, RNA methylation, effect 
of interferon treatment 5749. 

heart, RNA, isolation/properties, effect on-chick blastoderm 
1459. 

heart cell culture, poly (ADP-ribose) biosynthesis, 
stimulation-oxygen 4736. 

lens, DNA degradation during terminal differentiation 2426. 

lens, methylation-mRNA cap 822. 

liver, free/membrane-bound polyribosome, distribution/ 
activity 3405. 

low-molecular weight inducer RNA, effect on MRNA 
translation in vitro 4355. 

muscle, rRNA metabolism, effect of thyroxine 4324. 

muscle cell, identification-DNA polymerase, during 
differentiation 566. 

myeloblast, mRNA sequence complexity/distribution, during 
myogenesis 878. 

“neural retina, glutamine synthetase accumulation, effect of 

cytosine arabinoside 120. 

nucleus, cytoplasmic precursor RNA, characterization 4297. 

nucleus/mitochondria, DNA polymerase y, purification/ 
characterization 5264. 


procollagen mRNA, secondary structure determination 1936. 


repetitive DNA, analysis 2733. 
| skeletal muscle, detection-myosin heavy chain mRNA during 
myogenesis 880. 
skeletal muscle, myosin heavy chain mRNA, 
characterization 879. 
tissue, separation-ribonucleoprotein(messenger), use- 


|- streptomycin 595. 


Chick embyro, 

fibroblast, CELOvirus DNA biosynthesis, cell cycle 
dependence 5091. 

Chicken, 

see also Gallus domesticus 

6-crystallin gene expression control, during lens cell 
development 1081. 

cell, DNA, spleen necrosis virus DNA integration site 6111. 

cell, Rous sarcoma virus -infected, occurrence-RNA 
complementary nucleotide sequence 508. 

DNA, base composition, electron microscopy, relationship- 
chromosome banding 5965. 

DNA, ovalbumin gene, sequence 5962. 

DNA, ovalbumin gene organization 3179. 

DNA, restriction fragment, presence-ovalbumin <?m>RNA 
coding sequence 454. 

egg, allantoic fluid, reverse transcriptase, chicken egg 1142. 

egg, allantoic fluid, reverse transcriptase-containing particle, 
purification/characterization 5274. 

egg yolk, RNase, characterization 6140. 

erythrocyte, chromatin conformation, determination 2890. 

erythrocyte, histone core complex, characterization 3657. 

erythrocyte, histone H2a, amino acid sequence 6246. 

erythrocyte, ribosome-associated RNA replicase, product 
characterization 562. 

erythroid cell, chromatin, subunit structure 4078. 

liver, poly(A)-containing RNA biosynthesis, stimulation- 
oestrogen 3834. 

liver, vitellogenin mRNA, isolation, use-diethylpyrocarbonate 
3034. 

liver, vitellogenin mRNA accumulation/vitellogenin 
biosynthesis, effect of 17f-oestradiol stimulation 3468. 

ovalbumin mRNA, nucleotide sequence 5063. 

ovalbumin mRNA, 5’-terminal nucleotide sequence 5710. 

oviduct, elongation factor EF-2, purification/characterization 
224. 

oviduct, initiation factor IF-2, purification/characterization 
3421. 

Rous sarcoma cell, RNA, complementarity-Rous sarcoma 
virus 4282. 

Chicory yellow mottle virus, 

RNA, circular dichroism 2621. 

Chimpanzee, 

chromosome, human satellite DNA complementary sequence 
distribution 456. 

Chinese cabbage, 

leaf, 5'(3’)-ribonucleotide phosphohydrolase activity, effect 
of adenine (N*-benzyl) 1256. 

Chinese hamster, 

see also CHO cell 

chromosome, DNA arrangement 1562. 

DNA, alkylation-dimethy] sulphate, repair 5111. 

DNA repair following X-irradiation, comparison- 
Trichoplusia ni 2028. 

DNA repair/survival, UV-irradiation-induced, comparison- 
Trichoplusia ni 2029. 

lung cell, DNA repair, effect of X-irradiation 3576. 

rRNA gene heterogeneity 1559. 

thymidine kinase + galactokinase gene, transfer-mouse cell 
2070. 

Chinese hamster cell, 

adenine-starved mutant, rRNA turnover 1957. 

7-bromomethylbenz(a)anthracene-treated, DNA excision 
repair 1609. 

7-bromomethylbenz(a)anthracene-treated, DNA repair, 
inhibition-caffeine 5112. 

7-bromomethylbenz(a)anthracene-treated, post-replication 
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Chinese hamster cell,(continued) 
repair. inhibition-caffeine 1025. 

chromosome. distribution-repetitive DNA 4649. 

chromosome damage. iodine-125-labelled uridine 
(iododeoxy) 6294. 

chromosome structure, role-DNA/protein, electron 
microscopy 6291. 

deficient mutant, hypoxanthine-guanine 
phosphoribosyltransferase incorporation 2848. 

DNA. effect of iodine-125/tritium decay 5869. 

DNA. effect of X-irradiation + UV-irradiation 5870. 

DNA. repair. irradiation-induced single-stranded breakage, 
effect of cysteamine/glycine (2-mercaptopropionyl) 1029. 

DNA biosynthesis. inhibition-methylmethanesulphonate 
6033. 

DNA replication unit, enrichment/electron microscopy 6060. 

DNA single-stranded breakage, dependence-radiation quality 
1606. 

herpes simplex virus-infected, (CMP deaminase/CDP 
reductase analysis 4589. 

irradiation. DNA strand breakage, effect of oxygen 
concentration 1508. 

UV irradiation, post-replication repair 3209. 

UV irradiation treated, DNA repair, enhancement-UV- 
irradiation during G, phase/S phase 6043. 

X-irradiation-treated. sedimentation-double-stranded DNA 
5963. 

mitosis. effect of protein biosynthesis inhibition 6288. 

nucleosome. histone composition 1186. 

repair kinetics-irradiation (ionizing)-induced DNA single- 
stranded breakage 1608. 

S-phase duration, effect of DNA biosynthesis inhibition- 
hydroxyurea/uridine (5-fluorodeoxy) 6032. 

sister chromatid exchange, induction-Hoechst 33258 + 
uridine (S-bromodeoxy) 6290. 

toxicity-iodine-125 labelled uridine (iododeoxy) 5518. 

Chironomus, 

Balbiani ring RNA 75S, distribution-cytoplasm 4354. 

salivary gland, RNA biosynthesis, effect of uridine (5-fluoro) 
2176. 

Chironomus melanotus, 

satellite DNA, co-replication-mainband DNA during 
polytenization 3927. 

Chironomus plumosus, 

larva, histone analysis 4619. 

Chironomus tentans, 

Balbiani ring, RNA transport 5783. 

Balbiani ring RNA content/half-life 3030. 

salivary gland, Balbiani ring, RNA 75S transcription unit, 
relationship-chromosome structure 6284. 

salivary gland, Balbiani ring RNA 75S, association- 
endoplasmic reticulum 5782. 

salivary gland, occurrence-RNA (heterogeneous nuclear) 
fraction 1919. 


Chironomus thummi, 

Balbiani ring RNA, cytoplasmic, characterization 4844. 
chromosome condensation 2140. 

DNA biosynthesis, association-nuclear membrane 2744. 


Chlamydomonas reinhardtii, 

chloroplast, DNA content, association-nuclear ploidy 1492. 

chloroplast DNA replication/gene transmission, effect of 
uridine (5-fluorodeoxy) 1850. 

chloroplast ribosomal protein gene, localization 4456. 

chloroplast rRNA biosynthesis, association-guanosine 
tetraphosphate 2278. 

circular satellite DNA 1548. 


DNA biosynthesis, inhibition-histone 3220. 

DNA polymerase, characterization 3268. 

DNA polymerase. purification/characterization 3267. 

streptomycin-resistant/dependent mutant, chloroplast 
ribosomal protein, characterization 3395. 

Chloramphenicol, 

binding-Escherichia coli. mutant ribosome 4250. 

binding-Escherichia coli ribosome. inhibition-dinucleoside 
(aminoacy!) phosphate 3403. 

damage-Salmonella typhimurium / Escherichia coli DNA 
383. 

effect on DNA postreplication repair. Escherichia coli K12 
2024. 

effect on single-stranded DNA biosynthesis. phage 9X 174 
2384. 

treated Escherichia coli , during operon (trp) transcription. 
mRNA release 4877. 

Chlorella, 

nitrate reductase activity, effect of purine (6-methyl) 3726. 

tRNA/rRNA 5S biosynthesis, photoregulation 1950. 

Chlorella vulgaris, 

sulphur-containing nucleotide-peptide complex, isolation/ 
activity 1852. 

Chloroacetaldehyde, 

effect on DNA biosynthesis, rat 500. 

reaction-cytosine/cytidine/adenosine, kinetics/intermediate 
characterization 3722. 

1-(2-Chloroethyl)-3-cyclohexyl-1-nitrosourea, 

DNA damage induction, rat intracerebral gliosarcoma 1979. 

2-Chloroethyl-isocyanate, 

effect on DNA excision repair, human 4497. 

Chloroethylene oxide, 

effect on DNA biosynthesis, rat 500. 

Chloroform, 

induction-RNA biosynthesis, Trichosia pubescens 5760. 

7-Chloro-4-nitrobenzo-2 oxa-1,3 diazole, 

reaction-Escherichia coli RNA polymerase thiol group 2090. 

Chlorophyta, 

nitrate reductase activity, effect of purine (6-methyl) 3726. 

Chloroplast, 

differentiation, Nicotiana tabacum cell culture, inhibition- 
uridine(<5->bromo-2'-deoxy) 127. 

DNA, distribution, Nicotiana glauca / Nicotiana langsdorffti 
hybrid 1489. 

DNA, mapping/localization-rRNA gene, Euglena gracilis 
1935. 

DNA, visualization method 4374. 

DNA fragment, containing ribulosebisphosphate carboxylase 
subunit gene, Zea mays 2424. 

Euglena gracilis ,rRNA gene, cloning 5057. 

Pisum sativum , rRNA biosynthesis, stimulation-blue light 
4344. 

protein biosynthesis, review 7. 

Triticum aestivum , incorporation-polynucleotide 710. 

Chloroquine, 

binding-guanine 4115. 

inhibition-thymidine/adenine/uridine incorporation-rat/ 
mouse liver RNA/DNA 3575. 

Chlorotetracycline, 

effect on RNA polymerase I/RNA polymerase II activity, 
mouse liver nucleus 5250. 

Chlorphentermine, 

effect on DNA biosynthesis, rat kidney/liver 2050. 

CHO cell, 

amino acid transport, role-tRNA(aminoacyl) synthetase 
5582. 

chromatin, distribution rRNA gene 1196. 
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CHO cell,(continued) 

chromatin structure/histone phosphorylation during mitosis 
3674. 

DNA. determination-UV -irradiation damage/repair 493. 

DNA. occurrence-single-stranded region 4461. 

DNA biosynthesis. effect of X-irradiation 6040. 

DNA damaged region. localization-replicon initiation 
inhibition 470. 

DNA repair. inhibition-isonicotinic acid hydrazide 6041. 

DNA repeat nucleotide sequence, replication mechanism 
2375. 

DNA replication. effect of X-irradiation 3216. 

DNA replication, effect of mercuric chloride 1048. 

DNA replication. effect of protein biosynthesis inhibition 
1052. 

effect of UV-irradiation, potentiation-hydroxyurea 2040. 

G1 phase. tRNA (aminoacyl) synthetase complex 4766. 

inverted repeat DNA, sequence analysis, cloned DNA 
fragment 4467. 

irradiation-induced damage, DNA repair. effect of 
lucanthone 6042. 

metaphase chromosome, distribution-U V-irradiation-induced 
DNA biosynthesis 2021. 

mitochondria, occurrence-tRNA (asparaginyl) 5560. 

nucleosome DNA. effect of neocarzinostatin 5852. 

nucleotide-permeable, ribonucleoside diphosphate reductase 
assay 3280. 

permeable. DNA biosynthesis 3566. 

replicon DNA. repeated nucleotide sequence organization 

® 973. 

ribonucleoside diphosphate reductase, inhibition-dinucleoside 
polyphosphate 2190. 

tRNA (asparaginyl) synthetase mutant, characterization 
4762. 

RNA biosynthesis/DNA biosynthesis/protein biosynthesis, 
regulation-dinucleoside polyphosphate 2189. 

RNA distribution/transcription site localization, during cell 
cycle 4261. 

§ phase. effect of irradiation-induced damage, replicating 
DNA 3136. 

§ phase, induction-S phase DNA labelling pattern, G1 phase 
cell 6070. 

sister chromatid exchange, effect of ethyl methanesulphonate/ 
mitomycin C/proflavine sulphate/ethy! nitrosourea 6289. 

. sister chromatid exchange, induction-8-methyoxypsoralen + 

UV-irradiation 6298. 

| temperature-sensitive RNA polymerase II mutation 2460. 

Cholesterol esterase, 

| effect on elongation factor activity 3422. 

Chondrocyte, 

DNA biosynthesis, stimulation-oscillating electric field 4522. 

Choriocarcinoma, 

cell, alkaline phosphatase, induction-cytosine arabinoside/ 
mitomycin C/phleomycin/nucleotide(cyclic) 118. 

Choriogonadotropin, 

human, a-subunit/#-subunit mRNA identification 315. 

Chorionic somatomammotropin, 

human, complementary DNA, structure/construction 1564. 

Chorismate mutase, 

Escherichia coli , inhibition tRNA 4754. 

}) Chromatid, 

} breakage, UV -irradiation-induced, role-protein damage, 

mouse 2897. 

DNA, uridine (5-bromodeoxy) substitution-thymine, cell 

- culture 6276. 

Chromatin, 

_-t RNA gene-containing, isolation/characterization, 
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nucleolus 611. 

analysis during development, sea urchin embryo 1206. 

assembly, isolated mammalian nucleus 3663. 

assembly-DNA + histone, mouse cell culture 5331. 

vinding-actinomycin D, effect of nuclear extract 1771. 

binding-avidin 609. 

binding-concanavalin A, rat liver 1780. , 

binding-dye 4086. 

binding-ethidium bromide, fluorescence, effect of sodium 
chloride/EDTA concentration 4643. 

binding-psoralen derivative, effect of ionic environment 3504. 

binding-sodium ion, NMR 5344. 

calf thymus, characterization- DNA-histone interaction 1183. 

calf thymus, DNA-histone interaction 3297. 

calf thymus, histone H|-depleted, isolation-nucleosome 2132. 

calf thymus, nucleosome core particle. DNA, NMR 3183. 

calf thymus, nucleosome structure, effect of isolation method 
4630. 

change during cell-cycle, lymphocyte 2894. 

chick erythroid, specific transcription 4627. 

chick liver, characterization, in vitro transcription product 
analysis 6268. 

chick reticulocyte, globin-coding region enrichment 1772. 

chicken erythroid cell, subunit structure 4078. 

Chinese hamster lung fibroblast, y-irradiation, DNA damage 
6274. 

CHO cell, structure during mitosis 3674. 

complex-ethidium bromide, degradation-nuclease 4632. 

complex-nucleolus, mouse liver, characterization 6269. 

condensation, Chara vulgaris , late G2 phase 3667. 

condensation, role-histone H1 4073. 

condensation-mouse DNA 612. 

condensed/dispersed, electron microscopy 6271. 

conformation, use-melting profile + dye binding 2893. 

conformation determination, chicken erythrocyte 2890. 

content/distribution, computer assisted analysis, bladder 
transitional cell carcinoma 1211. 

core particle, reconstitution 1764. 

corpus luteum, RNA biosynthesis, stimulation-lutropin 298. 

degradation, mouse thymus 4079. 

degradation/sulphydry! group level, effect of histone/ 
nonhistone protein cystamine incorporation 4067. 

deoxynucleoprotein, interaction-chick liver nuclear RNA 5S 
789. 

digestion-endonuclease, organ specificity 2800. 

distribution-nuclease-sensitive site, rat liver 1209. 

distribution-rRNA gene, CHO cell 1196. 

DNA, calf thymus, sequence specific interaction-histone 
3303. 

DNA, cleavage pattern, effect of ethidium bromide binding 
389. 

DNA, effect of DNase I 2816. 

DNA, relationship-histone content 4085. 

DNA base-pair turn, calculation 3145. 

DNA coiling, model 613. 

DNA conformation, X-ray scattering/circular dichroism 
4074. 

DNA denaturation/renaturation, rat cerebellar cortex 3668. 

DNA packing 2334. 

DNA/protein conformation, chick erythrocyte 1208. 

DNA repeat length, comparison-histone H1/histone H5- 
containing 2131. 

DNA replication temperature-sensitive mouse L-cell, 
properties 5336. 

DNA structure, Raman spectra 5883. 

DNA superstructure 4081. 

DNase degradation, chick embryo 1199. 
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Physarum polycephalum , localization-rRNA 19S/rRNA 


Chromatin,(continued) 568 gene 4068. ; 


Drosophila nasutoides satellite, structure 1774. | 


duck erythrocyte. nonhistone protein release, during DNase I 
digestion 1191. 

dynamics 4084. © 

effect of serum stimulation, human fibroblast 607. 

extrusion, Tillina magna cyst 1205. 

fractionated, HeLa cell. composition/template activity 1207. 

fractionation. centrifugation 4072. 

fractionation. use-nonhistone protein/DNA-contining 
acrylamide gel 1203. 

fragment. nonhistone protein-rich, isolation-chicken 
erythrocyte/calf thymus 1767. 

fragment. nucleosome double chain 4076. 

Friend cell. distribution-mRNA coding sequence 1200. 

Friend cell, localization-globin gene 1778. 

Friend erythroleukaemia cell, globin gene distribution 3298. 

gene conformation during transcription, chicken 608. 


globin gene transcription control factors, reconstitution 3664. 


globin-specific DNA, distribution 615. 

HeLa cell. DNA-protein ratio, effect of hyperthermia 5343. 

HeLa cell. RNA polymerase C transcription-rRNA 5S 825. 

helical structure, laser light scattering 4069. 

human, distribution-UV-irradiation-induced DNA repair 
synthesis 4499. 

human leukocyte, comparison-normal/leukaemia, review 
5392. 

hyperacetylated histone-containing region, sensitivity-DNase 
15326. 

hyperchromicity, chicken, muscular distrophy 2130. 

integrity, circular dichroism/electron microscopy 3666. 

liver. chickens, transcription-vitellogenin sequences, 
oestrogen, effects on 272. 

mammalian cell, properties, effect of murine leukaemia virus/ 
murine sarcoma virus infection 6272. 

melting curve, normal/tumour mouse liver 4640. 

modified histone content, trout testis 1195. 

mouse, histone H1 pattern, effect of age 3289. 

mouse, satellite DNA/rRNA gene denaturation during 
chromatography 969. 

mouse, tritium distribution 1765. 

mouse cell culture, visualization-RNA transcription complex 
3669. 

mouse hepatoma, DNA fragment size/periodicity 4092. 

native, rat liver, X-ray diffraction 1204. 

native/reconstituted, electron microscopy, calf thymus/SV40 
4639. 

native/sheared, superstructure 4082. 

neuronal/glial, comparison-nonhistone protein 4621. 

nonhistone protein, disappearance during erythroid 
differentiation, Friend leukaemia cell 6273. 

nonhistone protein, interaction-DNA, effect of y-irradiation 
4949, 

nuclease-digested, histone H1 distribution 1187. 

nucleosome/polynucleosome, histone pattern 5338. 

nucleosome release, effect of bleomycin 1201. 

occurrence-nucleosome phasing 1198. 

organization, DNA replication temperature-sensitive mouse 
L cell 4071. 

organization, during cell cycle, relationship-heparin 
interaction-histone 2880. 

organization, roles DNA conformation flexibility 5882. 

Owenia fusiformis , nuclear protein incorporation during 
regeneration 3302. 

Peridinium balticum , isolation-histone 2136. 

Phaseolus aureus , RNA biosynthesis, effect of endogenous 
RNase 1678. 


Physarum polycephalum , structure 4623. 

physical properties 4075. 

properties, effect of nonhistone protein removal 4651. 

properties, review 1252. 

prostate gland, interaction-androgen receptor complex, role- 
nonhistone protein 5323. 

protein, isolation/characterization, mouse sperm | 178. 

protein, rabbit, synthesis/phosphorylation 2135. 

protein component, fertilization, sea urchin 4633. 

protein phosphorylation, effect of y-irradiation 4624. 

protein phosphorylation reaction 1210. 

rat brain, effect of laser irradiation 6260. 

rat hepatocyte, subunit structure, comparison-compact/ 
diffuse 1775. 

rat liver, binding-Escherichia coli RNA polymerase 6166. 

rat liver, DNA-binding protein, characterization 5357. 

rat liver, DNA biosynthesis 5079. 

rat liver, DNA/nonhistone protein, binding-glucocorticoid- 
receptor complex 5339. 

rat liver, effect of Cancer pagurus /Helix aspersa DNase/ 
Escherichia coli endonuclease I 2444. 

rat liver, endonuclease-treated, heterogeneity 3673. 

rat liver, histone/nonhistone protein acetylation, effect of age 
3294. 

rat liver, localization-poly(ADP-ribose) polymerase activity 
463%. 

rat liver, nonhistone protein/histone H1 content 5335. 

rat liver, solubilization-endonuclease 4080. 

rat liver, template-RNA biosynthesis 4066. 

rat liver, transcription, effect of cortisone 3836. 

rat liver, transcription complex organization 5328. 

rat myocardium, activation during hyperthyroidism, role- 
nonhistone protein 4642. 

rat prostate gland, RNA chain elongation-RNA polymerase 
B, regulation-androgen 2286. 

rat spleen, thiol content, effect of oxoglutarate/disulphide 
5342. 

rat uterus, distribution-oestradiol receptor complex 2889. 

reassociation, order 3672. 

repeat unit analysis, Tetrahymena pyriformis /Paramecium 
aurelia 1770. 

replication, blastoderm Drosophila melanogaster embryo, 
electron microscopy 1202. 

replication, isolated bovine lymphocyte nucleus 5325. 

restriction-activity, role-histone, Chara vulgaris development 
602. 

restriction endonuclease EcoRI-digested, mouse liver 
nucleus, satellite DNA content 4061. 

review 3319. 

tRNA gene-containing, preparation-Tetrahymena pyriformis 
macronucleus 4637. 

tRNA gene-containing, Tetrahymena pyriformis 
macronucleus, histone composition 4638. 

Saccharomyces cerevisiae , histone composition 6270. 

Saccharomyces cerevisiae , histone electrophoresis 6243. 

satellite DNA, L cell, accessibility-Escherichia coli RNA 
polymerase 2094. 

sea urchin, nucleosome-like structure, nascent DNA 5340. 

separation protein/DNA, use-isopycnic centrifugation 2891. 

sex, frequency, relationship-nuclear size, human 6259. 

solubility, role-nonhistone protein 2895. 

soluble, preparation, use-restriction endonuclease 599. 

Spirogyra , nonhistone protein characterization 4057. 

structure, Angiosperm 1779. 

structure, Bursaria truncatella 1773. 
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Chromatin,(continued) 

structure. chicken, effect of a-amanitin 1760. 

structure, comparison-S V40/Escherichia coli /Ehrlich ascites 
cell 6275. 

structure, Dictyostelium discoideum 2892. 

structure. Drosophila melanogaster 6265. 

structure. during spermatogenesis, rooster testris 2492. 

structure, effect of shearing 3671. 

structure. electron microscopy 4077. 

structure, hepatocyte nucleus, effect of a-amanitin 6266. 

structure, model 1769. 

structure, Odontophrynus americanus spermatocyte 4625. 

structure, Physarum polycephalum nucleolus 6267. 

structure. Physarum polycephalum rRNA gene 2007. 

structure. rat liver. effect of cortisone 5745. 

structure, review 631, 3312, 3694, 4678, 5385. 

structure, role-DNA-protein interaction 4083. 

structure, role-histone H1 614. 

structure. role-histone interaction/modification, review 6252. 

structure. SV40 6261. 

structure determination, use-nuclease degradaticn 1777. 

structure/function, review 1241. 

structure-nucleosome core 1766. 

structure transition, effect of sodium ion/magnesium ion 
2133. 

Stylonychia mytilus , template activity 3670. 

subunit, conformation, effect of ionic strength 3299. 

subunit, interaction-anti-histone serum, rat liver 4063. 

subunit, organization during transcription 6263. 

subunit, relationship-repetitive DNA restriction endonuclease 
cleavage site, African green monkey/calf nucleus 2493. 

subunit dimer, chicken erythrocyte, hydrodynamic properties 
621. 

subunit organization, brain 3301. 

susceptibility-acid hydrolysis, comparison-normal/malignant 
human cells 610. 

SV 40, interaction-antigen T 2887. 

template activity, rat liver, effect of aflatoxin B,/a-amanitin 
4571. 

template activity-transcription, rat mammary gland during 
development 5337. 

transcription, Lycopersicon 5341. 

transcription, review 5388. 

transcription, stimulation-putrescine, mechanism 2494. 

transcription, use-mercurated nucleotide 6264. 

transcription complex, Drosophila melanogaster , electron 

microscopy 3677. 

transcription pattern, effect of cortisone 3469. 

‘transcription-RNA polymerase, isolated nucleus 2640. 

transcription unit, structure 6262. 

transcriptionally inactive, Drosophila melanogaster , lack- 
RNA polymerase B 1711. 

transition temperature, effect of dimethylnitrosamine/ 
diethylnitrosamine, rat liver 3665. 

ultrastructure, during spermatogenesis, Dasypus 

_ novemcinctus 5330. 

ultrastructure, regenerating rat hepatocyte 4064. 

Xenopus laevis /Triturus alpestris /Triturus cristatus , 
nucleosome frequency, relationship-transcriptional activity, 
electron micoscopy 4065S. 

Chromatin protein, 
isolation/characterization, mouse sperm 1178. 
Chromatography, 
_ hydroxyapatite. Escherichia coli DNA, silver/mercury, 
| effects on 328. 
idevatbumin mRNA, use-complementary DNA-cellulose 5662. 
poly (C)-Sephadex, isolation-oligo d(G-C)-containing DNA 


fragment 5827. 

Sepharose 4B, ribosome separation 4225. 

Chromatography (affinity), 

analysis-Bacillus subtilis ribosome changes during 
sporulation 3778. 

characterization-mouse liver histone-binding protein 2881. 

dCMP kinase/AMP kinase/nucleoside diphosphokinase 
4033. 

DNA-agarose, lymphocyte nonhistone protein 5320. 

DNA isolation-Fusarium graminearum 5838. 

DNase I deoxyribonuclease I 2448. 

double-stranded DNA base-specific fractionation 3125. 

isolation-ribonucleoprotein (messenger), HeLa cell 
polyribosome 767. 

purification-Escherichia coli elongation factor Tu/elongation 
factor Ts 223. 

purification-Escherichia coli thymidine kinase 1155. 

purification-tRNA(aminoacy!)synthetase 737, 738. 

tRNA (aminoacyl) synthetase complex 3379. 

RNase I 2809. 

RNase isolation, use-guanylyl-2’-5’-guanosine 3743. 

RNase S analogue, active site ligand binding 2440. 

use-blue-dextran-Sepharose, Escherichia coli polynucleotide 
phosphorylase purification 2468. 

use-DNA/RNA, review 4106. 

use-histone, nonhistone protein fractionation 2885. 

Chromatography (anion-exchange), 

adenine nucleoside/adenine nucleotide separation/ 
identification 2936. 

analysis-purine/purine nucleoside/purine nucleotide 3341. 

use-nucleotide separation/identification, Saccharomyces 
cerevisiae /mouse liver 687. 

Chromatography (column), 

daunomycin-CH-Sepharose 4B, use-nonhistone protein 
fractionation 3662. 

DNA, use-immobilized histone 3124. 

hydroxyapatite, bovine histone 605. 

nucleoside (3’,5’-di-O-acyl)/nucleoside (2',5’-di-O-acyl) 
separation 54. 

Chromatography (gas), 

thymine content, use-DNA assay 4370. 

Chromatography (gas-liquid), 

uracil (5-fluoro) assay 4123, 5437. 

Chromatography (high-performance liquid), 

adenine arabinoside/hypoxanthine arabinoside 2534. 

determination-cytosine/cytosine (3-methyl)/cytosine (5- 
methyl) content, DNA/RNA 1525. 

flow fluorometry, guanine (6-thio) nucleotide metabolite 
assay 4721. 

nucleoside analysis, urine 4697. 

nucleoside separation 79. 

separation-tRNA methylated base 637. 

uracil (5-fluoro) analysis 40. 

uridine (pseudo) 5445. 

use-DNA guanine + cytosine content determination 422. 

use-DNA/RNA base analysis 2923. 

use-nucleoside/nucleotide/base analysis 78. 

use-oligodeoxyribonucleotide analysis 143. 

Chromatography (high pressure), 

IMP/GMP/AMP determination 2547. 

separation-nucleoside/purine/pyrimidine 4696. 

separation-plasmid ColE1 DNA restriction endonuclease 
fragment complementary strand 2677. 

use-adenosine analysis 76. 

Chromatography (high-pressure liquid), 

determination-purine (6-thio), mouse lymphoma L5178Y cell 
2519. 
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Chromatography (high-pressure liquid),(continued) 

tRNA 4190. 

tRNA structure 2561. 

use-polynucleotide synthesis 2960. 

Chromatography (high-speed liquid), 

poly (A)/poly (T), methodology 147. 

Chromatography (ion-exchange), 

separation-pyrimidine/purine 39. 

Chromatography (MAK column), 

fractionation-RNA (DNA-like), sea urchin embryo/ 
Escherichia coli /broad bean shoot 785. 

Chromatography (reversed-phase), 

nucleotide separation 1856. 

Chromatography (thin-layer), 

adenine nucleotide separation/determination 137. 2 

nucleoside (deoxyribo) assay 5442. 

separation-purine derivative 37. 

use-radioactivity separation, purine/adenine nucleoside/ 
adenine nucleotide 77. 

use-RNA in vitro transcript 5’-terminal oligonucleotide 
analysis 4822. 

use- mRNA nucleoside analysis 82. 

use- tRNA oligonucleotide fragment sequence determination 
167. 

use-RNA sequence analysis 244. 

Chromic chloride, 

effect on DNA biosynthesis, BHK cell/HEp cell 3224. 

Chromobacterium, 

rRNA gene. comparison-Janthinobacterium 5040. 

Chromomycin, 

inhibition- DNA polymerase/RNA polymerase, review 3322. 

Chromosome, 

Allium fistulosum ,. rRNA gene localization 2900. 

Bacillus subtilis , UV-irradiation-induced mutagenesis 6293. 

banding. relationship-DNA base composition, mouse/cow/ 
chicken 5965. 

characterization, Saimiri sciureus 619. 

Chinese hamster/Triturus viridescens , DNA arrangement 
1562. 

complex-plasmid, Escherichia coli /Salmonella typhimurium 
. role-plasmid replication 5349. 

condensation. Chironomus thummi 2140. 

conformation during transcription 4650. 

damage. iodine-125-labelled uridine (iododeoxy), Chinese 
hamster cell 6294. 

damage. localization, human 6305. 

distribution-repetitive DNA, Chinese hamster cell 4649. 

DNA, Hedera helix , structure/function, effect of age 5977. 

DNA. Saccharomyces cerevisiae , reiterated sequence 5055. 

DNA packing, fluorescence polarization 5351. 


Drosophila , analysis, use-histone H4/histone H3/histone H4- 


histone H3 complex antiserum 6295. 

Drosophila. centromeric/histone region, recombination 
frequency 3248. 

Drosophila hydei , DNA distribution/organisation 5352. 

Drosophila melanogaster , interband transcription 6285. 

duplication, Saccharomyces cerevisiae , role-mitotic 
replication gene during meiosis 1213. 

Ephestia kuehniella , transcription activity sequence 6300. 

Escherichia coli , interaction-membrane 4647. 

Escherichia coli , membrane-associated DNA, 
characterization 5047. 

Escherichia coli , plasmid RP4 incorporation, effect of 
transposon TnI 5169. 

Escherichia coli , RNA polymerase/ribosomal protein 50S 
gene-containing, transcription pattern 1939. 

Escherichia coli , terminal region, inhibition-replication fork 


1219. : 

folded, Bacillus subtilis , characterization 3675. ; 

folded, complex-nonintegrated plasmid, relationship-plasmid 
replication 5178. 

folding, gene regulation 1217. ( ibics 

Gyrodinium , nucleogranule incorporation during mitosis 
5348. 

Haemanthus katharinae , binding-actinomycin D, effect on 
histone isolation 2138. 

HeLa cell, effect of vermiculine 5353. 

human, comparison-primate 1789. 

human, DNA content/base ratio 6287. 

human, localization-repetitive DNA 2899. 

human, mapping-- ‘t RNA(tryptophanyl)synthetase gene 
617. 

human, structure 6286. 

human, translocation 13-14, fate-satellite DNA/rRNA gene 
2898. 

human metaphase, electron microscopy 1790. 

human/mouse transformed cell, binding-herpes simplex virus- 
related antigen 6278. 

initiation mutant, Bacillus subtilis , RNA biosynthesis/ 
protein biosynthesis 851. 

integration-phage A, role-DNA insertion sequence IS 3982. 

irradiation-treated, effect of DNA, rat 618. 

L cell, DNA, localization-cytosine (5-methyl) 5068. 

lampbrush, amphibian oocyte, transcription organization 
5395. 

lampbrush, Triturus cristatus carnifex , localization- 
transcription activity 2903. 

late replication region, repetitive sequence content, 
Drosophila virilis 1786. 

localization-histone .'m RNA sequence, Drosophila 
melanogaster 616. 

location-- .m RNA-specific sequence, hamster 615. 

location-mouse immunoglobulin gene 4644. 

T-lymphocyte, human, effect of X-irradiation 4648. 

metaphase, CHO cell, distribution-UV-irradiation-induced 
DNA biosynthesis 2021. 

metaphase, histone-depleted, structure 1218. 

metaphase, human, structure, effect of uracil (5-fluoro)/ 
uridine (S-fluoro) 5438. 

metaphase, Peromyscus eremicus , \ocalization-satellite 
DNA/poly(A)-containing RNA sequence 1782. 

metaphase, structure, HeLa cell, role-nonhistone protein 
1220. 

mouse, detection-AKR leukaemia virus DNA 1481. 

mouse, digestion-DNase I 5346. 

mouse, DNA, localization-A-T rich region 3552. 

mouse/human, effect of triethylenemelamine 4646. 

mouse primary/sarcoma/L-cell, satellite DNA organization 
1212: 

organization, eukaryote, book review 6317. 

organization, Saccharomyces cerevisiae , nuclear DNA 
content 355. 

Peromyscus , genome characterization 6303. 

physical properties 4075. 

Plethodon cinereus , localization-DNA repetitive sequence 
6282. 

polytene, Drosophila melanogaster , hybridization-rRNA 
1409. 

polytene, Drosophila melanogaster , localization RNA 
polymerase B/histone H1 1712. 

Prorocentrum micans , DNA, goniometric effect 5350. 

protein, gene expression regulation, normal/neoplastic cell, 
review 2921. 

Pseudomonas putida , gene mapping 2495. 
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Chromosome,(continued) 

rat. effect of ethylnitrosourea 2139. 

rat, rRNA gene localization 1787. 

replication, Escherichia coli , prophage P2-suppressed 
mutant 6292. 

replication. Escherichia coli T-even phage 6299. 

replication, Myxococcus xanthus 2497. 

replication. termination site. Escherichia coli K12 1781. 

replication initiation. Escherichia coli , effect of mutation 
(dnaA) 6297. 

reversal-structure change following inhibition-UV-irradiation- 
induced repair 4409. 

Saccharomyces cerevisiae , cytochrome c gene, mapping 
4087. 

sequence arrangement, Escherichia coli , electron 
microscopy 1784. 

structure, Chinese hamster cell, role-DNA/protein, electron 
microscopy 6291. 

structure, Chironomus tentans salivary gland, relationship- 
Balbiani ring RNA 75S transcription unit 6284. 

structure, differentiation mechanism, theory 6304. 

structure. Drosophila melanogaster 1783. 

structure, mammalian, review 5373. 

study, Aneides 5960. 

Triturus cristatus carnifex , DNA arrangement/transcription 
452. 

Triturus vulgaris meridionalis , <?r>RNA gene localization 
453. 

yeast. supercoiled DNA, electron microscopy 620. 

Chromosome aberration, 

Escherichia coli, role-phage Mu-1 early functions 3676. 

ethyl methanesulphonate-induced, Pterotheca falconeri , 
effect of caffeine 1214. 

formation, role-sister chromatid exchange 1215. 

mechanism, UV-irradiation, Vicia faba 6301. 

origin, mechanism 1216. 

Yoshida lymphosarcoma cell, role-DNA post-replication 
repair 6045. 

Chromosome banding, 

mechanism 4088. 

Chromosome puff, 

Drosophila , interband transcription 1221. 

polytene, Drosophila melanogaster , relationship-RNA 
metabolism 279. 

Rhynchosciara americana , DNA, coding-salivary gland 
secretion polypeptide 3992. 

Chromosome X, 


Drosophila melanogaster , rRNA gene structure, comparison- 


chromosome Y 5958. 
RNA biosynthesis site, Drosophila melanogaster 2637. 
Chromosome XO, 
human lymphocyte. DNA/RNA/protein biosynthesis 2402. 
Chromosome Y, 


Drosophila melanogaster , rRNA gene structure, comparison- 


chromosome X 5958. 
human, DNA sequence 3930. 
human, DNA sequence organization 6283. 
satellite DNA, localization-male-specific DNA fragment 
4465. 
Chromosome 4, 
characterization, Drosophila melanogaster 1785. 
Chrysanthemum chlorotic mottle viroid, 
structure 3441. 
Chrysanthemum segetum, 
F shoot apex, determination-DNA biosynthesis duration 3944. 
| Chrysanthemum stunt viroid, 
| structure 3441. 


Cibacron blue F3GA, 

inhibition-RNA polymerase, Azotobacter vinelandii 1108. 

Cinnamomum camphora, 

angiosperm, nuclear DNA content 363. 

Circadian rhythm, 

DNA biosynthesis/RNA biosynthesis, rat thymus gland/ 
liver/spleen/myocardium 464. 

Circular dichroism, 

adenine + cytosine-containing polynucleotide, interaction- 
peptide 3742. 

ADP/dADP/IDP-copper complex 4720. 

analysis, DNA, use-synthetic polynucleotide 3512. 

chicory yellow mottle virus RNA 2621. 

chromatin, DNA conformation 4074. 

chromatin integrity 3666. 

cytidylyl-(3’-5’)-adenosine analogue 3741. 

disulphide-reduced RNase A 1687. 

DNA, effect of triplet carbonyl compound 4403. 

DNA-3-aminophenanthridium/3,8-diaminopheranthridium 
derivative complex 4979. 

DNA-echinomycin complex 5847. 

DNA nearest neighbour configuration 4410. 

DNA-platinum complex 4404. 

DNA-proflavine/distamycin/actinomycin complex 3878. 
3879. 

DNA/RNA monomer 1282. 

DNA-silver ion/copper ion complex 3867. 

Escherichia coli /Halobacterium cutirubrum ribosomal 
protein conformation 4231. 

Escherichia coli ribosomal protein S4 conformation 200. 

guanylyl (-3,5-) uridine conformation, effect of 
benzo(a)pyrene-7,8-dihydrodiol9, 10-oxide modification 2968. 

guanylyl-(3’-5’)-guanine triphosphate/5'-pyrophosphate 
derivative 5543. 

histone interaction-DNA 2123. 

mercury ion interaction-oligonucleotide/polynucleotide 3363. 

methylated DNA compact form, polyethylene glycol- 
containing solution 419. 

nucleoside polyphosphate-metal complex, model 5523. 

phage PM2 circular DNA, ethanol solution 3528. 

phage T4 DNA unwinding protein, interaction-poly (dA)/ 
poly (dT)/poly d(A-T)/poly d(A-T) 3680. 

poly d(G.C) acid-base titration 4176. 

poly(A) 4175. 

protamine-tRNA complex 2987. 

purine(9-methyl-8-aza)/adenine(7-methyl-8-aza)/adenine(8- 
methyl-8-aza)/adenine(9-methyl-8-aza) 633. 

RNase A complex-3'-CMP/2’-CMP/3'-UMP (dihydro)/3'- 
CMP arabinoside/2’-CMP (1-(2-hydroxyethyl))/3’-CMP (1- 
(3-hydroxypropyl)) 1686. : 

satellite DNA first-neighbour frequency, Drosophila 
nasutoides /Pagurus pollicaris 3548. 

spectrum, polynucleotide, relationship-secondary structure 
2185. 

turnip yellow mosaic virus RNA structure 5698. 

uracil (4-thio)-containing dinucleoside phosphate 1864. 

use-DNA nearest neighbour frequency computation 4417. 

use-DNA nearest neighbour frequency determination 2702. 

Cistron, 

see also Gene, Operon, etc 
.t- RNA, analysis, Allomyces arbuscula 450. 

Cistron (tra), 

assignment, plasmid F DNA, restriction endonuclease EcoRI 
fragment 5168. 

Escherichia coli plasmid R6-5, characterization 5894. 

Citrobacter, 

DNA, base composition 5043. 
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Citrullus lanatus, 

ovary. RNA biosynthesis during development 3846. 

Citrus exocortis viroid, 

structure 3441. 

thermodynamics 3442. 

Citrus exocortis virus, 

complementary RNA, occurrence-infected Gynura 
aurantiaca 3028. 

RNA sequence during replication, Lycopersicon esculentum / 
Gynura aurantiaca 3050. 

Clobetasol butyrate, 

inhibition-DNA biosynthesis, mouse epidermis 5097. 

Clobetasol propionate, 

inhibition-DNA biosynthesis, mouse epidermis 5097. 

Clobetasone butyrate, 

inhibition-DNA biosynthesis, mouse epidermis 5097. 

Cloning, 

Bacillus subtilis DNA, use plasmid pUB110 5190. 

Bacillus subtilis \eucine gene, plasmid RSF2124 2416. 

ovalbumin gene DNA. plasmid pMB9 2056. 

plasmid pAT2010, Bacillus subtilis hybrid, Escherichia coli 
2789. 

use-ovalbumin gene fragment isolation 4539. 

Clostocin O, 

inhibition, DNA/RNA biosynthesis, Clostridium 
saccharoperbutylacetonicum 5106. 

inhibition, DNA/RNA/protein biosynthesis. Clostridium 
saccharoperbutylacetonicum 2766, 5104. 

Clostridium botulinum, 

spore, DNA segregation, autoradiography/electron 
microscopy 3975. 

spore outgrowth. DNA/RNA/protein biosynthesis, during 
3967. 

toxin, precipitation, effect of RNA 3483. 

Clostridium saccharoperbutylacetonicum, 

DNA/RNA biosynthesis, inhibition-clostocin O 5106. 

DNA/RNA/protein biosynthesis, inhibition-clostocin O 
2766, 5104. 

CMP, 

complex-cadmium ion/cobalt ion, X-ray diffraction 5534. 

Raman spectra 693, 4151. 

reaction-diammine platinum(II), Raman spectra 4156. 

2'-CMP (1-(2-hydroxyethy])), 

complex-RNase A, circular dichroism 1686. 

3’-CMP (1-(3-hydroxypropy])), 

complex-RNase A, circular dichroism 1686. 

2'-CMP, 

complex-RNase A, circular dichroism 1686. 

complex-RNase S, X-ray diffraction 1096. 


3'-CMP, 
complex-RNase A, circular dichroism 1686. 
complex-RNase S, X-ray diffraction 1096. 


3’-CMP arabinoside, 
complex-RNase A, circular dichroism 1686. 
dCMP deaminase, 


activity, induction-uridine (5-bromodeoxy), hamster cell 
culture 2952. 


analysis, herpes simplex virus-infected Chinese hamster cell 
4589. 


phage T4, role-nucleotide (deoxyribo) biosynthesis 2473. 
dCMP hydroxymethylase, 


interaction-DNA polymerase, phage T4 1714. 
dCMP kinase, 


chromatography (affinity) 4033. 
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Coal tar, 

+ UV-irradiation, inhibition-DNA biosynthesis. mouse 
epidermis 3956. 

Coat protein, 

alfalfa mosaic virus, interaction-RNA, calorimetry 788. 

gene, segment, phage Qf, enzymatic synthesis 4189. 

mRNA, detection-eggplant mosaic virus/wild cucumber 
mosaic virus/okra mosaic virus 5654. 

tobacco mosaic virus, separation-R NA, use- 
dimethylsulphoxide 4269. 

Cobalt, 

chelate-bleomycin, binding-Ehrlich ascites carcinoma DNA 
1969. 

complex-pyrimidine( 2- -hydrazino< +t >hydroxy -6- 

methyl), -.{R spectroscopy/NMR 52. 

substitution, effect on RNA polymerase, Escherichia coli 
1114. 

Cobalt ion, 

binding-AMP, kinetics 690. 

binding-nucleoside monophosphate, relationship-structure/ 
hydration 4155. 

CMP complex, X-ray diffraction 5534. 

Cocos nucifera, 

cadang-cadang disease, RNA transmission 875. 

RNA biosynthesis, inhibition-abscisic acid, effect of indole 
acetic acid 840. 

Codon, 

initiation, translation initiation, effect of contiguous 
nucleotide 5644. 

Codon-anticodon interaction, 

two out of three regognition method, review 2917. 

use-RNA/DNA sequence analysis 922. 

Coelopa frigida, 

developing ovariole, uridine utilization 4715. 

Coformycin, 

toxicity-L1210 cell/mitogen-stimulated lymphocyte 5489. 

Colcemid, 

stimulation-DNA biosynthesis, mechanism, chick-cell culture 
1028. 

Colchicine, 

inhibition-DNA biosynthesis initiation, regenerating rat liver 
hepatocyte/WI-38 cell/C3H cell 1632. 

inhibition-DNA biosynthesis initiation/amino acid transport, 
regenerating rat liver 6062. 

stimulation-DNA biosynthesis, mechanism, chick cell culture 
1028. 

Colicin El, 

deletion, isolation/characterization 5170. 

DNA, gene(guaA) insertion, expression 521. 

Colicin E3, 

activity, role-ribosomal subunit 50S caesium chloride core 
2224. 

cleavage-rRNA 165, Escherichia coli ribosomal subunit 30S 
2074. 

inhibition-globin biosynthesis, rabbit cell-free system 4222. 

Collagen, 

biosynthesis, ribosome localization, rat lung 4235. 

biosynthesis, use-isoaccepting tRNA 2569. 

Colon, 

cancer, treatment, human, use-Immune RNA 5785. 

carcinoma, mouse, treatment, use-uracil (5-fluoro)/uridine (5- 
fluoro-2'-deoxy) 5439. 

DNA content, comparison-normal/benign/malignant 
epithelium 361. 

human, adenocarcinoma, detection-cytomegalovirus DNA 
sequence 3974. 

mucosa, human, DNA binding-benzo(a)pyrene/ 
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Colon,(continued) 
dimethyInitrosamine/dimethylhydrazine 906. 


normal/tumour, adenosine deaminase characterization 2114. 


rat. normal/malignant, adenosine deaminase, 
characterization 6221. 


Compositae, 
DNA content, effect of crown gall tumour induction 4381. 


Computer programme, 

DNA reassociation kinetics, analysis 2701. 
DNA/RNA sequence 412. 

DNA/RNA sequence analysis 2700. 

DNA sequence analysis 413. 

tRNA sequence determination 2560. 


Conalbumin, 
mRNA, biosynthesis, induction-oestrogen/progesterone, 
chick oviduct culture 4874. 


Concanavalin A, 

activated suppressor cell, lymphocyte DNA biosynthesis 
regulation 2405. 

binding-chromatin, rat liver 1780. 

effect on RNA polyadenylation, lymphocyte 2296. 

stimulation, effect on DNA polymerase a/DNA polymerase 
B/DNA polymerase y activity, rabbit spleen cell 4026. 


Conjugation, 
Escherichia coli K12, DNA strand polarity during 4450. 
regulation, F-like factor 5175. 


Copper, 

bis(thiosemicarbazonato) complex, effect on DNA 
biosynthesis, Ehrlich ascites tumour cell 2408. 

complex-ADP/dADP/IDP, circular dichroism 4720. 

complex-cytosine, structure 3707. 

complex-DNA/RNA, inhibition-Rous sarcoma virus 
replication 5841. 

complex-isonicotinic acid hydrazide, inhibition-Rous 
sarcoma virus reverse transcriptase, mechanism 5275. 

complex-nucleoside/nucleotide, NMR 107. 

complex-pyrimidine( 2- hydrazino -4- hydroxy -6- 

methyl), IR spectroscopy/NMR 52. 

effect on rat liver DNA ethylation 2388. 

guanine complex, IR-spectroscopy 1258. 

IMP complex, X-ray crystallography 140. 

occurrence-calf thymus deoxyribonucleoprotein 1754. 

thiosemicarbazide complex, interaction-DNA, IR- 
spectroscopy/UV-spectroscopy 1513. 

uracil( 6- -aza) complex, X-ray diffraction 64. 

Copper ion, 

catalyzed noradrenaline oxidation, effect of polynucleotide 
3364. 

combination-5-amino-|-formylisoquinoline 

' thiosemicarbazone, inhibition-DNA polymerase 8/DNA 


polymerase a/RNA polymerase II/RNA polymerase II 1136. 


complex-DNA, circular dichroism 3867. 
effect on DNA helix-coil transition 4413. 
effect on DNA thermal denaturation 5881. 
effect on RNA/protein biosynthesis, Candida utilis 4891. 
GMP complex, X-ray diffraction 5529. 
interaction-Escherichia coli tRNA 716. 
Copper nitrate, 
reaction-uracil (1,3-dimethyl-4-amino-5-nitroso) 26. 
| Coralyne, 
| inhibition- t RNA methylase, rat liver 173. 
| Cordycepin, 
inhibition-nuclear RNA methylation, L1210 cell 3727. 
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Cordycepin triphosphate, 

effect on rhinovirus (human) 14/poliovirus 2 RNA 
biosynthesis, in vitro 2650. 

Core protein, 

biosynthesis, adenovirus (human) 5, during late infection, 
HeLa cell 4216. 

virion, role-Sindbis virus-specified RNA biosynthesis 
regulation 3460. 

Coregonus, 

DNA structure, comparison-Stenodus /Leucichthys / 
Prosopium / 5059. 

Coronavirus (human) OC43, 

RNA, localization-poly (A) sequence, absence-virion RNA 
replicase 3438. 

Coronavirus (human) 229E, 

genome RNA, characterization 5680. 


Corpus luteum, 

chromatin, RNA biosynthesis, stimulation-lutropin 298. 

rabbit, RNA biosynthesis, effect of 17f-oestradiol 
withdrawal 1429. 


Corticosteroid, 
regulation-casein MRNA 2289. 


Corticosterone, 
inhibition-DNA biosynthesis, effect of progesterone, liver 
hepatoma 1008. 


Corticotropin, 

precursor, biosynthesis, poly (A)-containing mRNA, mouse 
pituitary tumour, translation, cell-free system 5797. 

mRNA, activity, mouse pituitary tumour cell culture, effect 
of glucocorticoid 4921. 

mRNA, translation, reticulocyte cell-free system 1474. 

Cortisol, 

control-growth hormone mRNA, GH cell 2649. 

effect on perichromatin granule, rat hepatocyte 1776. 

effect on tyrosine aminotransferase isoenzyme MRNA 
content, rat liver 4329. 

Cortisone, 

effect on chromatin transcription, rat liver 3836. 

effect on chromatin transcription pattern 3469. 

effect on RNA biosynthesis/chromatin structure, rat liver 
5745. 

Corynebacterium diphtheriae, 

RNA biosynthesis, regulation-diphtheria toxin biosynthesis 
260. 

Corynebacterium fascians, 

tRNA, zeatin (cis-ribosyl), isolation/identification 2932. 

Cosmarium margaritiferum, 

sulphur-containing nucleotide-peptide complex, isolation/ 
activity 1852. 

Cotton, 

see also Gossypium 

<.¢ RNA/DNA complementarity, effect of <)->irradiation 
398. 

plant, leaf, Verticillium -infected, RNA biosynthesis 5774. 

seed, ribosome isolation 4788. 

Coumaric acid, 

metabolism, Glycine max , effect of cytokinin 5434. 

Coumarin, 

derivatives, effect on RNA biosynthesis/DNA biosynthesis/ 
protein biosynthesis, Ehrlich ascites carcinoma 864. 

Coumermycin, 

relaxation-Escherichia coli superhelical DNA 3543. 

Coupling factor I, 

gene, chloroplast DNA + nuclear DNA-associated, 
Nicotiana 4541. 
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Cowpea chlorotic mottle virus, 

infected Vigna unguiculata leaf, RNA replicase properties 
6186. 

purification-RNA 2608. 

RNA, conformation 4288. 

RNA, degradation in situ 3482. 

RNA/nucleoprotein composition following replication, 
Chenopodium hybridum 4601. 

RNA replication, effect of temperature 4887. 

Cowpea mosaic virus, 

isolates. RNA complementation/pseudorecombination 4286. 

RNA. 3’-terminal characterization 3443. 

mRNA translation, inhibition-GTP(7-methyl), cap analogue 
4724. 

Cowpox virus, 

DNA. restriction endonuclease cleavage analysis. 
comparison-rabbitpox virus/vaccinia virus/ectromelia virus/ 
fowl pox virus 1535. 

DNase, assay 3258. 

Coxiella burnetii, 

infection-mouse L cell, effect on RNA biosynthesis 4902. 

nucleotide synthesis, role-RNA biosynthesis 2291. 

Crangon crangon, 

integument/abdominal muscle/digestive gland. DNA content 
during moult cycle 4934. 

Creatine phosphokinase, 

nuclease activity. effect on MRNA stability 4545. 

Crepis capillaris, 

differentiation. DNA content/nuclear structure 3863. 


Crithidia fasciculata, 

RNA, characterization 3447. 

rRNA. characterization, comparison-7Trypanosoma brucei / 
Leishmania tropica 3815. 


Crithidia luciliae, 

kinetoplast DNA, use-DNA antibody determination 591. 

Crithidia oncopelti, 

nucleolus, RNA polymerase activity 2828. 

Crocodilus niloticus, 

histone H2B sequence, comparison- Xenopus laevis/Gallus 
domesticus 2882. 


Crotalus adamanteus, 

exonuclease, heterogeneity 1088. 

phosphodiesterase, DNA-specific endonuclease single- 
stranded, characterization 2431. 


Croton oil, 

effect on DNA biosynthesis, mouse epidermis 2392. 

effect on DNase (acid) activity, mouse interfollicular 
epidermis 1691. 

Crown gall tumour, 

Agrobacterium tumefaciens -infected Nicotiana tabacum , 
detection-plasmid gene 5180. 

induction, Umbelliferae/Solanaceae/Compositae, effect on 
DNA content 4381. 

tobacco callus. plasmid Ti DNA transcription 828. 

Cryptococcus albidus, 

RNA biosynthesis/growth, effect of temperature 4892. 

Cryptococcus neoformans, 

DNA biosynthesis/RNA biosynthesis, effect of cytosine (5- 
fluoro) 479. 

Crystallin, 

mRNA, calf lens, translation Xenopus oocyte 5796. 

a-Crystallin, 

mRNA. bicistronic nature, calf lens 2664. 

B-Crystallin, 

biosynthesis, calf eye lens polyribosome, cell-free system 219. 
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6-Crystallin, 

gene expression. control, during lens cell development, 
chicken 1081. 

Cre 

analogue, substrate properties-tRNA nucleotidyltransferase 
2203. 

determination, method 695. 

CTP arabinoside, 

inhibition-deoxynucleotidy] transferase (terminal)/DNA 
polymerase a/DNA polymerase B/DNA polymerase y. 
kinetics 1137. 

inhibition-DNA polymerase a, mouse myeloma 6201. 

CTP:cholinephosphate cytidylyltransferase, 

purification/characterization, rat liver 2472. 

CTP synthetase, 

activity, rat hepatoma cell 2474. 

Cucumber mosaic virus, 

RNA, nucleotide sequence homology 3809. 

RNA, sequence homology determination 258. 

RNA sequence homology-tomato aspermy virus 5701. 

RNA 5, characterization 1406. 

RNA 5, induction-lethal disease, Lycopersicon esculentum 
4352. 

satellite RNA, characterization 3444. 

satellite RNA, replication/survival, in vivo 4869. 

Cucumber pale fruit viroid, 

structure 344]. 

thermodynamics 3442. 

Cucumber virus 4, 

RNA, binding-protein, formaldehyde-induced 1925. 

RNA structure, comparison-tobacco mosaic virus, Raman 
spectra 4838. 

Cucumis melo, 

DNA, rRNA gene distribution 2737. 

RNA biosynthesis, effect of kinetin 1431. 

seed, fate-Micrococcus lysodeikticus DNA 6089. 

Cucumis sativus, 

cytokinin-induced growth, polyamine content, association- 
DNA biosynthesis/RNA biosynthesis 4314. 


Cucumis sativus, 
fruit set, role-RNA biosynthesis 318. 
satellite DNA, analysis 1567. 


Cuscuta chinensis, 

DNA/RNA content 3497. 

CV-1 cell, 

UV-irradiation damage, excision repair, mechanism 3960. 

nucleus, RNA biosynthesis, effect of localized UV-irradiation 
843. 

Cyanophage S-2L, 

DNA, identification-adenine (2-amino) 935. 

Cycasin, 

DNA damage, detection nitrosodimethylamine 5862. 

Cyclohexene, 

induction-DNA breakage, aerosolized Escherichia coli 1985. 

Cycloheximide, 

effecton .y- irradiation-induced nucleoprotein degradation, 
rat thymocyte/mouse thymus 598. 

effect on adenovirus (human) 2 MRNA accumulation 3083. 

effect on cortisol induction-tyrosine aminotransferase/ 
tryptophan oxygenase mRNA, rat liver 4325. 

effect on perichromatin granule, rat hepatocyte 1776. 

effect on protein biosynthesis/RNA polymerase activity, rat 
muscle 5603. 

eee protein/DNA/RNA biosynthesis, Tetrahymena 

6. 
effect on replicative intermediate DNA maturation, 


IRL©1979 


| 


Nucleic Acids Abstracts 


———— 


Cycloheximide,(continued) 
Tétrahymena pyriformis 4506. 

effect on RNA polymerase. rat 1121. 

effect on RNA polymerase I/nucleolar template activity, rat 
liver nucleolus 1121. 

effect on RNA polymerase I/RNA polymerase II activity, 
mouse liver nucleus 5250. 

effect on tryptophan oxygenase mRNA induction- 
hydrocortisone, rat liver 4873. 

inhibition-DNA biosynthesis, mechanism, BALB/3T3 cell 
489. 

stabilization-polyribosomal mRNA, rat liver 4920. 

stimulation-rRNA biosynthesis during amino acid starvation, 
ascites tumour 4332. 

Cyclophosphamide, 

binding-calf thymus DNA 3138. 

trans-Cyclopropylbis(diketopiperazine), 

effect on DNA biosynthesis/DNA repair 5119. 


Cylindrotheca fusiformis, 

DNA polymerase, distribution/exonuclease activity 1132. 

DNA polymerase, purification/characterization 1131. 

DNA polymerase/DNA-binding protein biosynthesis during 
silicate starvation 531. 


Cymbidium, 

repetitive DNA/heterochromatin, role-evolution 5976. 

Cynosurus mottle virus, 

RNA, characterization 5699. 

Cyprinus carpio, 

proinsulin, RNA-directed biosynthesis, Xenopus laevis 
oocyte 4917. 

Cystamine, 

incorporation, histone/nonhistone protein, effect on 
chromatin degradation/sulphydryl group level 4067. 

Cystathionine y-Synthetase, 

biosynthesis in vitro, DNA-directed, Escherichia coli K 12 
4218. 

Cysteamine, 

effect on repair-irradiation-induced single-stranded breakage, 
Chinese hamster cell DNA 1029. 

interaction-DNA, charcterization 5873. 

radioprotection mechanism, Escherichia coli 5105. 

Cysteine, 

reaction-S-alkylated cytidine(2-thio) 5454. 

reaction-uracil (5-chloro) derivatives 88. 

mRNA, biosynthesis regulation, Escherichia coli K12, use- 
transducing phage A 1949. 

L-Cysteine hydrochloride, 

effect on DNA biosynthesis/protein biosynthesis, 
phytohaemagglutinin-stimulated lymphocyte 2404. 

effect on lymphocyte phytohaemagglutinin induced DNA 
biosynthesis 2403. 

Cytidine, 

chromatography (gas) 663. 

dielectric studies 1283. 

immobilization-agarose 4703. 

NMR 677. 

pulse-polarographic wave height, effect of initial potential 
3894. 

reaction-- cis- diclorobis(- 1- methylimidazole -2- 

thiol)pa/ cis- dichlorobis( 1- methylimidazole< -2- 
thiol)p, NMR 91. 

reaction-chloroacetaldehyde, kinetics/intermediate 
characterization 3722. 

silver complex, NMR 2169. 

substrate competition-uridine, uridine kinase 579. 


Cytidine (6-Aza), 
conformation 2532. 


Cytidine (5'-aza-2-deoxy), 
incorporation-mouse leukaemia DNA 1287. 
metabolism/incorporation, proliferating cells 2949. 


Cytidine (5-Bromodeoxy), 
Raman spectra 4151. 


Cytidine (cyclo), 

stimulation-epidermal growth factor/amylase secretion, 
mouse submandibular gland 1844. 

treatment-herpes simplex virus keratitis 3728, 4148. 


Cytidine (3-deaza), 

effect on thymidine incorporation, monolayer/suspension cell 
culture 2951. 

synthesis 2153. 

X-ray crystallography 108. 


Cytidine (deoxy), 

effect on uridine(S-bromodeoxy) pigmentation suppression, 
Syrian hamster melanoma cell 681. 

excretion, urine, Yoshida ascites sarcoma-bearing rat 2175. 

halogen analogue, inhibition-herpes simplex virus 2, 
induction-pyrimidine nucleoside kimase 3349. 

halogenated, inhibition-varicella-zoster virus replication 5504. 

incorporation-rat thymocyte DNA, effect of serine 1286. 

iodine-125-labelled, use-herpes simplex virus | thymidine 
kinase assay 1156. 

transport, Escherichia coli , energy coupling mechanism 
4691. 

Cytidine (3'-Deoxy), 

inhibition-DNA biosynthesis, 3T3 cell 4712. 

Cytidine (2'-deoxy-w-iso), 

synthesis 1836. 

Cytidine (deoxyazido), 

inhibition-polyoma virus DNA biosynthesis 1294. 

Cytidine (dihydro-5-Aza), 

synthesis 4137. 

Cytidine (3 N*-etheno), 

formation, vinyl chloride alkylation-rat liver RNA 4194. 

Cytidine (O?-Ethy]), 

stability, effect of pH 2944. 

Cytidine (O*-Ethyl), 

stability, effect of pH 2944. 

Cytidine (5-ethynyl.) , 

synthesis 1825. 

Cytidine (N*-Hydroxy), 

reduction, Salmonella typhimurium 2174. 

Cytidine (pseudoiso), 

synthesis 3344. 

Cytidine (2-thio), 

S-alkylated, reaction-cysteine/lysine 5454. 

Cytidine (2-Thio-6-Aza), 

synthesis 5455. 

Cytidine arabinoside, 

effect on DNA/RNA biosynthesis, mouse bone marrow 
4513. 

Cytidine 2’,3’-Cyclophosphate, 

X-ray diffraction 5533. 

Cytidine deaminase, 

deamination-cytosine nucleoside, structural requirement 
4702. 

o -Cytidine, 

X-ray diffraction 109. 

S-Cytidyl homocysteine, 

effect on DNA methylase activity, Escherichia coli /phage 
DDVI 5288. 7 
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Cytidylyl (iodo)guanosine, 

ethidium complex, X-ray crystallography 708. 
Cytidylyi-(2',5')-adenosine, 
binding-pancreatic RNase S, structure 2553. 


Cytidylyl-(3’,5’)-Adenosine, 

analogue, circular dichroism 3741. 

derivative, adenosine (3’-amino-3’-deoxy)-containing, 
synthesis 5546. 


Cytidylyl-(3’,5’)-cytidine, 

conformation, effect of ribose methylation, NMR 1308. 

Cytidylyl-(3’-5')-Cytidylyl(3’,5)-Adenosine, 

derivative. adenosine (3’-amino-3’-deoxy)-containing, 
synthesis 5546. 

Cytidylyl-(3’,5’)-guanosine, 

interaction-cis-platinum diamminodichloride 4170. 

proflavine complex, X-ray crystallography 154. 

Cytochalasin B, 

effect on DNA biosynthesis/RNA biosynthesis/effect of, 
Mycoplasma gallisepticum 2765S. 

stimulation-DNA biosynthesis, proliferative epidermis/ 
dermis cell 4512. 

Cytochrome c, 


gene. Saccharomyces cerevisiae chromosome, mapping 4087. 


polyamine bridge, use-avidin:biotin gene mapping method 
3507. / 

mRNA, level, Saccharomyces cerevisiae , glucose repression 
4916. 

Cytochrome c oxidase, 

gene, identification, Saccharomyces cerevisiae mitochondrial 
DNA 5052. 

mRNA, yeast, isolation/mapping 2626. 


Cytochrome P450, 
activation-benzo(a)pyrene binding-DNA 5856. 


role-polyribosome binding-rat liver microsome membrane 
2228. 


Cytokinin, 

activity, purine (6-(3-methyl-2-butenylamino))/purine (6- 
benzylamino)/purine (6-furfurylamino) 5431. 

binding-Nicotiana tabacum cells 49. 

effect on coumaric acid metabolism, Glycine max 5434. 

effect on rRNA biosynthesis, pumpkin cotyledon plastid/ 
cytoplasm 4342. 

effect on RNA polymerase activity during leaf senescence, 
Hordeum vulgare 3618. 

induced, Cucumis sativus growth, polyamine content, 
association-DNA biosynthesis/RNA biosynthesis 43 14. 

inhibition-poly (ADP-ribose) polymerase 4116. 

isolation/identification, Lupinus luteus tRNA 2160. 

regulation-polyribosome formation/protein synthesis, Glycine 
max 1371. 

role-protein biosynthesis translation control, Glycine max 
3007. 

Cytomegalovirus, 

DNA. characterization 439. 

DNA, molecular weight 5013. 

DNA, replicative intermediate 4442. 

DNA biosynthesis, infected 3T3 cell 6001. 

DNA sequence, detection-human colon adenocarcinoma 
3974. 

early expression human embryo lung cell, effect of UV- 
irradiation 997. 

genome, persistence-human lymphoblastoid cell line 6116. 

human brain, DNA characterization 5022. 

induction-DNA biosynthesis, human embryo lung cell 472. 

infected human fibroblast, enhanced poliovirus 1 replication 
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6007. 

infection, mouse, treatment-poly(I-C) 2192. cv? 

murine, DNA biosynthesis, infected non-permissive mouse 
fibroblast 1001. 

murine. heat-inactivated, effect on DNA biosynthesis, 
infected cell 6004. 

murine strain, RNA biosynthesis, regulation 5735. 

protein biosynthesis, association-DNA biosynthesis 5596. 

replication, effect of caffeine, normal/UV-irradiation-treated 
human embryo lung/kidney cell 6020. 

transformed human embryo cell line, herpes simplex virus 
replication 6013. 

Cytoplasmic polyhedrosis virus, 

RNA, physical properties 2257. 

RNA biosynthesis, effect of S-adenosylmethionine/S- 
adenosylhomocysteine/adenosine 4885. 

mRNA biosynthesis, pretranscription capping 3063. 

Cytosine, 

+ adenine-containing polynucleotide, interaction-peptide, 
circular dichroism 3742. 

affinity-electrophile 648. 

binding-monovalent anion 38. 

complex-copper, structure 3707. 

content, DNA/RNA, determination-chromatography (high 
performance liquid) 1525. 

derivative, addition-bisulphite 651. 

effect of ultrasound 42. 

ethylation-triethyl phosphate 2929. 

excited state, electron spectrum, role-DNA photodimer 
formation 2927. 

interaction-gold complex, NMR 649. 

interaction-water, potential 1260. 

modification, Escherichia coli <?r>RNA 16S, effect on 
ribosomal subunit 30S reconstitution/function 209. 

polarization 4687. 

polarographic behaviour 3701. 

reaction-chloroacetaldehyde, kinetics/intermediate 
characterization 3722. 

residue, DNA, reaction-hydrazine, 3-ureidopyrazole, product 
identification 5874. 

UV-spectroscopy 3338. 

tautomerism/stability 1257. 

valence electronic structure 4121, 

Cytosine (5-aza), 

effect on UV-irradiation resistance, Escherichia coli 1272. 

UV-spectroscopy 3338. 

Cytosine (6-Aza), 

UV-spectroscopy 3338. 

Cytosine (3-Deaza), 

synthesis 2153. 

Cytosine (5-ethyny)), 

synthesis 1825. 

Cytosine (5-fluoro), 

antifungal activity, Candida albicans , mechanism 4694. 

effect on DNA biosynthesis/RNA biosynthesis, Candida 
albicans /Cryptococcus neoformans /Aspergillus fumigatus 
479. 

review 2. 

Cytosine (iso), 

alkylated derivative, amino group acidity 638. 

Cytosine (methyl), 

derivative, photosensitization, dimer formation 2926. 

Cytosine (1-Methy]) triiodide, 

X-ray diffraction 5420. 

Cytosine (1-methyl), 

uracil (5-fluoro) complex, X-irradiation, free radical 
formation, ESR 3703. 
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Cytosine (1-methyl),(continued) 

X-ray diffraction 1824. 

Cytosine (1,N*-Methy}), 

interaction-isopropanol 4120. 

Cytosine (3-methyl), 

content. DNA/RNA, determination-chromatography (high 
performance liquid) 1525. 

X-ray diffraction 5419. 

Cytosine (5-methyl), 

antiviral activity. herpesvirus infection 5507. 

content. DNA/RNA, determination-chromatography (high 
performance liquid) 1525. 

content, plant DNA. effect of flowering gradient 4523. 

content. rat hepatoma DNA. effect of uridine (bromodeoxy) 
incorporation 1289. 

content. wheat DNA. during ontogenesis 1054. 

detection-DNA sequence 3706. 

distribution-DNA, plants 414. 

incorporation-Triticum DNA 2928. 

localization. chromosome DNA, L cell 5068. 

Cytosine (1-Methyl-5,6-Dihydro), 

deamination, kinetics/mechanisms 37. 

Cytosine (2-phenylethene), 

substituted, properties 4125. 

Cytosine arabinoside, 

antiviral agent. herpes simplex virus 5484. 

assay. laser light scattering 5444. 

6-aza derivative, synthesis 5455. 

effect on glutamine synthetase accumulation, chick embryo 
neural retina 120. 

effect on nuclear polyhedrosis virus replication, Spodoptera 
Srugiperda cell culture 119. 

induction-alkaline phosphatase, choriocarcinoma cell 118. 

induction-transplacental dysgenetic hydrocephalus, mouse 72, 
660. 

platinum complex, X-ray diffraction 5469. 

treatment-herpes simplex virus encephalitis 3340. 

treatment, rat L5222 leukaemia, cell kinetic response 5435. 

use-leukaemia (acute myelogenous) treatment, association- 
paraparesis 2541. 

Cytosine arabinoside (3’-Deoxy), 

3'-substituted, synthesis 4138. 

Cytosine monohydrate, 

irradiated, ENDOR 650. 

Cytosine nucleoside, 

deamination, kinetics 671. 

deamination cytidine deaminase, structural requirement 4702. 

Cytosine(thio) picrate, 

X-ray crystallography 55. 

Cytosol, 

effects on RNA biosynthesis, brain nuclei, mice 288. 

rabbit reticulocyte, tRNA (histidyl) synthetase, purification/ 
properties 3380. 

C3H cell, 

DNA biosynthesis initiation, inhibition-colchicine 1632. 


Dane particle, 

DNA polymerase, activation-potassium chloride/Nonidet P- 
40 4022. 

}} Dapmavarone, 
| inhibition-deoxynucleotidyltransferase (terminal), human 

— leukocyte, leukaemia/normal 6203. 


Darna trima, 

RNA virus, isolation/characterization 4835. 

Dasypus novemcinctus, 

chromatin ultrastructure during spermatogenesis 5330. 

Daucus carota, 

cell, isolation-rapidly labelled RNA 2253. 

Daunomycin, 

binding-DNA/poly(I-C) 916. 

derivative, interaction-DNA 5851. 

DNA complex, cytostatic activity, Ehrlich ascites cell 3598. 

effect on bovine pancreas DNase I activity 2446. 

effect on DNA polymerase I activity 1724. 

effect on DNA repair, mouse 2390. 

effect on DNA repair, xeroderma pigmentosum cell culture 
483. 

inhibition-DNA recombination, Streptococcus pneumoniae 
1658. 

interaction-DNA, thermodynamics 381. 

interaction-polydeoxyribonucleotide 4182. 

interaction-yeast tRNA 718. 

Daunorubicin, 

binding-DNA, analysis method 5875. 

DNA complex, plasma level/metabolism, rabbit 1639. 

Daunorubicin(demethoxy), 

derivative, effect on DNA biosynthesis/RNA biosynthesis. 
relationship-cytotoxicity, HeLa cell 1613. 

Daunosamine, 

nucleoside derivative, synthesis 90. 

DEAE-cellulose, 

benzoylated, DNA fractionation 4384. 

1-Decanol, 

induced epidermal hyperplasia, mouse skin, DNA 
biosynthesis 5140. 

Defective-interfering particle, 

H-1 virus, characterization 5920, 

RNA, 3/-terminal nucleotide sequence, homology-vesicular 
stomatitis virus 5683. 

RNA biosynthesis, vesicular stomatitis virus 832. 

Dehydrogenase, 

complex formation-platinum + DNA/RNA/AMP/ATP 
55225 

Dendrophthoe falcata, 

seed, RNase DNase activity/properties during development 
1089. 

Densonucleosis virus, 

DNA, structure 5025. 

Deoxycytidine kinase, 

activity, cytosine arabinoside-sensitive cell, comparison- 
resistant cell 4035. 

inhibition pyrimidine derivative 4688. 

structure, cytosine arabinoside-sensitive cell, comparison- 
resistant cell 4034. 

Deoxynucleotide kinase, 

mRNA, phage T4, stabilization, role-Escherichia coli 
ribosome 4243. 

Deoxynucleotide monophosphatase, 

phage TS-induced, properties 1157. 

Deoxynucleotidyl transferase (terminal), 

activity, acute leukaemia 2100. 

activity, B/T-lymphocyte 6204. 

activity, cacodylate buffer 1728. 

activity, effect of buffer 5267. 

activity, human lymphoma 1729. 

activity, leukaemia (acute lymphoblastic)/leukaemia (T- 
derived chronic lymphocytic), human 2844. 

activity, leukaemia (acute lymphocytic)/leukaemia (acute 
myelocytic) 6189. 
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Deoxynucleotidy! transferase (terminal),(continued) 

activity. leukaemia (chronic myelogenous) 2841. 

activity, Mason-Pfizer monkey virus/mammary tumour virus/ 
Rauscher leukaemia virus 2842. 

assay 1138. 

characterization. leukaemia (acute lymphoblastic) cell 2843. 

distribution. bone marrow/thymus, rat 570. 

distribution-thymocyte/bone marrow cell, normal/leukaemia 
mouse 1730. 

inhibition-ATP, mechanism 6202. 

inhibition-ATP arabinoside/CTP arabinoside, kinetics 1137. 

inhibition-geldanamycin/streptoval C/streptovarone/ 
dapmavarone, normal/leukaemia human leukocyte 6203. 

Deoxyribonucleoprotein, 

see also Nucleoprotein 

calf thymus, dissociation, effect of-noradrenaline 4050. 

calf thymus. occurrence-iron/nickel/copper/zine 1754. 

chromatin, interaction-chick liver nuclear RNA 5S 789. 

complex. detection-rheumatoid arthritis pleural fluid 3286. 

conformational mobility, NMR 3998. 

DNA. binding-aluminium, pea root nucleus 1755. 

enzymatic degradation, effect of polyanion 4048. 

fluorescence polarization, effect of acridine orange 6234. 

herring sperm nucleus, composition 6235. 

replicative intermediate, characterization, adenovirus 
(human) 2-infected HeLa cell 4600. 

sea urchin, structure/template activity 6258. 

Deoxyribonucleoside, see Nucleoside (deoxyribo), 

Deoxyribonucleotide, see Nucleotide (deoxyribo), 

Deoxyribose, 

conformation, DNA A-form/B-form 415. 

Dermis, 

cell, proliferative, DNA biosynthesis, stimulation- 
cytochalasin B 4512. 

Detergent, 

effect on Bacillus megaterium ribosomal subunit precursor 
2591. 

effect on 5'-nucleotidase activity 6214. 

Dexamethasone, 

effect on DNA biosynthesis, mouse skin 2777. 

effect on inflammatory exudate induction-DNA biosynthesis, 
rat macrophage 6059. 

effect on mammary tumour virus transcription, monkey 
chromatin cell-free system 1432. 

effect on mammary tumour virus unintegrated DNA 
production, infected rat hepatoma cell 6015. 

regulation-mouse mammary tumour virus gene 5932. 

Dextran sulphate, 

DNA contamination, inhibition-phage PBS2/phage T4/ 
Bacillus subtilis DNA polymerase 5258. 

Diadenosine pentaphosphate, 

binding-adenylate kinase 1859. 

Diadenosine tetraphosphate, 

stimulation-DNA replication, BHK cell 2558. 

4,6-Diamidino-2-phenylindole, 

binding-DNA 3880. 

effect on restriction endonuclease Eco RI restriction-plasmid 
Col El DNA 4562. 

inhibition-RNA polymerase, Escherichia coli /Friend 
leukaemia virus-infected spleen, mice, dependence-templates 
base composition 518. 

interaction- DNA/polynucleotide 2329. 

use-DNA assay 350. 

2,5-Diaminonaphthoquinone imine, 

interaction-calf thymus DNA, in vitro, inhibition-DNA 
biosynthesis, Ehrlich ascites carcinoma 1514. 


3,8-Diaminophenanthridium, 

derivative, complex-DNA, circular dichroism 4979. 

1,3-Diaminopropane, 

inhibition-DNA biosynthesis stimulation-polyamine, 
regenerating rat liver 1042. 


Diammine platinum(II), 

reaction-GMP/CMP/AMP/UMP/TMP, Ramar spectra 
4156. 

reaction-poly (G)/GMP 4154. 


Diazene, 

binding-Saccharomyces cerevisiae DNA 2316. 

Diazoacetyl-alanine ethyl ester, 

effect on DNA repair 1599. 

N-Diazoacetylglycine amide, 

DNA damage/repair, BALB/c cell 2761. 

effect on DNA repair 1599. 

treated, mouse fibroblast cell, DNA damage/repair 909. 

Diazoacetylglycine hydrazide, 

effect on DNA repair 1599. 

Diazoacetylglycine methylamide, 

effect on DNA repair 1599. 

4-Diazobenzoic acid, 

coupling-DNA, use-chromatography (affinity) 3139. 

Dibutylnitrosamine, 

effect on DNA biosynthesis, mouse bladder 4493. 

effect on DNA biosynthesis/cell proliferation, mouse bladder 
epithelium 2769. 

5,6-Dichloro-1-8-D-ribofuranosylbenzimidazole, 

induction-premature termination, late transcription, 
adenovirus (human) 2 3461. 


cis-Dichlorodiammine platinum (II), 

modification-irradiation-induced DNA damage, Escherichia 
coli 1506. 

radioprotection-DNA damage-y-irradiation, Escherichia coli 
4972. 

role-radiosensitizer, irradiation (ionizing) effect on DNA 
$121. 


Dichloropicolinic acid, 
effect on RNA biosynthesis, Glycine max 3093. 


5,6-Dichloro- 1-8-D-ribofuranosylbenzimidazole, 
inhibition-adenovirus (human) 2 replication, KB cell 5126. 
inhibition-RNA polymerase, mammals 529. 


Dictyostelium discoideum, 

chromatin structure 2892. 

differentiation, inhibition-uridine (5-bromo-2'-deoxy) 4718. 

membrane-bound ribosome, rRNA, isolation/ 
characterization 4818. 

protein biosynthesis, translation regulation during 

* differentiation 748. 

ribonucleoprotein, isolation/characterization 1174. 

tRNA, isolation method 1392. 

tRNA precursor/RNA 5S, 5'-terminal analysis 2263. 

tRNA 18S primary structure, comparison-Bombyx mori / 
mouse/wheat germ 4296. 

RNA 4-128, electrophoresis 236. 


N,N-Dicyclohexylcarbodiimide, 

interaction-poly(U) 704. 

Didinium nasutum, 

mitochondrial ribosome/rRNA, characterization 4784. 
Diethyl azidocarboxylate, 

triphenylphosphane system, modification-nucleoside 3717. 
Diethyl ether, 

induction-RNA biosynthesis, Trichosia pubescens 5760. 
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Diethylnitrosamine, 

DNA ethylation, rat liver 1976. 

effect on DNA biosynthesis/protein biosynthesis, rat liver 
2389. 

effect on rat liver chromatin/DNA transition temperature 
3665. 

induced damage. rat liver DNA, in vivo repair 2393. 

induction-carcinogenesis, correlation-DNA renair, rat 6029. 

Diethylpyrocarbonate, 

modification. Aspergillus saitoi RNase Ms 2813. 

use-vitellogenin mRNA isolation-chicken liver 3034. 

Diethylstilboestrol, 

effect on DNA biosynthesis, rat pituitary gland 6016. 

treated, human. vagina/cervix squamous cells, DNA content 
322. 

Digitoxin, 

effect on poly (A)-containing RNA biosynthesis during 
cardiac hypertrophy, rat 1449. 

Dihydrofolate reductase, 

gene, carrying, DNA fragment, isolation-Escherichia coli 
trimethoprim resistance R factor 5835. 

gene multiplication, methotrexate-resistant mouse sarcoma 
cell 5197. 

interaction-methotrexate, effect on DNA biosynthesis, 
leukaemia cell 2785. 

1a,25-Dihydroxycholecalciferol, 

effect on RNA polymerase activity, chick intestine 6173. 

1,25-Dihydroxyvitamin D3, 

regulation-calcium-binding protein MRNA, chicken 5750. 

Diketene, 

reaction-DNA photoreactivating enzyme 2859. 

Dimethyl sulphate, 

alkylation-DNA, Chinese hamster cell, repair 5111. 

alkylation-DNA, reactivity-thymidylyl-(3'-5’-)-thymidine 
4958. 

effect on DNA secondary structure 2317. 

Dimethyl sulphoxide, 

effect on DNA, mouse erythroleukaemia cell 3933. 

effect on a-globin/B-globin mRNA accumulation, mouse 
erythroleukaemia cell 333. 

effects on RNA polymerase activity, liver, rats 522. 


stimulation-DNA biosynthesis, Novikoff hepatoma cells 466. 


7,12-Dimethylbenz(a)anthracene, 


effect on tRNA (aminoacyl)-ribosome binding, rat liver 1377. 


binding-DNA, cultured fibroblast, correlation-species life 
span 1974. 

binding-DNA, hamster embryo cell, effect of 7,8- 
benzoflavone treatment 5860. 


binding-DNA, mammalian cell, product photosensitivity 394. 


binding-DNA, mouse skin/rat liver microsome 2319. 
binding-DNA, rat mammary gland/liver 3128. 
effect on DNA biosynthesis/protein biosynthesis, rat liver 
2389. 
effect on RNA biosynthesis pattern, rat mammary gland 
epithelium 3088. 
interaction-DNA 5859. 
7,12-Dimethylbenz(a)anthracene-5,6-oxide, 
interaction-guanosine/inosine 88. 
DimethyI1-3,3’-Dithio-bisproprionimidate, 
cross-linking-vesicular stomatitis virus protein 6314. 
1,2-Dimethylhydrazine, 
alkylation-DNA, formation-guanine (O%-methy]), rat liver/ 
_ colon/kidney 2690. 
| _alkylation-DNA, rat, organ specificity 1970. 
. binding-DNA, human colon mucosa 906. 
~ DNA damage. detection method 5862. 
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DimethylInitrosamine, 

binding-DNA, human colon mucosa 906. 

DNA methyl phosphotriester formation/stability, rat 4964. 

effect on DNA biosynthesis/thymidine kinase induction, 
regenerating rat liver 5116. 

effect on DNA content, regenerating rat liver 1021. 

effect on DNA repair pattern, comparison-methy! 
methanesulphonate, rat liver 2033. 

effect on polyribosome/protein biosynthesis, rat liver 4794. 

effect on rat liver chromatin/DNA transition temperature 
3665. 

effect on ribosome/initiation factor activity, rat liver protein 
biosynthesis 2206. 

induced damage, rat liver DNA, in vivo repair 2393. 

inhibition-DNA biosynthesis, regenerating rat liver 488. 

inhibition-protein biosynthesis, rat liver, effect on initiation 
factor activity 5649, 

interaction-DNA 4961. 

methylation-DNA, effect of partial hepatectomy/carbon 
tetrachloride, rat liver 2031. 

Dimilin, 

inhibition-DNA biosynthesis, Anthonomus grandis 2398. 

2,4-Dinitrophenol, 

effect on transcription, Allium cepa root cell 4331. 

Dinucleoside, 

see also specific Nucleosides 

drug complex, conformation 2184. 

Dinucleoside (aminoacy!) phosphate, 

inhibition-chloramphenicol binding-Escherichia coli 
ribosome 3403. 

Dinucleoside monophosphate, 

adenine/thymine-containing, conformation 2967. 

adenosine (8,2’-S-cyclo), n.m.r. 115. 

conformation, aqueous solution 2552. 

enzymatic synthesis 3751. 

interaction-propidium diiodide, NMR 705. 

solution properties 4172. 

Dinucleoside phosphate, 

conformation, effect of uridine 5’-substitution 2186. 

determination, electrophoresis 152. 

uracil (4-thio)-containing, circular dichroism 1864. 

Dinucleoside polyphosphate, 

inhibition-ribonucleoside diphosphate reductase, CHO cell 
2190. 

regulation-RNA biosynthesis/DNA biosynthesis/protein 
biosynthesis, CHO cell 2189. 

Dinucleoside pyrophosphate, 

prebiotic synthesis 5545. 

Dinucleotide, 

see also specific Nucleotides 

optical activity 3360. 

preparation, use-sheep kidney nuclease 6129. 

synthesis 5544, 

Dinucleotide (deoxy), 

complex-9-aminoacridine, NMR 4727. 

5'-phosphodianilidate-containing, isolation, use-solvent 
extraction 3733. 

potential energy 4731. 


Dinucleotide amide, 
glyoxal/bromoacetyl-containing, synthesis 1301. 


Dioxouranium(VI), 
interaction-RNase 1097. 
Diphenyl chlorophosphate, 
interaction-poly(U) 704. 
1,3-Diphosphoglycerate, 
acylation-histone 2877. 
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Diplococcus pneumoniae, 

restriction endonuclease, cleavage-Escherichia coli DNA, 
Okazaki fragment terminal determination 2726. 

restriction endonuclease, specificity. relationship- DNA 
methylation 1107. 


Dipodomys ordii, 
satellite DNA sequence, comparison-Cavia porcellus / 
Thomomys bottae /Ammospermophilus leucurus 971. 


Dipyridamole, 

effect on DNA biosynthesis, rat myocardium/skeletal muscle 
2772. 

inhibition-mengovirus replication, L cell/FL cell 290. 

Diquat, 

effect on DNA biosynthesis, rat lung 1623. 

Distamycin, 

complex-DNA, circular dichroism 3878, 3879. 

interaction-DNA 3875. 


Distamycin A, 

binding-DNA, model 3874. 

binding-DNA, protection-restriction endonuclease cleavage, 
use-mapping 1499. 

complex-DNA, absorbance 5877. 

complex formation-DNA, kinetics 3500. 

inhibition-DNA polymerase/RNA polymerase, review 3318. 


Disulphide, 
effect on thiol content, rat spleen chromatin 5342. 
role-pyrimidine (dichloro) antiviral activity 2157. 


Dithioglycolic acid diazide, 
reaction-Escherichia coli MRE-600 ribosome 1907. 


Dithiothreitol, 
treated, polyoma virus, DNA-protein complex, 
characterization 5360. 


DNA, 
see also Mitochondrial DNA, Nuclear DNA, Satellite DNA, 
Transforming DNA 
-OH adduct. effect of oxygen 4726. 
UV- irradiation. spectrum 416. 
y-irradiation-induced single-stranded breakage, effect of 
nitrogen/nitrous oxide, mouse leukaemia cell culture 910. 
A-form, intercalation-proflavine, model 912. 
A-form/B-form, deoxyribose conformation 415. 
A-form/B-form, refinement 920. 
A-form/B-form, vibration mode 1523. 
A-form-B-form transition, induction spermine/spermidine 
4419. 
A-type particle-associated, relationship-mammary tumour 
virus RNA 805. 
accumulation during cell cycle, Streptococcus faecium 6075. 
accumulation during SV40 replication 3938. 
acridine complex, flow dichroism/flow polarized fluorescence/ 
viscosity 390. 
acridine orange staining during mitosis, effect of pH 1477. 
activity, Alytes obstetricans intestine, effect of thyroxine 
3233; 
adeno-associated virus, restriction endonuclease mapping/ 
terminal arrangement 440. 
adeno-associated virus, terminal fragment nucleotide 
sequence 441. 
adenovirus (human) 12, detection-induced hamster tumour 
518. 
adenovirus (human) 12, insertion/deletion analysis, following 
replication, infected Vero cell 5021. 
adenovirus (human) 12, replication initiation site, 5'-terminal 


nucleotide analysis 3911. 

adenovirus (human) 2, infectivity. human embryo kidney cell 
S15Se 

adenovirus (human) 2, restriction endonuclease Haelll 
cleavage site determination 4448. 

adenovirus (human) 2, restriction endonuclease EcoRI 
fragment, mapping-restriction endonuclease Haelll cleavage 
site 4449. 

adenovirus (human) 2, RNA transcription initiation site 941. 

adenovirus (human) 5, 3’-terminal/5’-terminal nucleotide 
sequence 2353. 

adenovirus (human) 5, transcription-transformed rat embryo 
cell 3831. 

adenovirus (human) 5/adenovirus (avian) association-cellular 
DNA, infected human/chick embryo cell 2380. 

adenovirus (human) 6, characterization 3914, 4438. 

adenovirus (human) 6, Streptomyces albus restriction 
endonuclease analysis 2721. 

adenovirus (human) 7, restriction endonuclease cleavage 
mapping 946. 

adenovirus, RNA 5-5S transcription in vitro 4865. 

adenovirus (simian) 7, analysis, use-restriction endonuclease 
cleavage 4440. 

adenovirus (simian) 7, restriction endonuclease cleavage site 
4542. 

adenovirus (simian) 7/adenovirus (human) 6, hamster cell 
culture infection/tumour-induction 6079. 

adsorption-mercury electrode interface 3901. 

adsorption-mercury/electrolyte interface, model 3893. 

aflatoxin B, adduct, hydrolysis product, characterization 
1972. 

AKR leukaemia virus, detection mouse chromosome 1481. 

alien, detection, Triticum 4937. 

alkylated, extraction, use-phenol, L1210 leukaemia cell 4266. 

alkylated, guanine (O°-methyl) assay 3710. 

alkylated, phage T7, recombination, effect of nalidixic acid 
1068. 

alkylating agent reaction site 1978. 

alkylation-dimethyl sulphate, Chinese hamster cell, repair 
Siilile 

alkylation-1,2-dimethylhydrazine, formation-guanine (O®- 
methy]), rat liver/colon/kidney 2690. 

alkylation-1,2-dimethylhydrazine, rat, organ specificity 1970. 

alkylation-N-ethyl-N-nitrosourea/N-methyl-N-nitrosourea/ 
dimethyl sulphate/ethyl methanesulphonate, reactivity- 
thymidylyl-(3’-5S’-)-4958. 

aminoglycoside phosphotransferase gene, relationship-R 
factor/antibiotic-producing bacteria 5045. 

Amoeba proteus , characterization 5946. 

anodic voltammetry 4978. 

antibiotic-resistance/degradative plasmid, Pseudomonas 
putida transformation 3237. 

antibody, assay 1750. 

antibody, assay, use-Crithidia luciliae kinetoplast DNA, 
substrate 6233. 

antibody, avidity/valency, rabbit/systemic lupus 
erythematosus-human 2480. 

antibody, biosynthesis, role-T lymphocyte suppressor cell, 
systemic lupus erythematosus, human 3285. 

antibody, biosynthesis-poly (A)-binding lymphocyte, normal/ 
autoimmune mouse 3283. 

antibody, detection, method 4047. 

antibody, detection, systemic lupus erythematosus, use- 
diagnosis 6232. ; 

antibody, determination, Farr assay, comparison-Crithidia 
luciliae immunofluorescent test 2479. 

antibody, effect on RNA biosynthesis, systemic lupus 
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DNA,(continued) 
erythematosus, human 2656. 

Ea induction-lipopolysaccharide, mouse, mechanism 

63. 

antibody. maternal. effect on immune response, offspring, 
mouse 590. 

antibody, occurrence, human ankylosing spondylitis 4599. 

antibody, occurrence, human glaucoma 587. 

antibody. occurrence, nonlupoid cryoglobulinaemia, human 
589. 

antibody, role-systemic lupus erythematosus, review 1239. 

antibody induction. relationship-polyclonal antibody 
formation, mouse 2864. 

antigenic determinant size, systemic lupus erythematosus/ 
rabbit antibody 592. 

antioxidant activity, synergism-tocopherol 913. 

apurinic site-specific endonuclease, activity, repair-deficient 
human cell line 4548. 

apurinic site-specific endonuclease, isolation, Hordeum 
vulgare embryo 1692. 

apurinic site-specific endonuclease, isolation/ 
characterization, hordeum vulgare 5204. 

apurinic site-specific endonuclease, purification/properties 
6130. 

apurinic site-specific endonuclease, xeroderma pigmentosum 
fibroblast, characterization 5203. 

aqueous solution, y-irradiation, product analysis 2323. 

arrangement, Chinese hamster/Triturus viridescens 
chromosome 1562. 

arrangement, herpes simplex virus | x herpes simplex virus 2 
recombinant 443. 

arrangement, phage P22/phage A/phage T7 head, X-ray 
diffraction 932. 

arrangement, phage T4 1532. 

arrangement, polarized fluorescence microscopy 1520. 

arrangement/transcription, Triturus cristatus carnifex 
chromosome 452. 


assay, flow microfluorometry 1966. 

assay, modification-acriflavine-Feulgen method 346. 

assay. Saccharomyces cerevisiae , flow cytometry 3492. 

assay, use-< ?bis->benzimidazole dye 348. 

assay, use-<4’,6->diamidino-2-phenylindole 350. 

assay, use-thymine content chromatography (gas) 4370. 

assembly-chromatin, mouse cell culture 5331. 

att site structure, phage A/bacteria 928. 

Autographa californica /Trichoplusia ni nuclear 
polyhedrosis virus, restriction endonuclease analysis 5034. 

avian myeloblastosis virus provirus, isolation, chicken 
leukaemia cell 5837. 

avian myeloblastosis virus-specific, localization-leukaemia 
myeloblast nuclear DNA 509. 

avian sarcoma virus, integration-transformed mammalian 
cell 1071. 

avian sarcoma virus, occurrence, infected cell cytoplasm 
1482. 

Bacillus licheniformis /Bacillus thuringiensis phage, 
degradation-restriction endonuclease EcoRI 485. 

Bacillus subtilis , association-cell wall 4475. 

Bacillus subtilis , cloning, use plasmid pUB110 5190. 

Bacillus subtilis , uptake-Hordeum vulgare 5163. 

Bacillus subtilis nucleoid, isolation/characterization 3864. 

Bacillus subtilis phage M2 genome, mapping 1531. 


Bacillus subtilis phage SPO1, cleavage-restriction 


endonuclease EcoRI 6160. 


“ Bacillus subtilis sphaeroplast, pyrimidine dimer quantitation 


5942. 
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bacteria/phage T4, uptake-human cell culture 3592. 

bacterial, correction-A rabidopsis thaliana thiamine mutant 
6087. : 

bacterial, fate, barley/tobacco protoplasts 6085. 

bacterial, sedimentation coefficient, association-structure 
5939. 

bacterial, transcription-Petunia hybrida DNA polymerase 
723s 

bacterial, uptake/fate, Scenedesmus obliquus 1646. 

bacterial, UV-irradiation sensitivity, role-base composition 
953. 

Bacterioides , homology 5049. 

base analysis, use-chromatography (high performance liquid) 
2923. 

base composition, analysis, use-nuclease P1 digest UV- 
spectroscopy 2335. 

base composition, Bacteroides 954. 

base composition, effect on pressure stability 919. 

base composition, Levinea /citrobacter 5043. 

base composition, mouse/cow/chicken, electron microscopy. 
relationship-chromosome banding 5965. 

base composition, Prototheca 3176. 

base composition, yeast 3547. 

base composition/homology, Nocardia , relationship- 
taxonomy 3545. 

base composition/homology, Rhodococcus, relationship- 
taxonomy 3544. 

base composition/size/sequence, comparison-Pseudomonas 
putrefaciens /Pseudomonas rubescens / Pseudomonas 
piscicida 3919. 

base pair, spin-orbit coupling 3150. 

base-pair turn, calculation, solution/chromatin 3145. 

base ratio determination 3515. 

base sequence homology, Rhizobium 957. 

base substitution, SV40, mutagenesis 4532. 

benzo(a)pyrene adduct, characterization, human lung tissue 
D2: 

binding- <3->methylcholanthrene, mouse embryo cell culture 
393. 

binding-<7,12->dimethylbenz(a)anthracene, mammalian 
cell, product photosensitivity 394. 

binding-actinomycin D/distamycin A, protection-restriction 
endonuclease cleavage, use-mapping 1499. 

binding-aflatoxin, relationship-mutagenicity 5876. 

binding-9-aminoacridine, effect of base composition 5855. 

binding-androgen/oestrogen receptor, mouse brain 5363. 

binding-anthracycline 4391. 

binding-Bacillus subtilis cell surface, role-cell division 1659. 

binding-benzo(a)pyrene, activation cytochrome P450 5856. 

binding-benzo(a)pyrene, activation-microsome/nuclear 
envelope 1977. 

binding-benzo(a)pyrene, dose-response relationship, rat liver 
4960. 

binding-benzo(a)pyrene, hamster embryo cell culture 3501. 

binding-benzo(a)pyrene, inhibition-harman/norharman 3134. 

binding-benzo(a)pyrene, rat liver/lung 2691. 

binding-benzo(a)pyrene, rat liver nucleus, effect of 
benzo(a)pyrene. hydroxylase inhibitor/inducer 1505. 

binding-benzo(a)pyrene, specificity-guanosine(deoxy)/ 
adenosine (deoxy) 1971. 

binding-benzo(a)pyrene derivative 1975. 

binding-benzo(a)pyrene/dimethyInitrosamine/ 
dimethylhydrazine, human colon mucosa 906. 

binding-benzo(a)pyrene metabolite 1501. 

binding-benzo(a)pyrene metabolite, mouse liver microsome 
4963. 

binding-benzo|[b][1,5|naphthyridine derivative 3888. 
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DNA,(continued) 

binding-bleomycin 5854. 

binding constant-oligonucleotide. determination 1866. 

binding-daunorubicin/doxorubicin, analysis method 5875. 

binding-diamidine-phenyl-indole 3880. 

binding-7.12-dimethylbenz(a)anthracene. cultured fibroblast, 
correlation-species life span 1974. 

binding-7.12-dimethylbenz(a)anthracene, hamster embryo 
cell. effect of 7.8-benzoflavone treatment 5860. 

binding-7.12-dimethylbenz(a)anthracene, mouse skin/rat 
liver microsome 2319. 

binding-distamycin A/netropsin, model 3874. 

binding-dye 4086. 

binding-Escherichia coli repressor(lac) in vivo, measurement 
627. 

binding-ethidium/daunomycin/mepacrine 916. 

binding-glucocorticoid-receptor complex, rat liver chromatin 
5339. 

binding-histone. phosphorylation 4609. 

binding-histone H1, characterization 5302. 

binding-human platelet surface 403. 

binding-hycanthone 4406. 

binding-4-hydroxyaminoquinoline 1-oxide. base sequence 
specificity 5857. 

binding-magnesium ion, theory 1496. 

binding-metronidazole 1500. 

binding-microtubule-associated protein, hamster fibroblast 
5356. 

binding-nitrofuran derivative, rat kidney 2320. 

binding-4-nitroquinoline-N-oxide, induction-y-irradiation 
232i 

binding-oestrogen. activation-rat liver microsome 380. 

binding-phenosafranine, characterization 3890. 

binding-phosphorylated histone H1 in vitro 5314. 

binding-polycyclic aromatic hydrocarbon, epidermal 
homogenate 911. 

binding-proflavine/acridine orange, fluorescence properties 
387. 

binding-protein, affinity constant 898. 

binding-psoralen derivative, effect of ionic environment 3504. 

binding-quinoxaline synthetic analogue 4952. 

binding-Rauscher leukaemia virus structural protein 4090. 

binding-saccharin, rat liver/bladder 4976. 

binding/uptake. role-endonuclease, Streptococcus 
pneumoniae 1645. 

binding/uptake-Glycine max nucleus 514. 

bioorganic aspects. USSR research, review 1250. 

biosynthesis/packaging. herpes simplex virus |, during virus 
passages, RC-37 cell 6011. 

biosynthesis/properties, Hypotrichida /Chilodonella / 
Tetrahymena macronucleus, review 5390. 

BK virus, restriction endonuclease cleavage mapping 5925. 

BK virus replication origin, nucleotide sequence, comparison- 
SV40 3540. 

BK virus sequence, absence-human tumour/malignant cell 
line 4373: 

Bombyx mori pupal gonad, characterization 5061. 

bovine, isolation/characterization 3556. 

bovine leukaemia virus, provirus distribution, mammalian 
enzootic bovine leucosis tissue 5806. 

bovine mammillitis virus, nucleotide sequence size/ 
arrangement 5015. 

bovine mammillitis virus, restriction endonuclease mapping 
1540. 

bovine rhinotracheitis virus, fixation, chromic acid + 
formaldehyde 3523. 


breakage, effect of ultrasound, bovine epithelial lens cell 2692. 


breakage/repair. effect of y-irradiation/iodine-125. human 
kidney cell 6038. 

breakage/repair. iodine-125 decay. Escherichia coli /phage 
T1/phage T4 5868. ; " 

breakage/repair. UV-irradiation-induced, Fanconi’s anaemia 
S215: 

breakdown, Escherichia coli mutant (recA), inhibition-phage 
Mu-! 6128. 

Brevibacterium flavum phage gB. characterization 3524. 

calf thymus, binding-BP diolepoxide/1-pyrenyloxirane. 
characterization 5864. 

calf thymus, binding-cyclophosphamide 3138. 

calf thymus, fractionation, use-histone binding 4387. 

calf thymus, interaction-2,5-diamino-1,4-naphthoquinone 
imine in vitro 1514. 

calf thymus, y-irradiation-induced strand breakage/free 
radical formation, determination 4973. 

calf thymus chromatin, sequence specific interaction-histone 
3303. 

calf thymus chromatin nucleosome core particle. NMR 3183. 

calf thymus/leukaemia leucocyte, structure. effect of 
irradiation, IR-spectroscopy 3883. 

calf thymus/Micrococcus lysodeikticus , complex formation- 
fluorescein mercuric acetate, kinetics 1515. 

calf thymus/mouse liver, binding-B-propiolactone, adenine (1- 
(2-carboxyethyl)) formation 1503. 

calf thymus/phage 9X 174, photodynamic inactivation, effect 
on hydroynamics 1507. 

calf thymus/rat liver, interaction-captan/folpet 5307. 

Candida albicans , homology-Kluyveromyces 5053. 

Candida tropicalis /Candida lipolytica /Candida 
guilliermondii /Rhodotorula minuta , isolation/ 
characterization 4945. 

carcinogen/mutagen-induced lesion, Pseudomonas 
endonuclease probe 2430. 

carnation etched ring virus, characterization 2354. 

cauliflower mosaic virus, structure 3170. 

chain asymmetry, polyoma virus DNA biosynthesis in vitro 
1572. 

chain elongation, regulation, SV40-transformed <3>T3 cell 
478. 

chain growth, mechanism, polynucleotide biosynthesis, 
methotrexate-treated human lymphoblast 4188. 

characterization, adenovirus (human) 7 defective particle 947. 

characterization, adenovirus (murine) 945. 

characterization, amphotropic murine leukaemia virus 3169. 

characterization, bean golden yellow mosaic virus 949. 

characterization, cassava latent virus/maize streak virus 
3541. 

characterization, comparison-Bacillus subtilis phage SP&2/ 
phage SPO1/phage ge 5913. 

characterization, cytomegalovirus 439. 

characterization, Epstein-Barr virus, lymphoblastoid cell 345. 

characterization, nuclear polyhedrosis virus replication- 
Spodoptera frugiperda cell line 5916. 

characterization, pea seedling following injury 3558. 

characterization, phage Mu deletion mutant, electron 
microscopy 934. 

characterization, phytohaemagglutinin stimulation-DNA 
biosynthesis, human lymphocyte 3589. 

characterization, recombinant plasmid R 1649. 

characterization, simian virus SA12 937. 

characterization, Spodoptera nuclear polyhedrosis virus 445. 

characterization, Staphylococcus aureus plasmid 
transformed Bacillus subtilis 3904. 

characterization, Tropaeolum majus 3934. 

chick, purification-ovalbumin gene 1493. 
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DNA,(continued) 

chicken, ovalbumin gene, sequence 5962. 

chicken, ovalbumin gene organization 3179. 

chicken, restriction fragment, presence-ovalbumin 
<?m>RNA coding sequence 454. 

chicken erythrocyte. secondary structure, effect of aqueous 
solution 3549. 

Chinese hamster cell. effect of iodine-125/tritium decay 5869. 

Chinese hamster cell. effect of X-irradiation + UV-irradiation 
5870. 

Chinese hamster cell, repair, irradiation-induced single- 
stranded breakage. effect of cysteamine/glycine (2- 
mercaptopropionyl) 1029. 

chloroplast. distribution, Nicotiana glauca / Nicotiana 
langsdorffii hybrid 1489. 

chloroplast, expression, Zea mays plastid, during light- 
induced development 417. 

chloroplast. mapping/localization-rRNA gene, Euglena 
gracilis 1935. 

chloroplast. physical properties/chemical properties, effect of 
manganese ion 5070. 

chloroplast, visualization method 4374. 

CHO cell nucleosome, effect of neocarzinostatin 5852. 

chromatid, uridine (5-bromodeoxy) substitution-thymine, cell 
culture 6276. 

chromatin, cleavage pattern, effect of ethidium bromide 
binding 389. 

chromatin, effect of DNase I 2816. 

chromatography (column), use-immobilized histone 3124. 

chromosome, transformation-Pseudomonas putida 6120. 

circular, complementary single-stranded, renaturation-DNA 
unwinding protein 2499. 

circular, interaction-agarose, characterization 5826. 

circular, phage PM2, ethanol solution, circular dichroism 
3528. 

circular, Trypanosoma equiperdum , isolation/ 
characterization 3127. 

circular, Trypanosoma mega kinetoplast, kinetoplast, 
Trypanosoma mega , circular DNA 2002. 

circular/circular-linear, size, herpes simplex virus 444. 

circular dichroism, effect of triplet carbonyl compound 4403. 

circular dichroism analysis, use-synthetic polynucleotide 
S512. 

circular dimer, structure/formation, SV40 2716. 

circulation, higher organisms, review 2516. 

cleavage-bleomycin, mechanism 902. 

cleavage-neocarzinostatin, mechanism 5848. 

cleavage-restriction endonuclease EcoRI/restriction 


endonuclease Ball/restriction endonuclease BamHI, vaccinia 


virus 2073. 

cloned, Saccharomyces cerevisiae , expression-Escherichia 
coli , mutation (argH) complementation 3991. 

cloned, Saccharomyces cerevisiae , mapping 5955. 

cloned recombinant, screening method 5803. 

cloned restriction endonuclease EcoRI fragment, F factor, 
physical properties/function 4993. 

cloned substituted SV40, restriction endonuclease cleavage 
mapping 5918. 

cloning, phage A containing mouse globin gene 1065. 

cloning, phage T4 2057. 

cloning method, review 1814. 

cloning vehicle, plasmid P15A, construction/characterization 
6095. 

| closed circular. binding-platinum uracil blue 3130. 

| closed circular, purification method 4939. 

-closed circular. supercoiling, dependence-metal ion 

concentration 4422. 


closed double-stranded circular. interaction-single-stranded 
DNA, phage G4 2684. 

closed double-stranded circular, interaction-single-stranded 
DNA, branch migration, phage G4 2686. 

closed double-stranded circular, interaction-single-stranded 
DNA, endonuclease digestion, phage G4/phage 9X 174 2685. 

coiling, chromatin, model 613. 

colicin El, gene(guaA) insertion, expression 521. 

colorimetric assay 349. 

compaction, mechanism, electron microscopy 2336. 

compaction-electrode surface, kinetics 3892. 

complementarity-<?r>RNA, cotton, effect of <y- 
>irradiation 398. 

complementary, cellulose-bound, use-RNA synthesis 274. 

complementary, synthesis, use-tritiated dGTP 4739. 

complementary-human chorionic somatomammotropin 
<?m>RNA, purification 372. 

complementary-human chorionic somatomammotropin, 
structure/construction 1564. 

complementary-mitochondrial mRNA, synthesis, use-reverse 
transcriptase 2745. 

complementary-mRNA, rat liver mitochondria 3553. 

complementary-Rous sarcoma virus genome, biosynthesis/ 
characterization, in vitro 2381. 

complementary-SV40 late mRNA 5'¢erminal, nucleotide 
sequence 5026. 

complex-adriamycin, human lung carcinoma treatment 5160. 

complex-adriamycin/daunomycin/actinomycin D, cytostatic 
activity, Ehrlich ascites cell 3598. 

complex-3-aminophenanthridium/3,8- 
diaminophenanthridium derivative, circular dichroism 4979. 

complex-copper, inhibition-Rous sarcoma virus replication 
5841. 

complex-distamycin A, absorbance 5877. 

complex-echinomycin, circular dichroism 5847. 

complex-Escherichia coli RNA polymerase, 
characterization, use-dimethylsulphate methylation 4008. 

complex-ethidium bromide/cis-platinum diamminedichloride, 
effect on mouse peritoneal macrophage 6083. 

complex formation-beromycin 408. 

complex formation-dehydrogenase + platinum 5522. 

complex formation-distamycin A, kinetics 3500. 

complex formation-DNA-binding nonhistone protein, 
sequence specificity 4059. 

complex formation-polyelectrolyte, effect of charge density 
Bids 

complex formation-sibiromycin 382. 

complex-histone, denaturation/template activity 2879. 

complex-histone, effect of polyamine, calf thymus 3296. 

complex-histone, reconstituted, nucleosome core structure 
6240. 

complex-histone, reconstitution 4056. 

complex-histone H1, binding-actinomycin D, model 
nucleoprotein 6250. 

complex-histone H1/polypeptide, interaction-actinomycin D/ 
netropsin 4617. 

complex-histone H3 + histone H4/histone H2A + histone 
H2B, transcription/electron microscopy 4615. 

complex-irehdiamine A, conformation 337. 

complex-metal ion, spectroscopy 3868. 

complex-nonhistone protein + histone, centrifugation 4060. 

complex-phage f1 gene.(3) product, protein A, 
characterization 6313. 

complex-platinum, differentiation, use-ethidium bromide 402. 

complex-poly-L-lysine/poly-L-histidine, thermal denaturation 
3873. 

complex-proflavine/distamycin/actinomycin, circular 
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DNA,(continued) 
dichroism 3878. 3879. 

complex-proflavine/ethidium bromide/acridine orange. 
physical properties 3877. 

complex-protamine. X-ray diffraction 3651. 

complex-protein, Ehrlich ascites carcinoma, effect of uridine 
(5'-hydroxymethyldeoxy) 4641. 

complex-protein, Ehrlich ascites cell membrane. 
characterization 6316. 

complex-protein, stacking interactions 3866. 

complex-quinacrine, accumulation-air-water interface 388. 

complex-silver ion/copper ion, circular dichroism 3867. 

components, effect on Bdellovibrio bacteriovorus viability/ 
cell composition 2539. 

concentration. rabbit embryo, effect of 6-aminonicotinamide 
2774. 

condensation-basic chromosomal protein 3897. 

conformation, chick erythrocyte chromatin 1208. 

conformation. chromatin, X-ray scattering/circular 
dichroism 4074. 

conformation. effect of y-irradiation/UV-irradiation 3137, 
400. 

conformation, effect of metal ion 3898. 

conformation. effect of solution polarity 4980. 

conformation, effect of temperaure, human squamous cell 
3931. 

conformation flexibility, role-chromatin organization 5882. 

conformation-solution, effect of interaction-spermidine 3513. 

constituents. changes during pregnancy, placenta, review 
4100. 

content. Acetabularia mediterranea 4375. 

content, Allium . association-morphological characteristics 
893. 

content, analysis. flow microfluorometry 2666. 

content, Aspergillus niger -nucleus 3115. 

content, association-nuclear ploidy, Chlamydomonas 
reinhardtii chloroplast 1492. 

content. Bacillus megaterium spore, effect of growth 
medium 3856. 

content, barley leaf, effect of flood/vitamin PP 2249. 

content, bone marrow, human leukaemia (acute) 5817. 

content, brain, inbred rat 824. 

content, Bufo viridis 3117. 

content, bull semen 890. 

content, Candida utilis , effect of temperature 4931. 

content, cattle, normal/leukaemia (lymphatic) 4936. 

content, cattle blood, effect of leukosis 3496. 

content, cervical cancer, epithelium 3234. 

content, comparison-normal/benign/malignant colon 
epithelium 361. 

content. cow milk 3860. 

content, Crepis capillaris 3863. 

content, Cuscuta chinensis 3497. 

content, daughter nucleus, chick embryo CNS neuron, during 
ouabain-induced nuclear division 3120. 

content, determination, basalioma nucleus 1322. 

content. determination, erythroid cell 4380. 

content, during larval development, Melipona quadrifasciata 
salivary gland 357. 

content, effect of ambient atmosphere, relationship-nucleolus 
size, iAllium cepa epidermis nucleus 506. 

content, effect of parenteral, nutrition/normal thyrotoxicosis 
rat 236. 

content, effect of polyethylene glycol, rat caecum mucosa 
2309. 

content, effect of starvation, Tetrahymena pyriformis 2045. 

content, effect on iodine-125/X-irradiation damage, 


Escherichia coli 6021. 

content, Entamoeba histolytica /Entamoeba invadens / 
Entamoeba moshkoyskii 5810. 

content, Escherichia coli B/r substrain 3858. 

content, fibrosarcoma clone 1487. 

content, Fusarium moniliforme -infected mango inflorescence 
354. 

content, human bladder carcinoma, comparison-normal 
mucosa 892. 

content, human bladder carcinoma, relationship-histology/ 
prognosis 1967. 

content, human blood, association-rheumatic fever 2673. 

content, human central nervous system, effect of death 2606. 

content, human chromosome 6287. 

content, human endometrium glandular epithelium, effect of 
climacteric dyshormonal hyperplasia 501. 

content, human leucocyte, adenovirus infection 4808. 

content, human sputum, bronchitis/bronchiectasis/asthma/ 
cystic fibrosis 4379. 

content, kangaroo rat/mouse microcell 4378. 

content, leukaemia L1210 3121. 

content, leukocyte, effect of irradiation 5215. 

content, Lycopersicon esculentum , effect of salt 
concentration 364. 

content, Lymnaea stagnalis 2671. 

content, mammary tumour virus, during exogenous 
mammary tumour virus transformation, Balb/c mammary 
epithelium 5652. 

content, melanotic/amelanotic Bomirski melanoma, hamster 
5816. 

content, Melipona quadrifasciata salivary gland during larva 
development 1486. 

content, mouse cardiac muscle, effect of rubomycin/ 
carminomycin 842. 

content, mouse loop-tail mutant, brain 5815. 

content, Mucor bacilliformis sporangiophore 3493. 

content, myocardium, during heart hypertrophy, rat 597. 

content, Nectria coccinea , effect of fungicide 2670. 

content, nucleus, assay, use-fluorochrome 351. 

content, Oryzias latipes , effect of age 4376. 

content, Paramecium tetraurelia cell cycle 5809. 

content, Petunia hybrida , during development 324. 

content, Pila globosa , effect of aestivation 3968. 

content, Pinus nigra Strasburger cell 1968. 

content, rabbit plasma cell, effect of acetylsalicylic acid/ 
diacetoxybenzoic acid/azathioprine/D-penicillamine 4377. 

content, rat, effect of protein-energy malnutrition 3118. 

content, rat hepatocyte, comparison-foetus/adult 2672. 

content, rat liver, effect of biotin treatment 1043. 

content, rat liver, effect of hypoxia 2770. 

content, rat liver/kidney, effect of lead poisoning 498. 

content, rat mammary gland, effect of hormone replacement/ 
hypophysectomy 1581. 

content, rat pancreas, effect of fasting/refeeding 2049. 

content, rat spleen/bone marrow, during hypoxia adaptation 
358. 

content, rat spleen/liver/maxilla, effect of decalcification 
3494. 

content, reduction-y-irradiation, rat spleen/bone marrow/ 
thymus, effect of hypoxia 2391. 

content, regenerating rat liver, effect of dimethylnitrosamine/ 
methyl methanesulphonate 1021. 

content, regulation, Paramecium tetraurelia cell cycle 3562. 

content, rheumatoid arthritis serum 360. 

content, Saccharomyces cerevisiae , relationship-high 


molecular weight polyphosphate content, during dehydration 
5199. 
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content, sputum, relationship-bronchopulmonary infection 
359. 

content, Tetrahymena . relationship-G1 phase 977. 

content. Tetrahymena pyriformis , during synchronous 
growth 3584. 

content, Toxoplasma gondii 2669. 

content. Toxoplasma gondii cyst 1483. 

content. Trachelonema sulcata macronucleus, during 
development/senescence 5131. 

content. Trichoplax adhaerens 1484. 

content. Triticum aestivum , effect of piperazine/ 
pibobromane 3862. 

content. Umbelliferae /Solanaceae /Compositae . effect of 
crown gall tumour induction 4381. 

content. wheat embryo, during germination/vernalization 
5823. 

content, zymogen granule, rat pancreas 888. 

content during development, Apis mellifera 3116. 

content during development. Hordeum vulgare aleurone cell 
nucleus 2312. 

content during moult cycle. Crangon crangon , integument/ 
abdominal muscle/digestive gland 4934. 

content/nucleotide composition, cattle leukocyte, effect of 
leukaemia (chronic lymphatic) 2734. 

content/size distribution. Escherichia coli 2668. 

contining. acrylamide gel, use-chromatin fractionation 1203. 

coupling-4-diazobenzoic acid, use-chromatography (affinity) 
3139. 

Crithidia luciliae kinetoplast, use-DNA antibody 
determination 591. 

cross-linking, furazolidone-treated Vibrio cholerae 951. 

cross-linking. melphalan/nitrogen mustard, formation/repair, 
mouse leukaemia L 1210 cell 4965. 

cross-linking-histone H1, mechanism 6241. 

cross-linking-protein, Saccharomyces cerevisiae , induction- 
UV -irradiation/formaldehyde 5871. 

crystal structure 3903, 4424. 

cyanophage S-2L, identification-adenine (2-amino) 935. 

cytomegalovirus. human brain, characterization 5022. 

cytomegalovirus, molecular weight 5013. 

cytomegalovirus, replicative intermediate 4442. 

cytoplasmic, review 2508. 

cytosine-containing, Escherichia coli B phage T4 5804. 

cytosine/cytosine (3-methy])/cytosine (5-methyl) content, 
determination-chromatography (high performance liquid) 
1525. 

cytosine residue, reaction-hydrazine, 3-ureidopyrazole, 
product identification 5874. 

damage, assay method, mammalian cell 5814. 

damage, association-septation inhibition, Escherichia coli , 
relationship-protein X 3595. 

damage, 1,2-dimethylhydrazine/N-nitrosodimethylamine/N- 
methyl-N-nitrosourea/cycasin, detection method 5862. 

damage, Escherichia coli , irradiation-induced, modification- 
cis-dichlorodiammine platinum(II) 1506. 

damage, induction- 1-(2-chloroethy])-3-cyclohexyl-1- 
nitrosourea, rat intracerebral gliosarcoma 1979. 

damage, y-irradiation, Escherichia coli , radioprotection-cis- 
dichlorodiammineplatinum(II) 4972. 

damage, y-irradiation-Chinese hamster lung fibroblast 
chromatin 6274. 

_ damage, mammalian cell, iodine-125-labelled uridine 
(iododeoxy) 5519. 
damage, cis-platinum(II)diammine chloride-induced, repair, 
human cell 6039. 


F damage. psoralen (3-carbethoxy)-induced, repair, 


Saccharomyces cerevisiae 4407. 

damage, synergism-irradiation/chemical agent 4971. 

damage during thymineless death, Streptococcus pneumoniae 
1543. 

damage/repair, (y- -irradiation-treated rat gliosarcoma, 
detection-nuclease S1 3964. 

damage/repair, N-diazoacetylglycine amide-treated mouse 
fibroblast cell 909. 

damage/repair, nitrosourea/nitrogen mustard-treated mouse 
leukaemia cell 1026. 

damaged DNA, CHO cell, localization-replicon initiation 
inhibition 470. 

dark repair analysis, Escherichia coli 1590. 

daunorubicin complex, plasma level/metabolism, rabbit 1639. 

defective, herpes simplex virus 1, origin, mapping 3168. 

defective, polyoma virus, mapping 2719, 2720. 

degradation, effect of UV-_ irradiation/ 
irradiation(ionizing), Escherichia coli 407. 

degradation, Escherichia coli K 12, effect of ozone 3251. 

degradation, UV-irradiation-treated Escherichia coli 3994. 

degradation, non-viable rye seed 4543. 

degradation, phage 9105, Bacillus subtilis superinfection 
4473. 

degradation, restriction endonuclease, antibody-mediated 
cytotoxicity, mouse/human 2425. 

degradation-A spergillus oryzae nuclease $1, HeLa cell 
lysate, presence-urea/sodium dodecylsulphate 344. 

degradation-bleomycin + iron 5846. 

degradation-bleomycin, effect of chelating agent/metal ion 
5845. 

degradation-DNase I, effect of sodium butyrate treatment, 
HeLa cell 6238. 

degradation during terminal differentiation, chick embryo 
lens 2426. 

degradation/repair, y-irradiation/N-methyl-N-nitrosourea- 
induced, rat hepatoma 2042. 

denaturation, Saccharomyces cerevisiae, meiosis 5056. 

denaturation profile during development, Triturus vulgaris 
1554. 

denaturation/renaturation, chromatin, rat cerebellar cortex 
3668. 

denatured, determination-structure, use-electrochemical 
oxidation 3900. 

denatured, mouse liver, activity-Escherichia coli RNA 
polymerase 5724. 

denatured single-stranded, antibody, assay 3642. 

density gradient centrifugation, use-caesium sulphate-urea 
4264. 

densonucleosis virus, structure 5025. 

depurinated, phage T7, repair in vitro 3204. 

derivative, ribofuranose ring stereochemistry 3902. 

destabilization-secondary structure, experimental animal 
tumour 1566. 

detection method 1480. 

detection spacers, detection-ovalbumin gene, restriction 
endonuclease mapping 3550. 

determination, use-acriflavine-Feulgen reaction 3861. 

determination .UV-. irradiation damage/repair, HeLa cell/ 
CHO-KI cell 493. 

determination-guanine + cytosine content, use- 
chromatography (high performance liquid) 422. 

determination-single-stranded fragment, phage Vi 1479. 

dielectric properties, effect of temperature/ionic strength 
1986. 

dimer formation/excision/strand growth, UV-irradiation, 
Yoshida ascites sarcoma cell 1510. 

dimeric replicative form, origin, Escherichia coli coinfection- 
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DNA,(continued) 
phage G4 + phage 9X174 5907. 

directed. cystathionine y-synthetase biosynthesis in vitro, 
Escherichia coli K12 4218. 

distribution. Drosophila melanogaster sperm nucleus 58 12. 

distribution, normal/tumour lymphoid cell, human 2675. 

distribution/organisation, Drosophila hydei chromosome 
Soo2 

donor. fate, conjugation, Escherichia coli K12 2066. 

double-stranded, antibody formation, athymic nude mouse 
3643. 

double-stranded, base-specific fractionation, chromatography 
(affinity) 3125. 

double-stranded, behaviour-electrode surface, model 3896. 

double-stranded, binding-3-aminoacridinium/7- 
aminoquinolinium 2683. 

double-stranded, compact form, relationship-polyethylene 
glycol-water solution organization 5879. 

double-stranded, Moloney leukaemia virus, mapping 5923. 

double-stranded. phage G4, replication, Escherichia coli 
mutant (dna) 5089. 

double stranded, phage PM2, fragmentation-bleomycin 4951. 

double-stranded, sedimentation, X-irradiation-treated 
Chinese hamster cell 5963. 

double-stranded breakage, rejoining 432. 

double-stranded breakage, repair, irradiation (ionizing), 
comparison-fungus/vertebrate cell line 6026. 

double-stranded breakage- X-irradiation, analysis 1511. 

double-stranded/single-stranded, calf thymus/phage 9X 174 
photosensitization-proflavine, effect of sulphur compound 
4957. 

double-stranded template, psoralen derivative photochemical 
cross-linking-SV40 RNA 4272. 

double Watson and Crick helix, structure 4420. 

Drosophila melanogaster , irradiation damage/repair 5109. 

Drosphila hydei , size/distribution-poly (A) sequence 1551. 

duplex, phage M13, replication, cell-free system 4472. 

duplex, propidium diiodide integration site, sugar pucker 
geometry 4411. 

dynamic properties, effect of ionic strength, quasielastic light 
scattering 1522. 

E/L strand transcription frequency, polyoma virus 3463. 

effect of antibiotic ASK-753 901. 

effect of berenil, Leishmania tarentolae 510. 

effect of bleomycin, review 18. 

effect of X-irradiation 1512. 

effect of irradiation (ionizing), cisdichlorodiammine 
platinum(II) role-radiosensitizer 5121. 

effect of y-irradiation, NMR 2696. 

effect of irradiation, review 3328. 

effect of 4-nitroquinoline oxide, Bacillus subtilis assay 
system 1516. 

effect on haematopoietic stem cell, irradiated bone marrow 
1056. 

effect on y-irradiation mutagenicity, mouse spermatocyte/ 
spermatid 3978. 

effect on irradiation-treated chromosome, rat 618. 

effect on X-irradiation-treated Xenopus laevis tadpole 
growth 5159. 

effect on poly (ADP-ribose) glycohydrolase degradation-poly 
(ADP-ribose) histone Hl complex, HeLa cell 2786. 

Ehrlich ascites carcinoma, binding-bleomycin cobalt chelate 
1969. 

Ehrlich ascites cell, binding-methylated albumin, comparison- 
replicating/non-replicating/denatured 4390. 

electrode reaction, effect of ionic strength 3891. 

elongation, comparison-mitogen-stimulated mouse 


thymocyte/splenocyte 982. ‘ ih 

elongation, irradiated Escherichia coli , role-UV-irradiation- 
induced protein 1019. 

encapsidation, lysogen-excision defective phage P22 5090. 

endonuclease S1-sensitive single-stranded, characterization, 
Bacillus subtilis 1542. 

Epstein-Barr virus, association-nasopharyngeal carcinoma 
885. 

Epstein-Barr virus, characterization, Burkitt's lymphoma cell 
line 5016. 

Epstein-Barr virus, cleavage-restriction endonuclease 4446. 

Epstein-Barr virus, restriction endonuclease cleavage 
fragment analysis 5919. 

equine infectious anaemia virus provirus, detection-infected 
horse cell 4929. 

Escherichia coli , biotin operon regulation fragment, isolation 
5940. . 

Escherichia coli , breakage-apurinic acid endonuclease 1690. 

Escherichia coli , cleavage-N-methyl-N-nitrosourea 2689. 

Escherichia coli , degradation-hydrogen peroxide 404. 

Escherichia coli , Diplococcus pneumoniae restriction 
endonuclease cleavage, Okazaki fragment terminal 
determination 2726. 

Escherichia coli , homology-dependent cutting 3243. 

Escherichia coli , hyperchromism 5048. 

Escherichia coli , incorporation-uracil (5-bromo), lesion 
induction, repair 1273. 

Escherichia coli , insertion sequence integration site 5044. 

Escherichia coli , integrity during replication 3561. | 

Escherichia coli , interaction-acridine orange, plasmid F’-lac 
elimination 4392. 

Escherichia coli , interaction-RNA polymerase, localization- 
binding site 6175. 

Escherichia coli , psoralen cross-linking, removal, roleeATP 
1587. 

Escherichia coli , segregation pattern 3976. 

Escherichia coli , uptake-Petunia hybrida protoplast 3594. 

Escherichia coli B, effect of cadmium ion 2682. 

Escherichia coli B restriction endonuclease recognition site, 
nucleotide sequence 5944. 

Escherichia coli chloramphenicol-resistance plasmid, 
characterization 5892. 

Escherichia coli insertion sequence, characterization 3519. 

Escherichia coli kanamycin resistance sequence, 
transposition-phage fd 3240. ; 

Escherichia coli operator (lac), synthesis/cloning, review 
1811. | 

Escherichia coli plasmid R1, coding-RNA 4S 6094. 

Escherichia coli ribosomal protein gene-carrying, insertion- 
vector phage 2062. 

Escherichia coli /Salmonella typhimurium , detection-gene 

, (tuf) 5808. 

ethidium bromide complex, fluorescent detection 884. 

ethyl/methyl phosphodiester, stability in vivo, induction-N- 
ethyl-N-nitrosourea/N-methyl-N-nitrosourea 4959. 

Euglena gracilis , vitamin B,, deficient 5051. 

excess, Paramecium tetraurelia , effect on DNA/protein 
biosynthesis 6053. 

excision repair, 7-bromomethylbenz(a)anthracene-treated 
Chinese hamster cell/HeLa cell 1609. 

excision repair, human, effect of 2-chloroethyl-isocyanate 
4497. 

excision repair, human/hamster/chick embryo cell 1607. 

excision-repair, inhibition-butylated hydroxytoluene, human 
lymphocyte 4500. 

excision-repair, UV-irradiation-induced, toluene-treated 
Escherichia coli , role-DNA polymerase I 6196. 
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excision-repair, UV-irradiation-treated mouse oocyte 2032. 
excision-repair, 4-nitroquinoline-1-oxide damage. mouse cell 
line 1611. 
excision-repair rate, human cell, control-nucleosome 
structure 3213. 
excision repair/sister chromatid exchange, human xeroderma 
pigmentosum cell, use-damage indicator 2037. 
excited states, book review 2148. 
exogenous, effect on DNA biosynthesis, rat, following 
irradiation 512. 
exogenous, effect on DNA polymerase activity, rat bone 
marrow/spleen 1715. 
exogenous, effect on Hordeum waxy mutant 4525. 
exogenous, fate-plant cell, review 16. 
exogenous, penetration, Escherichia coli , effect of calcium 
treatment 5157. 
exogenous, pyrimidine nucleotide cluster, effect on growth/ 
radiation resistance, mouse 3977. 
exogenous, transport-mammary gland tumour cell line 1647. 
extra, mammalian cortical neuron, characterization 3495. 
extra-chromosomal, Escherichia coli MRE 600 5807. 
extrachromosomal, identification, Bacillus thuringiensis 
3857. 
extraction, control-polyethylene glycol, Feulgen hydrolysis 
365. 
extraction, effect of iron 369. 
extraction/purification, Mycobacterium 370. 
fate-Bacillus subtilis, effect of mutation (recC4) 3596. 
feline leukaemia virus genome, occurrence-cat cell 5931. 
Feulgen hydrolysis, effect of temperature/concentration 366. 
fingerprinting, Agrobacterium tumefaciens plasmid Ti 5891. 
fixed mammalian tissue, isolation 4938. 
fluorescence polarization, effect of acridine orange 6234. 
fluorometric determination, use-ethidium bromide 4371. 
folding, characterization 4421. 
folding, prebiosis 409. 
four-stranded complex 3508. 
fractionation, benzoylated DEAE-cellulose 4384. 
_ fractionation, density gradient centrifugation, HeLa cell 894. 
fractionation, electrophoresis, determination-phosphorous-32 
367. 
fractionation, mouse, use-histone H1 precipitation 3865. 
fragment, adenovirus (human) 12, transformation-rat cell line 
1072. 
fragment, adenovirus (human) 12, transformed rat cell line, 
characterization 1073. 
fragment, adenovirus (human) 2, excision/recombination, 
Escherichia coli 6115. 
fragment, adenovirus (human) 2/adenovirus (human) 5, 
transforming activity 1642. 
fragment, adenovirus (human) 7, transformation-rat cell line 
6118. 
fragment, containing ribulosebisphosphate carboxylase 
subunit gene, iZea mays chloroplast 2424. 
fragment, dihydrofolate reductase gene carrying, isolation- 
Escherichia coli trimethoprim resistance R factor 5835. 
fragment, Escherichia coli , hybrid plasmid, construction/ 
cloning 2421. 
fragment, flagella gene-containing, Escherichia coli , cloning 
520. 
fragment, oligo d(G-C)-containing, isolation, use-poly (C)- 
Sephadex chromatograhy 5827. 
fragment, phage T4, cloning 1069. 
fragment, phage TS, 3’-terminal sequence 1530. 
' fragment, purification, electrophoresis 5829. 
_ fragment, SV40, containing, monkey cell, rescue-infectious 
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virus 3603. 

fragment size/periodicity, mouse hepatoma chromatin 4092. 

free, occurrence-SV40 transformed nonproducer cell 5805. 

G segment, inversion, phage Mu/phage P1/phage P7 5010. 

G segment orientation, role-phage Mu adsorption 3909. 

G segment orientation, role-phage Mu infectivity 3906. 

gene (cro), gene (cII)-containing, nucleotide sequence, phage 
A 4430. 

gene (ilv) region, restriction endonuclease mapping, 
Escherichia coli K12 2902. 

gene (ilvC)-operon (lac) fusion, Escherichia coli K12, role 
Bgalactosidase biosynthesis 2065. 

genetic code, congruence 5885. 

genome size, Chaetomium globosum /Trichophyton terrestre 
, effect of spaceflight 3886. 

globin gene, biosynthesis, use-reverse transcriptase 3188. 

globin sequence, isolation, mouse/human 2314. 

guanine-cytosine content, comparison-oncogenic/ 
nononcogenic adenovirus (bovine) 437. 

hairless mouse skin, UV-irradiation, induction-thymine dimer 
1982. 

hairpin, phage M13, isolation/characterization 2679. 

HD virus, biological properties/mapping 2413. 

heavy component, localization-rRNA gene, whale 1563. 

Hedera helix chromosome, structure/function, effect of age 
5977. 

HeLa cell core particle, interaction-histone 5312. 

HeLa cell nucleosome, interaction site histone amino terminal 
2012. 

helix-coil transition, effect of copper ion/magnesium ion 4413. 

helix-coil transition, effect of magnesium ion 4416. 

helix-coil transition, review 15. 

helix-RNA, photochemical cross-linking-psoralen derivative, 
phage fd 2699. 

helix structure 1518. 

herpes simplex virus, palindrome sequence, electron 
microscopy 5031. 

herpes simplex virus 1, association-host DNA, during 
productive infection-BSC-1 cell 1070. 

herpes simplex virus 1, fate-normal/photoinactivated virus 
infected cell 3230. 

herpes simplex virus 1, restriction endonuclease HindIII 
fragment, amplification 5032. 

herpes simplex virus 1, structure 5915. 

herpes simplex virus 2, restriction endonuclease cleavage 
map 3912. 

Herpesvirus ateles, homology-Herpesvirus saimiri 1539. 

herring sperm, isolation-nucleotide 4157. 

herring sperm, isolation-pyrimidine nucleotide/pyrimidine 
dinucleotide 83. 

heterogeneity, papilloma virus (human) 5929. 

heterogeneity, rRNA gene content, Allium cepa metaxylem, 
during differentiation 3307. 

heterologous, effect on irradiation-induced DNA repair, rat/ 
mouse intestinal mucosa 6082. 

heterologous, transformation-Haemophilus influenzae / 
Bacillus subtilis /Neisseria /Streptococcus pneumoniae 
1657. 

high-molecular weight, adenovirus (human) 2, occurrence/ 
characterization, infected human cell 5928. 

high-molecular weight, Aspergillus nidulans , purification 
4946, 

high-molecular weight, isolation 4940. 

high-molecular weight, phage T2, physical properties, effect 
of sodium chloride concentration 3525. 

high-molecular weight, sedimentation properties, Drosophila 
melanogaster cell 1553. 
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DNA,(continued) 

histone complex, nucleosome 3659. 

homologous/heterologous, effect on hex enzyme activity, 
Streptococcus pneumoniae 1743. 

homologous-ribosomal insertion, occurrence-Drosophila 
melanogaster 356. 

homology, Bacillus 5042. 

homology. Bacteroides 5046. 

homology. Nocardia amarae /Nocardia autotrophica / 
Nocardia rhodochrous 5941. 

homology. papilloma virus (human) 5926. 

homology. Staphylococcus 3172. 

homology-Neurospora crassa /Neurospora intermedia / 
Neurospora sitophila /Neurospora tetrasperma 449. 

host-substituted, SV40, transcription, monkey kidney cell 
1423. 

human, photochemical lesion, detection-peroxidase 2311. 

human cerebrospinal fluid, determination 3119. 

human sarcoma/leukaemia, detection-C-type virus-related 
gene 5819. 

human squamous cell, effect of UV-irradiation/temperature 
3146. 

humic acid-associated, occurrence, soil 5802. 

hybrid, Escherichia coli x Vibrio cholerae , melting curve 
5935. 

hybridization properties, N-nitrosodiethylamine-induced 
hepatoma, mouse 5969. 

hybridization-RNA, efficiency 2339. 

hybridization-RNA, method 3517. 

hycanthone-damaged, rat liver, repair 2030. 

hydration, effect of y-irradiation, NMR 2694. 

hyperacetylated histone-associated, digestion-DNase I 5200. 

hyperchromism, phage 4429. 

immunoglobulin gene, sequence, mouse 4460. 

incorporation, L-cell 3597. 

incorporation, L-cell, effect of growth-promoting a-globulin 
B19. 

incorporation-cytidine(5-aza-2'-deoxy), mouse leukaemia 
1287. 

incorporation-dUTP, DNA N-glycosidase-defective Bacillus 
subtilis 2957. 

induction-flowering, nicotiana tabacum 5161. 

induction-single-strand/double-strand breakage, y-irradiation 
3884. 

infectious, avian reticuloendotheliosis virus, integration site- 
avian cellular DNA 3988. 

infectivity. phage T7, Escherichia coli transfection 1644. 

insertion sequence, Escherichia coli , properties, review 3325. 

insertion sequence IS, role-chromosome phage A integration . 
3982. 

integrated, murine leukaemia virus, transfection-mouse Fy-1 
cell 3985. 

integration, adenovirus (human) 2 productively infected-KB 
cell 3539. 

integration, polyoma virus transformed rat cell, effect of virus 
mutation 519. 

integration during Streptococcus sanguis transformation 
1655. 

integration pattern, adenovirus (human) 12-transformed 
hamster cell line 6112. 

interaction-<N->acetoxy <-N-4->acetylaminobiphenyl 396. 

interaction-<9->aminoacridine nitro derivative 392. 

interaction-N-acetyl-2-aminofluorene, effect of conformation 
1973. 

interaction-acridine, review 9, 2149. 

interaction-actinomycin D 2-deamino derivative 5844. 

interaction-aflatoxin B1, rat liver 4400. 


interaction-agarose 3506. 

interaction-AMP(cyclic)/AMP(cyclic) binding protein, KB 
cell, Chinese hamster ovary cell 899. 

interaction-arylmethane dye, linear dichroism 4954. 

interaction-bacteria, review 5394. 

interaction-benzo(a)pyrene diol epoxide, purification-adduct 
2687. 

interaction-berberine derivative 3882. 

interaction-bleomycin/actinomycin D, effect of thermal 
neutrons 2315. 

interaction-chromatin/nuclear sap nonhistone protein, effect 
of y-irradiation 4949. 

interaction-copper-thiosemicarbazide complex, IR- 
spectroscopy/UV-spectroscopy 1513. 

interaction-cysteamine, charcterization 5873. 

interaction-daunomycin, thermodynamics 381. 

interaction-daunomycin/adriamycin 5851. 

interaction-4'-6diamidino-2-phenylindole 2329. 

interaction-dimethylnitrosamine 4961. 

interaction-distamycin/actinomycin 3875. 

interaction-drug 903. 

interaction-early RNA, adenovirus 1229. 

interaction-enzyme, role-error-free DNA biosynthesis 3936. 

interaction-Escherichia coli /phage fd DNA-binding protein. 
characterization 6308. 

interaction-bis-fluroethy] nitrosourea, role-cytidine 
(fluoroethyl) 2254. 

interaction fuchsin (basic)/formaldehyde 405. 

interaction-gold ion 4389. 

interaction-high-mobility-group nonhistone protein, calf 
thymus 4089. ; 

interaction-histone, calf thymus chromatin 3297. 

interaction-histone, characterization, calf thymus chromatin 
1183. 

interaction-histone, circular dichroism/thermal denaturation 
2123; 

interaction histone, during postnatal development, rat testis 
4607. 

interaction-histone H1, effect of phosphorylation, NMR 
2124. 

interaction-histone H1, turbidity study 3658. 

interaction-histone H4 model 3290. 

interaction-histone H4/protamine/iridine synthetic fragment 
5842. 

interaction-iodine-polyvinylpyrrolidone complex 915. 

interaction-irehdiamine A 1498. 

interaction-3-methylcholanthrene/ 7, 1 2- 
dimethylbenz(a)anthracene 5859. 

interaction-myosin/actin/troponin/tropomyosin 4950. 

interaction-netropsin, kinetics 3876. 

interaction-nitrobenzene, ESR 2331. 

interaction-nonhistone protein HMG1/nonhistone protein 
HMG2 1763. 

interaction-norharman/harman 904. 

interaction-oestrogen receptor, specificity 4401. 

interaction-peptide, use of-proflavine probe 3129. 

interaction-phage f1 gene (5) product 3871. 

interaction-phage T3 RNA polymerase 2098. 

interaction-phage T4 DNA unwinding protein 3681. 

interaction-phenosafranine, circular dichroism 4393. 

interaction-phenosafranine, spectroscopy 4955, 4956. 

interaction-poly(lysine*®, histidine’?) 378. 

interaction-polypeptide 3872. 

interaction-protamine 1757. 

interaction-protein, binding constant measurement 1806. 

interaction-protein, electron microscopy 379. 

interaction-protein, review 4103. 
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interaction-protein, role-chromatin structure 4083. 

interaction-protein, specificity 900. 

interaction-psoralen, determination-4',5'-cycloadduct 2328. 

interaction-psoralen, UV-irradiation 3142. 

interaction-quinolinemethanolamine, role-antimalarial 
activity 4975. 

interaction-spermidine, conformation 3889. 

interaction-surface active compound 3141. 

interaction-yeast RNA polymerase I subunit 4014. 

intermediate, avian sarcoma virus, structure 5014. 

intermediate, identification-Bacillus subtilis transformation 
2068. 

intervening sequence, identification, mouse f-globin gene 
3182. 

intracellular, adenovirus (human) 2, isolation/ 
characterization, KB cell 4385. 

intracellular-structure, Escherichia coli 958. 

inverted repeat, nucleotide sequence, HeLa cell 974. 

inverted repeat, sequence analysis, CHO cell cloned DNA 
fragment 4467. 

UV-irradiated, antibody, measurement-systemic/discoid 
lupus erythematosus serum 1749. 

irradiated, double-stranded breakage 2338. 

irradiation (ionizing)-induced single-stranded breakage, 


repair kinetics, Chinese hamster cell/Ehrlich ascites cell 1608. 


X-irradiation, mammalian polynucleotide ligase activity 5292. 

y-irradiation, thymine fragment analysis 2695. 

irradiation damage, aqueous solution, effects of nor-pseudo- 
pelletierene-N-oxide/misonidazole 4970. 

UV -irradiation-damaged, interaction-netropsin 1497. 

UV-irradiation-damaged, repair, xeroderma pigmentosum 
2035. 

UV-irradiation/y-irradiation-damaged, defective repair, 
human Fanconi’s anaemia 3958. 

y-irradiation-treated, effect on sedimentation 2326. 

y-irradiation-treated, formation-thymine (5,6- 
dihydroxydihydro) 2324. 

y-irradiation-treated, isolation-2-deoxy-D-erythro-pentonic 
acid 2693. 

isoionic solution, conductance 5878. 

isoionic solution, secondary structure 6311. 

isolation-agarose gel, method 5828. 

isolation/characterization, Streptomyces aureofaciens 2313. 


- isolation-Fusarium graminearum , chromatography (affinity) 


5838. 
isolation-Hordeum vulgare protoplast 2681. 
isolation method, use-cetavlon 368. 
joining-phage T4 RNA ligase 5294. 
kinetoplast, structure, Leishmania tarentolae 960. 
kinetoplast, Trypanosoma lewisi , isolation/characterization 
5949. 
L cell chromosome, localization-cytosine (5-methyl) 5068. 
labelling switch, use-thymidine phosphorylase inhibition 1983. 


- lactic acid bacteria, base composition, review 5370. 
Lactobacillus casei phage PL-1, characterization/ 
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transcription 5009. 

late replicating, localization-plant nuclear membrane 5824. 

Lathyrus sativa , thymine dimer excision following UV- 
irradiation 2395. 

Jeghaemoglobin gene, occurrence-Glycine max 5822. 

length, phage mutant, electron microscopy 426. 

length, phage A, electron microscopy, dependence- 
dehydration 3161. 

lesion, mitomycin C/UV-irradiation induced, repair-normal/ 
Xeroderma pigmentosum/Fanconi’s anaemia human cell 
2034. 


linear, characterization-replication, adenovirus (human) 5 
1000. 

linear/circular, mouse mammary tumour virus, restriction 
endonuclease mapping 5917. 

linear dichroism 1521. 

liver mitochondria, rats, heterogeneity 409. 

localization, Equisetum arvense spermatoza nucleus 5821. 

localization-mouse hepatocyte nucleus 889. 

localization-Periplaneta americana haemocyte 3859. 

location-<?m>RNA-specific sequence, hamster 
chromosome 615. 

long-term persistence-guanine (O%-methyl), rat brain 1057. 

low-molecular weight, origin/fate during metamorphosis, 
Bombyx mori 887. 

low-molecular weight, preparation method 4382. 

low-molecular weight, rat hepatocyte, isolation/ 
characterizatin 5839. 

lymphocyte, effect of y-irradiation 4398. 

male-specific, localization-chromosome Y satellite DNA 
4465. 

mammal, effect on mycotoxin 4394. 

mammalian, fractionation, electrophoresis 4386. 

mammalian, replication in vitro, utilization- 
UTP(bromodeoxy)/UTP(iododeoxy) 4478. 

mammalian cell, assay method 5818. 

mapping, herpes simplex virus 1 x herpes simplex virus 2 
recombinant 4439. 

mapping, phage A deletion/substitution mutant 927. 

mapping, transforming/non-transforming Epstein-Barr virus 
4443. 

measurement-rat uterus myometrium during pregnancy/ 
postpartum involution 5813. 

mediated transformation, use-pathogenicity study, Neisseria 
gonorrhoeae 1660. 

melting curve, normal/tumour mouse liver 4640. F 

melting curve, spectroscopy, determination-base composition 
3147. : 

melting curve, theory 1987. 

melting curve determination 4415. 

melting point, effect of tetraalkylammonium bromide 2327. 

melting properties, effect of ion concentration 424. 

melting temperature, effect of sodium ion/polycation 411. 

membrane-associated, characterization, Escherichia coli 
chromosome 5047. 

membrane complex, Bacillus subtilis , characterization 5936. 

membrane complex, Escherichia coli , characterization 5943. 

membrane complex, replication origin-containing, 
identification, Escherichia coli 6315. 

metabolism, Arthrobacter atrocyaneus /Arthrobacter 
crystallopoietes , during starvation 1036. 

metabolism, Avena sativa germination 2376. 

metabolism, chick embryo cell culture, effect of Mycoplasma 
gallisepticum infection 5127. 

metabolism, determination, lymphoid cell 2738. 

metabolism, embryo/foetus, review 4110. 

metabolism, human, effect of sodium fluoride during 
osteoporosis 6066. 

metabolism, mouse lymphocyte, during carcinogenesis 2407. 

metabolism, Plasmodium 6054. 

metabolism, rat, relationship-dietary zinc 5430. 

metabolism, rat neonate, effect of maternal undernutrition 
6063. 

metabolism, regulation-corticosteroid during mechanical 
trauma, rat spleeh 838. 

methylated, compact form, polyethylene glycol-containing 
solution, circular dichroism 419. 

methylation, during leukosis, cattle 2051. 
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methylation, relationship-Diplococcus pneumoniae 
restriction endonuclease specificity 1107. 

methylation-dimethylnitrosamine. effect of partial 
hepatectomy/carbon tetrachloride, rat liver 2031. 

methylation during replication, herpes simplex virus | 993. 

methylation-methylazoxymethanol acetate, rat colon/ 
duodenum/liver 5861. 

methylation-N-methyl-N-nitrosourea. effect of polyamine, rat 
liver 5863. 

methylation product pattern, methyldiazonium ion 376. 

N-methyl-N-nitrosourea-modified, properties 1504. 

Micrococcus lysodeikticus , fate, Cucumis melo seed 6089. 

Micrococcus lysodeikticus , fate, Lactuca sativa seed 6090. 

Micrococcus lysodeikticus , fate, Matthiola seed 6086. 

mismatched base pair, recognition-Ustilago maydis DNase | 
6153. 

mitochondrial/chloroplast, Zea mays , heterogeneity 5072. 

modification-oligonucleotide derivative 895. 

molecular weight, use-electron microscopy, phage/plasmid 
926. 

monomer, circular dichroism 1282. 

mouse, condensation, chromatin 612 

mouse, effect of ethyl methanesulphonate nitrogen mustard 
hydrochloride N-methyl-N'-nitro-N-nitrosoguanidine 4- 
nitroquinoline 1-oxide 3135. 

mouse, f-globin gene, sequence 5966. 

mouse, guanine-cytosine base pair formation, blocking- 
glyoxal 3140. 

mouse, restriction endonuclease EcoRI fragment, 
immunoglobulin gene organization 5967. 

mouse chromosome, localization-A-T rich region 3552. 

mouse epidermis, UV-irradiation-induced pyrimidine dimer, 
absence-photoreactivation 4663, 4974. 

mouse erythroleukaemia cell. effect of dimethyl sulphoxide 
3933. 

mouse erythroleukaemia cell, interaction-actinomycin D, 
induction-differentiation 5840. 

mouse L cell/CHO cell, occurrence-single-stranded region 
4461. 

mouse mammary tumour virus-specific, comparison-Mus 
musculus /Mus caroli /Mus cervicolor 1556. 

mouse neuroblastoma cell, incorporation-uridine (5- 
bromodeoxy) 4719. 

mouse oocyte, content during meiosis 2310. 

mouse/rat liver microsome, binding-trichloroethylene 4966. 

mouse skin, UV-irradiation-induced pyrimidine dimer, 
excision 3211. 

mouse testis, effect of irradiation 4396. 

mutagenesis/repair, mechanism, review 5389. 

mycobacterium butyricum /mycobacterium phlei phage, 
characterization 5002. 

Myxococcus xanthus phage MX4, characterization 2711. 

N-2-acetylaminofluorene adduct, detection, 
radioimmunoassay 908. 

nascent, associated RNA, isolation/characterization, human 
lymphocyte 812. 

nascent, chromatin nucleosome-like structure, sea urchin 
5340. 

nascent, SV40, distribution-5’-terminal oligonucleotide 2349. 

nascent replicative form, phage M13, structure 2346. 

native, antibody detection 4046. 

native/denatured, assay, use-glyoxal/acridine orange 230. 

native/denatured, interaction-proflavine 905. 

native/denatured, nonspecific interaction-Escherichia coli 
RNA polymerase 4568. 

nearest neighbour configuration, circular dichroism 4410. 


nearest neighbour frequency, computation, use-circular 
dichroism 4417. 

nearest neighbour frequency, determination, use-circular 
dichroism 2702. 

neocarzinostatin-induced strand breakage, terminal analysis 
5853. 

Neurospora , sequence relatedness 3173. 

nicked, polyethylene glycol condensed, SV40, ligation 3151. 

nicked, 3’-terminal, attachment-DNA-unwinding protein 
2909. 

nicking, role-phage TS gene (D15) nuclease 1086. 

Nicotiana glauca, incorporation-uridine(5-bromodeoxy), 
effect on proliferation 129. 

nitrogen base interaction 3899. 

nitrous acid damage. repair, Escherichia coli 1593. 

Nocardia corallina /Nocardia citrea , nucleotide composition 
5938. 

non-operator, binding-Escherichia coli repressor(lac), 
association constant measurement 1805. 

non-operator, complex-Escherichia coli repressor (lac), 
electron microscopy 1801. 

non-operator, interaction-Escherichia coli repressor(lac), 
stoichiometry 1804. 

non-specific binding-repressor (lac) 3870. 

noncontiguous variable + constant region gene, germ line/ 
myeloma, mouse 2365. 

nonintegrated, Marek’s disease virus, characterization, 
transformed lymphoblastoid cell 5927. 

nonintegrated, occurrence, SV40 + polyoma virus doubly 
transformed rat cell 3855. 

nonintegrated, plasmid, isolation-Escherichia coli 4942. 

nonrepetitive sea urchin, evolution, Strongylocentrotus 
purpuratus /Strongylocentrotus droebachiensis / 
Strongylocentrotus franciscaus /Lytechinus pictus 2730. 

nuclear polyhedrosis virus, properties, Trichoplusia ni / 
Pseudoplusia includens /Autographa californica / 
Rachiplusia ou 1538. 

nuclear polyhedrosis virus, restriction endonuclease analysis, 
use-virus identification 3615. 

nuclease activity, protection-histone 1189. 

nuclei, distribution-human brain tumours cells 323. 

nuclei, liver/cerebellum, mice, template primer activity, 
Micrococcus lysodeikticus DNA polymerase/Escherichia 
coli DNA polymerase 535. 

nucleolar, amplification, Ornithogalum elatum endosperm 
467. 

nucleosome, histone sequence, Ehrlich ascites carcinoma 
1184. 

nucleosome-associated, transcribed/nontranscribed region, 
length 5327. 

nucleotide composition, Mycobacterium 2727. 

nucleotide fingerprinting, method 421. 

nucleotide sequence, computer analysis 414. 

nucleotide sequence, Orgyia pseudotsugata nuclear 
polyhedrosis virus 2348. 

nucleotide sequence, plasmid PSM insertion sequence IS1 
2705. 

nucleotide sequence, relationship-nucleosome, rat 6280. 

nucleotide sequence determination, use-acrylamide gel 4418. 

nucleotide sequence determination, use-methylene blue/ 
osmium tetraoxide 3148. 

occurrence, mouse tumour cell surface 2674. 

ae non-Hodgkin's lymphoma, use-cytofluorometry 

91. 

oligomeric, SV 40, biological properties, infection/ 
transformation 6080. 

oncornavirus, characterization, HEp-2 cell 3913, 4437. 
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oncornavirus, isolation/characterization, Presbytis obscurus 
938. 

operator, interaction-repressor(lac), effect of magnesium ion/ 
sodium ion 1807. 

operator (lac), recognition sequence-containing, cloning- 
Escherichia coli 6093. 

organization, Gecarcinus lateralis genome 1550. 

organization, phage T4 head. electron microscopy/X-ray 
diffraction 5912. 

Orgyia pseudotsugata nuclear polyhedrosis virus, 
characterization 1536. 

ovalbumin gene cloning, plasmid pMB9 2056. 

overmethylation, DNA methylase EcoRI 4503. 

Oxytricha macronucleus, inverted terminal repeat sequence, 
isolation/characterization 4454. 

packaging, comparison-Xf virus/Pf1 virus 1534. 

packaging, phage A, electron microscopy 5896. 

packaging, phage A, role-cohesive end site 2708. 

packaging, phage A, role-gene (D) protein 2709. 

packaging, phage P22, analysis 3199. 

packaging, phage SD. use-light-induced capsid degradation 
428. 


packaging, phage T4 427. 

packing, chromosome, fluorescence polarization 5351. 

packing chromatin 2334. 

palindrome, tertiary structure 4412. 

palindrome sequence, papilloma virus (human), 
characterization 1537. 

palindrome sequence symmetry 5884. 

papovavirus, detection, multiple sclerosis 352. 

Paramecium tetraurelia cell cycle, regulation 3562. 

pea root nucleus deoxyribonucleoprotein, binding-aluminium 
1755. 

perinuclear, relationship-heterochromatin 882. 

Peromyscus eremicus heterochromatin, transcript RNA, 
characterization 2630. 

phage, detection, use-ethidium bromide fluorescence 3491. 

phage f, relationship-phage y 2712. 

phage #1, transfection-Bacteroides thetaiotaomicron 1066. 

phage A, attachment site, nucleotide sequence 3521. 

phage A, cos site, nucleotide sequence 3908. 

phage A, denaturation-magnesium chlorate, spectroscopy/ 
electron microscopy 3907. 

phage A, effect of psoralen-damaged phage A superinfection, 
Escherichia coli 2792. 

phage A, Escherichia coli transfection efficiency 6105. 

phage A, function, relationship-sequence 4528. 

phage A, in vitro transcription 2274. 

phage A, interaction-furocoumarin 4408. 

phage A, UV-irradiation-induced binding-angelicin/ 
xanthotoxin 2332. 

phage A, isolation-Escherichia coli genome attachment site- 
containing restriction fragment 2678. 

phage A, localization-Escherichia coli ribosome binding site 
2710. 

phage A, replication initiation in vitro, gene (P) product 
promotion 2377. 

phage A, restriction endonuclease mapping 1995, 2342, 2343, 
5899. 

phage A/phage 980, restriction endonuclease mapping 2344. 

phage A-phage 980 hybrid, restriction endonuclease Hind/ 
Escherichia coli RNA polymerase cleavage pattern 1665. 

phage A/phage 186, effect of psoralen-damaged phage 186, 
Escherichia coli 2793. 

phage A prophage, transfection-Escherichia coli spheroplast 
5181. i 


phage Afus3, use-Escherichia coli ribosomal protein gene 
mapping 2001. 

phage Agt-plasmid pMB9 hybrid, transduction-Escherichia 
coli 3238. 

phage Aplac5, RNA polymerase binding site 1992. 

phage A, effect of mitomycin C, infected Escherichia coli 
3573. 

phage @B/phage Tg9, partial denaturation, effect of 
denaturation condition 5901. 

phage 9X 174, denaturation map 5897. 

phage 9X174, duplex region, cleavage-Haemophilus 
aegyptius restriction endonuclease 1698. 

phage 9X174, heterologous transfection system 4529. 

phage 9X 174, irradiation treated, effect of H radical 4397. 

phage gX174, melting curve 1529. 

phage 9X174, nucleotide sequence 5898. 

phage @X174, photodynamic inactivation-proflavine, 
mechanism 917. 

phage gX174, replication origin, nucleotide sequence 4431. 

phage 9X174, substrate, DNA biosynthesis, efect of UV- 
irradiation-induced mutagenesis 6018. 

phage @105 infected Bacillus subtilis , transfection activity/ 
structure 6103. 

phage @29, 5’-terminal-associated protein, isolation/ 
characterization 6312. e 

phage 29, transfection-Bacillus subtilis , dose response 
1640. 

phage w3, transfection, pneumococcus 2412. 

phage Dp-4, transfection-Streptococcus pneumoniae 3983. 

phage fd, interaction-Escherichia coli RNA polymerase, 
binding site mapping, electron microscopy 430. 

phage fd, interaction-Escherichia coli RNA polymerase, 
dissociation kinetics 553. 

phage fd, melting curve/denaturation map 5905. 

phage fd, melting region, mapping 3164. 

phage f1, gene (IV) fragment, nucleotide sequence 3529. 

phage g3/phage g8/phage g12/phage g16/phage g18, 
characterization 4434. 

phage G4, negative strand initiation site, nucleotide sequence 
5005. 

phage G4, viral/complementary, biosynthesis origin, 
nucleotide sequence 3166. 

phage Mu, G segment orientation, role-growth 3530. 

phage M13, replicative intermediate, structure 4433. 

phage M13, transcription mechanism 4850. 

phage PM2, binding-iodine-125-labelled proflavine (iodo), 
induction-double-stranded breakage 3131. 

phage PM2, cleavage-nuclease S1 489. 

phage PM2, intercalation-ethidium bromide/ethidium dimer/ 
acridine dimer, electron microscopy 3526. 

phage PM2, methyl methanesulphonate-alk ylated, repair, 
requirement-DNA N-glycosidase/apurinic site-specific 
endonuclease 1011. 

phage PRS, characterization 5909. 

phage P1, localization-insertion sequence IS1 5903. 

phage P2, maturation 5125. 

phage P22, restriction endonuclease mapping 3165. 

phage P4, restriction endonuclease cleavage mapping 5908. 

phage R17/phage T7, interaction-benzo(a)pyrene 7,8- 
dihydrodiol-9, 10-oxide 5858. 

phage S-2L, adenine, purine (2,6-diamino)-substituted 5911. 

phage sd, effect of 8-methoxypsoralen + UV-irradiation 4969. 

phage SPO1, binding-Bacillus subtilis RNA polymerase, 
effect of transcription inhibitory protein 5249. 

phage SPP1, complementary strand polarity 5914. 

phage SP82, transcript localization 1916. 

phage Tg9/phage gB, denaturation map 930. 


_IRL©1979 


93 


Subject Index 


hl ict eh eee eee 


DNA,(continued) 

phage T1, UV-irradiation-induced damage, immunological 
activity 1751. 

phage T2/phage T7. binding-Escherichia coli RNA 
polymerase 1111. 

phage T2/plasmid ColE1, double-stranded breakage, 
production- bleomycin 384. 

phage T3, in vitro packaging 5006. 

phage T3. transcription-RNA polymerase, Escherichia coli 
cell-free system. effect of temperature 3828. 

phage T4, complex-ethidium bromide, fluorescence 
depolarization 386. 

phage T4. endonuclease cleavage kinetics 1666. 

phage T4, packaging 3527. 

phage T4, purine (2-amino) incorporation, mutation 
frequency, effect of temperature 1266. 

phage T5 genome, restriction endonuclease mapping 429. 

phage T7, accumulation-Escherichia coli assembly blocking 
mutant 6078. 

phage T7, binding-Escherichia coli RNA polymerase, 
displacement-heparin 1700. 

phage T7, cloning, use-gene mapping 5012. 

phage T7, complex-Escherichia coli RNA polymerase 1110. 

phage T7, early region restriction endonuclease fragment, 
hybridization mapping 433. 

phage T7, Escherichia coli RNA polymerase primed 
abortive initiation-RNA biosynthesis 4334. 

phage T7, fractionation-endonuclease S1 523. 

phage T7, interaction-Escherichia coli RNA polymerase, 
photochemical cross-linking 6172. 

phage T7, y-irradiation-induced cross-linking-protein, 
measurement 5843. 

phage T7, linear dichroism 4436. 

phage T7, mapping-Escherichia coli RNA polymerase 
binding site 5004. 

phage T7, packaging in vitro 5007. 

phage T7, promotor/terminator isolation, use-restriction 
endonuclease BsuR 5836. 

phage T7, replicative intermediate, structure/maturation 
5904. 

phage T7, ribosome binding site, electron microscopy 5011. 

phage T7, sedimentation rate/viscosity, effect of 
methylmercuric hydroxide 4432. 

phage T7 early region, restriction endonuclease cleavage 
mapping 5910. 


phage T7 promoter, polynucleotide sequence, synthesis 2959. 


phagegX 174, photodynamic effect-proflavine 3132. 
Phaseolus aureus /Glycine max /Matthiola incana /Brassica 


pekinensis /Cucumis melo ,rRNA gene distribution 2737. * 


pheasant. detection-Rous associated virus genome 936. 

photodegradation-acridine orange, kintics 391. 

photodimer formation, role-excited state cytosine 2927. 

photoproduct containing, effect of phage T4 endonuclease V 
2432. 

photoreactivation-psoralen/psoralen (8-methy)), effect of 
base composition 2330. 

photoreactivation-thymine dimer, <UV->irradiation treated 
human fibroblast 397. 

Physarum polycephalum , analysis, use-netropsin/caesium 
chloride density gradient 2360. 

physical properties 370, 410. 

physical properties, dilute isoionic solution 3514. 

physical properties, phage JI 929. 

physicochemical properties, Agrobacterium tumefaciens 
phage PS8 2713. 

Pisum , template activity/physical properties, effect of 
aluminium 5974. 
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Pisum sativum chromosome, replication unit 1568. 

plant, cytosine (5-methyl) content, effect of flowering 
gradient 4523. 

plasmid, Bacillus brevis , isolation/characterization 5834, 
5968. 

plasmid, gene recombination, use-restriction endonuclease 
EcoRI 1648. 

plasmid, isolation, Streptococcus 4943. 

plasmid, recombination, biohazards 2911. 

plasmid, replication, Proteus mirabilis 3195. 

plasmid, replication initiation 5082. 

plasmid, replication origin, regulation/characterization 3581. 

plasmid, role-virulence, Vibrio anguillarum 1063. 

plasmid Adv 21, complex-calf thymus histone, reconstitution 
6245. 

plasmid Clo DF 13, ampicillin-resistance sequence, 
integration site 5000. 

plasmid Col E1, restriction-restriction endonuclease Eco RI, 
effect of 4,6’-diamidine-2-phenylindole 4562. 

plasmid Col E1/SV40, modification-benzo(a)pyrene 
metabolite 2318. 

plasmid ColE1, phage A mediated transduction 2411. 

plasmid ColE1, restriction endonuclease fragment 
complementary strand separation, chromatography (high 
pressure) 2677. 

plasmid ColE1, RNA transcription product, characterization 
4862. 

plasmfd ColE1, strand breakge-benzo(a)pyrene diol epoxide 
406. 

plasmid F’, host-controlled restriction, protection- phage T3/ 
phage T7, Escherichia coli 2410. 

plasmid F, restriction endonuclease EcoRI fragment, tra 
cistron assignment 5168. 

plasmid Inc P-2, isolation-Pseudomonas aeruginosa 4944. 

plasmid-like, occurrence-Podospora anserina 4933. 

plasmid pBR345, replication origin 2704. 

plasmid pC 194, cloning, Bacillus subtilis 3981. 

plasmid pIE098/pIE099, characterization, Enterobacter 
cloacae /Klebsiella pneumoniae 2703. 

plasmid RP1/RP4/RP8, electron microscopy 4428. 

plasmid RP4, restriction endonuclease Bam HI/Sal I/Sma I 
recognition site 4563. 

plasmid R6-5, restriction endonuclease HindII1/EcoRI 
fragment, cloning 5172. 

plasmid R6K, cloning 3602. 

plasmid R6K, replication-Escherichia coli , analysis 3197. 

plasmid R6K, replication-Escherichia coli K12 5083. 

plasmid Ti, transcription-tobacco callus crown gall tumour 
828. 

plasmid Tn501, characterization 2341. 

platinum complex, circular dichroism 4404. 

poly d(A-T) joined cloned segment, excision 3599. 

polycation complex, helix-coil transition/Cotton effect 423. 

polyoma virus, mapping 2718. 

polyoma virus, replication origin region, nucleotide sequence 
948. 

polyoma virus, transcription during infection 2284. 

polypeptide complex, structure 3682. 

polypeptide recognition, model 896. 

polysaccharide contamination, study, use-polarography 3123. 

post-replication repair, Yoshida lymphosarcoma cell, role- 
chromosome aberration 6045. 

postreplication repair, Escherichia coli K12, effect of 
caffeine/chloramphenicol 2024. 

precursor uptake, effect of methotrexate, rat tumour/normal 
tissue 1053. 

primate squirrel monkey retrovirus provirus sequence content 
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5065. 

processing mutant. Salmonella typhimurium detection 6122. 

product. phage T7 gene (4) protein + DNA polymerase, 
characterization 5008. 

promoter-containing fragment, phage T7, differential melting 
curve measurement 5902. 

Prorocentrum micans chromosome, goniometric effect 5350. 

protein. photo-interaction, review 4676. 

protein adduct. UVirradiation-induced, effect of uridine(5- 
bromodeoxy) 3869. 

protein complex, adenovirus (simian) 7, characterization 
2907. 

protein complex. Bacillus subtilis , characterization 3306. 

protein complex, characterization, ethyleneglycol-bis-N,N’- 
tetraacetic acid/dithiothreitol-treated polyoma virus 5360. 

protein complex, characterization, SV40-infected monkey 
kidney cell 624. 

protein complex, circular, adenovirus (human) 5-infected 
HeLa cell 625. 

protein complex, infectivity, human embryo kidney cell 5155. 

protein complex, phage g29, characterization 3305, 4657. 

protein cross-linking reagent 897. 

Proteus . comparison-Providencia 5041. 

Proteus mirabilis , UV-irradiation-induced single-stranded 
breakage, exicision-repair 3205. 

Proteus morganii plasmid, physical properties 3157. 

provirus. susceptibility, productively infected cell, simian 
sarcoma virus/C-type virus (baboon) 3973. 

pseudogene structure, Xenopus laevis 967. 

Pseudomonas plasmid, classification/physical properties 
4995. 

Pseudomonas putida plasmid, characterization 3153. 

Pseudomonas putida plasmid, restriction endonuclease 
cleavage site analysis 5888. 

pseudorevertant, structure, phage T4 gene(49) mutant, 
gene(X) mutation-containing 931. 

psoralen-cross-linked, adenovirus (human) 2, structure, 
electron microscopy 5020. 

pulse-polarographic wave height, effect of initial potential 
3894. 

purification/structure, avian sarcoma virus-infected quail 
tumour cell 3569. 

purine/pyrimidine base, emission polarization 2151. 

pyrimidine dimer, association-tumour formation, UV- 
irradiation-treated Poecilia formosa thyroid 2697. 

quantitative determination, use mithramycin 347. 

R factor, dissociation/amplification/reassociation 4983. 

R factor. structure/replication, review 3324. 

R factor, transformation-Pseudomonas aeruginosa 3600. 

R factor NR], in vitro translation 3229. 

rabbit liver, mapping-region adjacent-f-globin gene 970. 


_ radioactive, Escherichia coli , reassociation kinetics, length 


dependence 3542. 
radioactive labelling, cell culture 373. 


_ rat, methyl phosphotriester formation/stability following N.N- 


dimethyInitrosamine treatment 4964. 

rat bladder epithelium, guanine(6-methyl) accumulation, 
effect of N-methyl-N-nitrosourea 2688. 

rat growth hormone sequence-containing, primary structure 
2011. 

rat hepatoma, incorporation-uridine (bromodeoxy), effect on 
cytosine5-methy] content 1289. 

rat liver. binding-benzene 1502. 

rat liver, binding-benzo(a)pyrene 4967. 


- rat liver, ethylation, effect of copper 2388. 


rat liver. ethylation-diethylnitrosamine 1976. 


rat liver, repair in vivo, dimethylnitrosamine/ 
diethylnitrosamine-induced damage 2393. 

rat mammary gland/liver, binding-7,12- 
dimethylbenz(a)anthracene 3128. 

rat thymocyte, incorporation-cytidine(deoxy)/thymidine, 
effect of serine 1286. 

ratio-protein, HeLa cell chromatin, effect of hyperthermia 
5343. 

reaction-furylfuramide in vitro 4968. 

reaction-glycilaldehyde, guanosine (deoxy) reaction product, 
identification 3133. 

rearrangement, plasmid/phage, review 2515. 

reassociation, catalysis-Escherichia coli DNA-binding 
protein, polyamine-dependence 1795. 

reassociation kinetics 5670. 

reassociation kinetics, Artemia salina 2009. 

reassociation kinetics, computer analysis 2701. 

reassociation kinetics, effect of random shearing 3511. 

reassociation kinetics, evaluation-Picea crossability pattern 
3559. 

reassociation rate, effect of phenol emulsion reassociation 
technique 921. 

receptor, specificity, Bacillus subtilis 1803. 

recombinant, cloning, book review 4662. 

recombinant, formation-Xenopus laevis egg cell-free system 
477. 

recombinant, hazards, review 1242. 

recombinant, review 2912, 5372, 5376, 5386, 5387. 

recombinant, uses/hazards, review 5396. 

recombinant plasmid, incorporation/maintenance, plant 
protoplast 4527. 

recombination, inhibition-daunomycin, Streptococcus 
pneumoniae 1658. 

recombination, plasmid ColE1, mechanism 516. 

recombination, review 13, 1. 

recombination mechanism, eukaryote, review 19. 

reduction/adsorption-mercury electrode, effect of polyamine 
3895. 

redundancy, evolution, review 1810. 

reduplication, Carausius morosus , induction-temperature 
2768. 

relationship-histone content, chromatin 4085. 

relaxing activity, sea urchin embryo DNase (ATP-dependent) 
3260. 

release, Bacillus subtilis , genetic marker enrichment 1643. 

release, during Bacillus subtilis transformation, role-spore 
outgrowth 6081. 

release, Rana esculenta auricle 511. 

release, rat lymphoblast cell culture 1059. 

release, Zea mays leaf, effect of pressure 6084. 

release-human blood lymphocyte, characterization 1058. 

removal-uridine (5-bromo-2-deoxy), rat liver 2177. 

renatured, biological activity, phage SP82G 1641. 

repair, adaptive response-N-methyl-N’-nitro-N- 
nitrosoguanidine, Escherichia coli 2026. 

repair, alkylation damage, mammalian cell 2038. 

repair, alkylation-induced, Escherichia coli K12, role DNA 
polymerase I 3270. 

repair, Aspergillus nidulans , psoralen-pyrimidine 
monoadduct 3207. 

repair, assay, human lymphocyte 3962. 

repair, benzo(a)pyrene diol epoxide-induced damage, human 
alveolar tumour cell 6035. 

repair, 7-bromomethylbenz(a)anthracene-treated Chinese 
hamster cell, inhibition-caffeine 5112. 

repair, N-butyl-N-(4-hydroxybuty])nitrosamine induced 
damage, rat bladder epithelium 3955. 
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repair, caffeine-sensitive/resistant, mammalian cell, 
relationship-mutagenesis/lethality 1604. 

repair, capacity, effect of age. rat 4491. 

repair, carcinogen-induced, HeLa cell 1027. 


repair, Chinese hamster lung cell, effect of X-irradiation 3576. 


repair, correlation-diethyInitrosamine-induced 
carcinogenesis. rat 6029. 

repair, defect, Bacillus subtilis 6024. 

repair, defective, xeroderma pigmentosum, review 4098. 

repair, effect of <4->nitroquinoline<-1->oxide/<N- 
>acetoxy <-2->acetylaminofluorene/<N->methyl<-N’- 
>nitro<N->nitrosoguanidine/daunomycin, xeoderma 
pigmentosum cell culture 483. 

repair, effect of adeturone, Escherichia coli 3952. 

repair, effect of caffeine, X-irradiation, mammalian cell 1605. 

repair, effect of trans-cyclopropylbis(diketopiperazine) 5119. 

repair, effect of diazoacetylglycine amide/diazoacetylglycine 
methylamide/diazoacetylglycine hydrazide/diazoacetyl- 
alanine ethyl ester 1599. 

repair, effect of freezing, Escherichia coli 1018. 

repair, effect of hyperthermia, hamster 1022. 

repair, effect of ICRF 159, mouse tumour cell line 1612. 

repair, effect of x-irradiation/hyperthermia, hamster plateau- 
phase cell 2394. 

repair, effect of y-irradiation/UV-irradiation, human, 
rheumatic disease 1596. 

repair, effect of radioactivity, chronic rheumatism, human 
2760. 

repair, enzymology, review 3327. 

repair, Escherichia coli , time course/role-oxygen 3574. 

repair, Escherichia coli /phage A, role-gene (lex) 6022. 

repair, following X-irradiation, comparison-Trichoplusia ni 
Chinese hamster 2028. 

repair, following X-irradiation/UV-irradiation, ataxia 
telangiectasia/xeroderma pigmentosum 3214. 

repair, following UV-irradiation/y-irradiation, role-DNA 
polymerase III, Escherichia coli 6199. 

repair, following methyl nitrosourea carcinogenesis, normal/ 
precancerous/cancerous human cervix fibroblast 2762. 

repair, HeLa cell, y-irradiation-induced damage, effect of 
carcinogen 1602. 

repair, Hordeum , N-methyl-N-nitrosourea-induced, 
stimulation-sodium azide 4502. 

repair, human, relationship-sister chromatid exchange/ 
chromatid interchange 2137. 

repair, human fibroblast, assay 3577. 

repair, human lymphocyte 1597. 

repair, human Werner syndrome 1024. 

repair, human xeroderma pigmentosum, relationship-UV- 
irradiation sensitivity 3959. 

repair, inhibition-arsenic, UV-irradiation-treated Escherichia 
coli 2385. , 

repair, inhibition-isonicotinic acid hydrazide, CHO cell 6041. 

repair, UV-irradiation + post-irradiation-induced, hamster V- 
79 cell, comparison-human fibroblast 2041. 

repair, UV-irradiation, Micrococcus luteus, role-endonuclease 
3613. 

repair, y-irradiation, Saccharomyces cerevisiae , relationship- 
nuclear division 6025. 

repair, UV-irradiation, Salmonella typhimurium /Salmonella 
abony 2756. 

repair, UV-irradiation/carcinogen-induced, during meiotic 
maturation, mouse oocyte 5113. 

repair, UV -irradiation-induced, human B-lymphocyte/T- 
lymphocyte 6034. 

repair, UV-irradiation-induced, leukaemia (chronic 


lymphatic), human 2763. 

repair, UV-irradiation-induced, mouse embryo fibroblast, 
relationship-life span 3957. 

repair, UV-irradiation-induced, Petunia hybrida 5 122. 

repair, UV-irradiation-induced, Proteus mirabilis . role- 
protein biosynthesis/gene (rec) 1589. 

repair, UV-irradiation-induced, rat spleen lymphocyte, 
inhibition-X-irradiation 5115. 

repair, UV-irradiation-induced, yeast, effect of caffeine 5107. 

repair, X-irradiation-induced damage, effect of interferon, 
mouse 4494. 

repair, irradiation-induced damage, effect of lucanthone. 
CHO cell 6042. 

repair, X-irradiation-induced damage, rat brain normal/ 
tumour 4495. 

repair, UV-irradiation induced damage, Salmonella 
typhimurium 1592. 

repair, y-irradiation-induced damage, thymocyte 3208. 

repair, X-irradiation/irradiation (neutron) damage, mouse 
embryo 5114. 

repair, UV-irradiation-treated + tick-borne encephalitis virus- 
infected Hep-2 cell 3578. 

repair, UV-irradiation-treated cell, during cell cycle 4501. 

repair, UV-irradiation-treated Chinese hamster cell, 
enhancement-UV-irradiation during G, phase/S phase 6043. 

repair, UV-irradiation-treated human cell, stimulation-phage 
T4 endonuclease V 6132. 

repair, X-irradiation-treated mouse spermatid 2387. 

repair, lymphocyte/tumour tissue, cancer patient, effect of 
irradiation therapy 6036. 

repair, mechanism, xeroderma pigmentosum/ataxia 
telangiectasia, review 1233. 

repair, mouse, effect of daunomycin/irradiation 2390. 

repair, mouse leukaemia lymphoblast, effect of X-irradiation 
sensitivity 1603. 

repair, mouse spermatid, effect of X-irradiation + methyl 
methanesulphonate combined treatment 5110. 

repair, normal/preneoplastic mammary gland tissue 2764. 

repair, ozone-induced, Escherichia coli 5099. 

repair, phage A, Escherichia coli gene (dnaB) mutant, effect 
of temperature shift 1584. 

repair, photodynamic treatment-induced damage, Proteus 
mirabilis 1588. 

repair, plasmid-borne, interaction-SOS repair, Escherichia 
coli 1014. 

repair, post-replication, following UV-irradiation, human 
fibroblast, pyrimidine dimer assay 5118. 

repair, psoralen/light treated Escherichia coli , kinetics/ 
topography 5103. 

repair, Rana pipiens /human cell, effect of acridine mustard 
ICR 191/N-methyl-N’-nitro--N-nitrosoguanidine 2386. 

repair, rat lens epithelium, induction-nitrogen mustard/4- 
nitroquinoline-1-oxide 6028. 

repair, relationship-carcinogenesis 4672. 

repair, relationship-carcinogenesis, review 5391. 

repair, role-u.v. irradiation-induced protein, Escherichia coli 
1586. 

repair, role-UV-irradiation-induced protein, Escherichia coli 
1586. 

repair, role-recombination 2383. 

repair, Saccharomyces cerevisiae , effect on mitotic 
recombination/mutation 5191. 

repair, Saccharomyces cerevisiae hydrazine-induced 
mutability 4489. 

Tepair, spermatozoa, methyl methane sulphonate-treated 
rabbit 6030. 

repair, SV40-transformed hamster kidney cell, effect of 
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caffeine 5108. 

repair, xeroderma pigmentosum, effect of N-acetoxy-2- 
acetylaminofluorene 4498. 

repair, xeroderma pigmentosum, human 2759. 

repair, xeroderma pigmentosum, review 2916. 

repair-benzo(a)pyrene/radiation(ionizing)-induced damage, 
mammalian cell 2036. 

repair capacity loss during rat fibroblast subculture 492. 

repair/degradation, UVirradiation-treated Bacillus subtilis , 
gene (recA) mutant 2025. 

repair-irradiation (ionizing)-induced damage, mechanism, 
review 1253. 

repair-y-irradiation damage, effect of gibberellin, Vicia faba 
2044. 

repair kinetics, N-acetoxy-2-acetylaminofluorene/ 
UVirradiation-induced, human fibroblasts 1023. 

repair mechanism, mammalian leucosis virus-infected human 
diploid cell 1614. 

repair pattern, effect of dimethylnitrosamine, comparison- 
methyl methanesulphonate, rat liver 2033. 

repair replication, herpes simplex virus-infected human 
embryo lung cell 490. 

repair/replication, liver, effect of carcinogen 6031. 

repair/survival, effect of Tween 80, Escherichia coli , 
following UV-irradition/y-irradiation 4486. 

repair/survival, UV-irradiation-induced, comparison- 
Trichoplusia ni /Chinese hamster 2029. 

repair synthesis, UV-irradiation-induced, distribution-human 
chromatin 4499. 

repair synthesis, UV-irradiation-induced, toluene-treated 
Escherichia coli , role-DNA polymerase I 6197. 

repair synthesis, UV-irradiation-induced, Werner's syndrome 
fibroblast 4496. 

repair synthesis, mammalian cell-culture, effect of N-methyl- 
N-nitrosourea 1594. 

repair synthesis, yeast, inhibition-glucose(2-deoxy) 3953. 

repair system, evolution, review 1812. 

repeat length, comparison-histone H1/histone H5-containing 
chromatin 2131. 

repeat nucleotide sequence, replication mechanism, CHO cell 
2375. 

repeated nucleotide sequence organization, CHO cell 
replicon 973. 

repetitive, African green monkey, characterization 5066. 

repetitive, analysis, chick embryo 2733. 

repetitive, distribution, Chinese hamster cell chromcsome 
4649. 

repetitive, Drosophila hydei heterochromatin, 
characterization 5332, 5334. 

repetitive, Drosophila hydei heterochromatin, 
characterization 5333. 

repetitive, evolution origin, model 2366. 

repetitive, human, simple/complex sequence 4466. 


_repetitive, localization, human chromosome 2899. 


repetitive, restriction endonuclease cleavage site, relationship- 
chromatin subunit, African green monkey/calf nucleus 2493. 

repetitive, role-Cymbidium evolution 5976. 

repetitive, sequence analysis, rat 1560. 

repetitive/inverted repeat, sequence organization, rat 1561. 

repetitive nucleotide sequence, Triticum aestivum 5973. 

repetitive sequence, distribution, Tetrahymena pyriformis 
genome 5947. 


repetitive sequence, evolution, Strongylocentrotus purpuratus 


/Strongylocentrotus droebachiensis /Strongylocentrotus 
franciscanus Lytechinus pictus 1549. 


" repetitive sequence, isolation/characterization, pigeon 
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genome 371. 

repetitive sequence, localization-Plethodon cinereus 
chromosome 6282. 

repetitive sequence, relationship, Gramineae 458. 

replicating, irradiation-induced damage, effect on S phase, 
CHO cell 3136. 

replicating, structure, adenovirus (human) 2 942. 

replicating, SV40, association-histone 1756. 

replicating/non-replicating, repair following UV-irradiation 
5100. 

replicating/recombining, phage T7, purification/ 
characterization, infected Escherichia coli 3531. 

replication, adenovirus (human) 2, biosynthesis-infected 
histone, KB cell synthesis 3653. 

replication, adenovirus (human) 5, initiation mechanism 4474. 

replication, African swine fever virus, inhibition- 
phosphonoacetic acid, infected Vero cell 3966. 

replication, BHK cell, stimulation-diadenosine 
tetraphosphate 2558. 

replication, bovine rhinotracheitis virus 2379. 

replication, CHO cell, effect of mercuric chloride 1048. 

replication, CHO cell/HeLa cell/L cell, effect of protein 
biosynthesis inhibition 1052. 

replication, control-gene (cdc), Saccharomyces cerevisiae 
1620. ; 

replication, direction, Physarum polycephalum replicon 5990. 

replication, Drosophila 1575. 

replication, during cell cycle, Allium cepa 507. 

replication, during meiosis, Schizophyllum commune 5076. 

replication, human amniotic fluid, time pattern 5993. 

replication, H1 virus, localization-infected SV40-transformed 
human kidney cell 1573. 

replication, in vivo, plasmid ColE1 3218. 

replication, UV-irradiation-treated herpes simplex virus 1, 
BSC-|I cell 3571. 

replication, Kilham rat virus 5981. 

replication, mechanism, polyoma virus 3946. 

replication, nonpermissive temperature, plasmid Rts! 1569. 

replication, palindrome-primed, review 1246. 

replication, parvovirus LullI, Brij-58 lysed NB cell 6002. 

replication, phage A, nitrous acid-induced deletion 988. 

replication, phage A, review 3697. 

replication, phage A, role-gene (O)/gene (P) product 3965. 

replication, phage M13, electron microscopy 1570. 

replication, phage M13, rolee-DNA polymerase I-associated 
nuclease (exo) 1087. 

replication, phage PM2, localization-infected Pseudomonas 
membrane 4483. 

replication, phage P2, strand-specific breakage 3945. 

replication, phage T4, role-gene (dar) 5183, 5184. 

replication, phage T4-infected Escherichia coli , relationship- 
early RNA biosynthesis 5734. 

replication, phage 52HJD-infected Staphylococcus aureus 
992. 

replication, phagegX 174, in vitro, uracil excision-repair, 
during 5101. 

replication, Pisum sativum , relationship-DNase activity 
during germination 3935, 4003. 

replication, protein biosynthesis requirement, vaccinia virus 
4484, 

replication, Proteus mirabilis plasmid ROR12 3196. 

replication, R factor, regulation, Escherichia coli K12 5081. 

replication, regulation, role-gene(dnaA) production, 
Escherichia coli K12 2397. 

replication, relationship-histone biosynthesis, vicia faba 
embryo during germination 5080. 

replication, Rhizobium trifolii chromosome 986. 
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replication, SV40. effect of adenovirus (human) 2 6003. 

replication, SV40. Okazaki fragment biosynthesis during, 
asymmetry 1034. 

replication. SV40, Okazaki fragment growth direction, during 
5980. 


replication. SV40. transformed hamster kidney cell, induction- 


y-irradiation/mitomycin C 6019. 

replication, temperature-sensitive mouse L cell 1576. 

replication, Tetrahymena pyriformis macronucleus 5985. 

replication, vaccinia virus 996. 

replication, vaccinia virus, model 1571. 

replication, varicella zoster virus, inhibition-phosphonoacetic 
acid 1618. 

replication, Zea mays root cap 985. 

replication-associated pyrimidine nucleotide (deoxyribo) 
biosynthesis, inhibition-mitomycin C/proflavine, phage T4 
990. 

replication complex, DNA polymerase properties, adenovirus 
(human) 2 994. 

replication complex. isolation/properties, adeno-associated 
virus 1 995. 

replication cycle, phage 9X 174, electron microscopy 3162. 

replication cycle. termination, Escherichia coli 2742. 

replication fork, Escherichia coli , Okazaki fragment 
formation, effect of dUTP 2182. 

replication/function during synchronous growth, 
Tetrahymena pyriformis 2019. 

replication/gene transmission, Chlamydomonas reinhardtii 
chloroplast, effect of uridine (5-fluorodeoxy) 1850. 

replication initiation, Drosophila melanogaster , inhibition-a- 
amanitin 3954. 

replication initiation, role-gene (dnaA)/gene (dnaC), 
Escherichia coli K12 3189. 

replication intermediate, Drosophila , size determination 451]. 

replication origin, phage fd, nucleotide sequence 2345. 

replication origin, plasmid ColE1, nucleotide-nucleotide 
(deoxyribo) linkage 3163. 

replication origin, polyoma virus, nucleotide sequence, 
comparison-SV40 2350. 

replication origin, Proteus mirabilis R factor composite 
plasmid 4988. 

replication origin containing SV40 variant, construction 3984. 

replication pattern, Escherichia coli PAT 84 3940. 

replication site, normal/SV40-transformed BALB/c 3T3 cell 
1565. 

replication system, adenovirus (human) 2, characterization 
2836. 

replication unit, Chinese hamster cell, enrichment/electron 
microscopy 6060. 

replicative form, coliphage M13, electron microscopy 1533. 

replicative form, phage G4, synthesis 2749. 

replicative form, phage G4, synthesis, origin 2714. 

replicative form. phage G4, 3'-terminal location 933. 

replicative intermediate, maturation, effect of cycloheximide, 
Tetrahymena pyriformis 4506. 

resistance-restriction endonuclease, role-gene 2 product, 
phage T4 2799. 

resolution-caesium trichloroacetate 3426. 

restriction endonuclease cleavage analysis, comparison- 
rabbitpox virus/cowpox virus/vaccinia virus/ectromelia 
virus/fowl pox virus 1535. 

restriction endonuclease EcoRI fragment, Escherichia coli , 
separation-electrophoresis 1490. 

restriction endonuclease EcoRI fragment analysis, Bacillus 
cereus , transcription during spore growth 5934. 

restriction endonuclease F factor fragment, containing, 
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plasmid, construction/analysis 5177. 

restriction endonuclease fragment, globin gene sequence- 
containing, human, normal/thalassaemia 3184. 

restriction endonuclease fragment, joining-phage T4 DNA 
ligase 5287. 

restriction endonuclease fragment, molecular weight 
distribution, pigeon/Escherichia coli 952. 

restriction endonuclease fragment mapping, use- 
Pseudomonas BAL-31 DNase(exo) 4561. 

restriction endonuclease mapping, Agrobacterium 
tumefaciens plasmid pTi-B6-806 4982. 

restriction endonuclease mapping, review 1251. 

restriction endonuclease mapping. SV40 temperature- 
sensitive mutant recombination 1652. 

restriction endonuclease target site distribution, phage g29/ 
phage g15/phage M2/phage Nf 1528. 

restriction fragment, hybridization-phage T7 RNA 
polymerase product 1112. 

restriction fragment, transformation-Escherichia coli 2422. 

reversal-structure change following inhibition-U V-irradiation- 
induced repair 4409. 

reversible unfolding, model 4276. 

Rhizobium , transformation-A zotobacter vinelandii nitrogen 
fixation-defective mutant 5186. 

Rhynchosciara americana chromosome puff, coding- 
salivary gland secretion polypeptide 3992. 

RNA covalent linkage, identification-SV40 replicating DNA 
2017. 

RNA hybrid, assay method 4804. 

RNA hybrid, stability-perchlorate/trichloroacetate solution 
4275. 

RNA polymerase binding site, localization, electron 
microscopy 5237. 

rod-like, transient electric dichroism 3143. 

role-Streptococcus pyogenes zonal resistance-lincocmycin 
5156. 

Saccharomyces cerevisiae , binding-xanthene/diazene/ 
acridine 2316. 

Saccharomyces cerevisiae , effect of TMP starvation 2550. 

Saccharomyces cerevisiae chromosome, reiterated sequence 
5055. 

Saccharomyces cerevisiae plasmid, characterization 4985. 

Salmo gairdnerii , protamine gene amplification 2362. 

Salmonella typhimurium /Escherichia coli , damage- 
chloramphenicol 383. 

secondary structure, Candida tropicalis , effect of N-methyl- 
N/-nitrosoguanidine/N-methyl-N'-nitrosourea/N-ethyl-N'- 
nitrosourea 959. 

secondary structure, effect of base sequence 3510. 

secondary structure, effect of dimethyl sulphate 2317. 

secondary structure, effect of water 4423. 

sedimentation, computer programme 418. 

sedimentation pattern, determination 4414. 

sedimentation properties, HeLa cell, effect of lucanthone 914. 

segment, plasmid TOL, transposition/expression 6101. 

segment, translocating, terminal, role-plasmid structure 
evolution 5171. 

segregation, Clostridium botulinum spore, autoradiography/ 
electron microscopy 3975. 

separation, use-electrophoresis 4383. 

separation chromatin, use-isopycnic centrifugation 2891. 

sequence, cytomegalovirus, detection-human colon 
adenocarcinoma 3974. 

sequence, detection-cytosine (5-methyl) 3706. 

sequence, Epstein-Barr virus, integrated, human lymphoma 
cell line 3536. 

sequence, Escherichia coli insertion sequence IS integration 
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site 3917. 
sequence, human chromosome Y 3930. 
sequence, inverted repetitive region, yeast plasmid 1526. 
sequence, retrovirus, occurrence-Saimiri sciureus /Mephitis 
mephitis /Spilogale putorius 4930. 
sequence, SV40 defective genome 5017. 
sequence analysis, adenovirus (human) 2-SV40 hybrid 3534. 
sequence analysis, computer programme 412, 413, 2700. 
sequence analysis, method 2337. 
sequence analysis, trypanosomiasis diagnosis, review 2920. 
sequence analysis, use-codon-anticodon interaction 922. 
sequence analysis, use-DNA polymerase I repair reaction 
pyrimidine oligonucleotide primer 3516. 
sequence determination method 1519. 
sequence distribution, relationship-genetic code 5397. 
sequence homology, Aneides 5960. 
sequence homology, phage A/g80/g81 2707. 
sequence homology determination method 924. 
sequence organization, Achiya bisexualis 2008. 
sequence organization, Gallus domesticus genome 3180. 
sequence organization, human chromosome Y 6283. 
sequence organization, Petroselinum sativum 2736. 
sequence organization, soybean 4469. 
sequence recognition, protein, review 1249. 
sequence-specific cleavage-neocarzinostatin/bleomycin 342. 
single-stranded, A-form/B-form, helix geometry 1989. 
single-stranded, antibody activity, Schistosoma japonicum - 
infected rabbit 593. 
single stranded, chick embryo cell, characterization- 
transcription site 4458. 
single-stranded, complex formation-adenovirus (human) 5 
DNA-binding protein 5355. 
single-stranded, cross-linking-phage M13 DNA-binding 
protein, Escherichia coli UV-irradiation 1223. 
single-stranded, enrichment-virus-specific region, avian 
myeloblastosis virus-infected chicken cell 1555. 
single-stranded, interaction-Escherichia coli protein (w) 
4659. 
_ single-stranded, mycoplasmavirus, electron microscopy 5933. 
single-stranded, phage G4, synthesis 2715. 
single-stranded, phage M13, UV-irradiation cross-linking- 
DNA-binding protein 2904. 
single-stranded, phage M13, methylation, introduction- 
restriction endonuclease cleavage site 5906. 
single-stranded, phage M13, transcription-Escherichia coli 
RNA polymerase, effect of Escherichia coli DNA-binding 
protein 1224. 
single-stranded, removal-mouse, mechanism/kinetics 3849. 
‘single-stranded breakage, acetoxyacetylaminofluorene/ 
methyl methanesulphonate, human lymphoid cell, detection 
395. 
single-stranded breakage, analysis method 3881. 
single-stranded breakage, Chinese hamster cell, dependence- 
radiation quality 1606. 
‘single-stranded breakage, hypoxic mammalian cell, effect of 
misonidazole 5120. 
single-stranded breakage, UV-irradiation-induced, 


Escherichia coli , DNA polymerase I-mediated repair 4576. 


single-stranded breakage/repair, X-irradiation-induced, 
during cell cycle, HeLa cell 1598. 

single-stranded/double-stranded, antibody, simultaneous 
assay 4598. 


_ single-stranded fragment, review 632. ; 
_ single-stranded phage, growth-Escherichia coli replication 


F 


mutant 5999. 
single-stranded-specific, endonuclease, KB cell, purification/ 
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characterization 2445. 

site-specific, restriction endonuclease, Staphylococcus aureus 
, isolation/characterization 6154. 

site-specific deletion, plasmid pSC105, effect of-ampicillin 
resistance element insertion 4530. 

small circular, Saccharomyces cerevisiae , analysis 962. 

soil, effect on Hordeum vulgare 3235. 

solution, dielectric relaxation 4977. 

solution, terbium ion fluorescence 787. 

spacer, heterogeneity, nucleosome 2886. 

specific sequence, detection, Saccharomyces cerevisiae 5951. 

spermatozoa, interaction-nuclear protein, mechanisms 645. 

spin label perturbation effect, assay-reverse transcriptase 
6205. 

spin-labelling, review 1237. 

Spinacea oleracea , characterization 2367. 

Spinacia oleracea chloroplast, rRNA gene mapping 5071. 

spleen necrosis virus, integration site, infected chicken cell 
DNA 6111. 

staining, acridine orange 1478. 

Staphylococcus aureus plasmid, isolation 5831. 

Stenodus , structure, comparison-Leucichthys/Coregonus / 
Prosopium / 5059. 

strand breakage, induction-1,3-bis(2-chloroethyl)-1- 
nitrosourea, normal/transformed human cell 1981. 

strand breakage, induction-hydroxyurea, during replication, 
mammalian cell culture 1517. 

strand breakage, irradiated Chinese hamster cell, effect of 
oxygen concentration 1508. 

strand breakage, irradiation-induced, eukaryote, review 1243. 

strand polarity, during conjugation, Escherichia coli K12 
4450. 

Streptococcus , base composition 2355. 

Streptococcus mutans plasmid, characterization 5887. 

Streptomyces , isolation method 3498. 

Streptomyces coelicolor , genome size, determination 4452. 

structural integrity, radiosensitivity, Escherichia coli , 
relationship-DNA biosynthesis/protein biosynthesis 4504. 

structure, cauliflower mosaic virus 5035. 

structure, chromatin, Raman spectra 5883. 

structure, Drosophila melanogaster 966. 

structure, Epstein-Barr virus 940. 

structure, lymphocyte, effect of y-irradiation 2325. 

structure, model 1524. 

structure, review 1232. 

structure, Triticum , effect of hardening/freezing 5975. 

structure/function, history, book review 4096. 

structure/function, review 4109. 

structure/physical properties, comparison-Ehrlich ascites cell/ 
mouse 457. 

structure/properties, book review 2502. 

subunit structure, adenovirus mRNA gene 943. 

supercoiled, dissociation-nuclear protein, human cell 2485. 

supercoiled, HeLa cell nucleoid 4468. 

supercoiled, yeast chromosome, electron microscopy 620. 

superhelical, Escherichia coli , relaxation-coumermycin 3543. 

superhelical, HeLa cell nucleoid, binding-ethidium 3887. 

superhelical, phage.gX 174, effect of bleomycin 5849. 

superhelical structure 417. 

superhelix, conformation 3509. 

superhelix density/unwinding angle, measurement 5880. 

superstructure, chromatin 4081. 

SV40, T-antigen carboxyl terminal coding region, nucleotide 
sequence 4445, 

SV40, binding/transcription-Escherichia coli RNA 
polymerase 1705. 

SV40, cleavage-Thermus aquaticus restriction endonuclease 
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Taq I 3910. 

$V 40. closed circular/superhelical. interaction-histone H1 
4612. 

SV40. complex-histone, characterization, use-4,5’,8- 
trimethylpsoralen 5311. 

SV40. effect on Xenopus laevis oocyte extract 3593. 

SV40. interaction, DNA-unwinding protein 1797. 

SV40. modification-N-cyclohexyl-N’-B-(4- 
methylmorpholinium) ethylca, effect on in vitro transcription 
1984. 

SV40. nucleotide sequence 3535, 5029. 

SV40. oncogenicity-Syrian golden hamster 1055. 

SV40, properties, review 4664. 

SV40. restriction endonuclease EcoRII-F/EcoRII-H 
fragment. nucleotide sequence 5921. 

SV40. restriction endonuclease fragment Hind-F-Eco RI, 
nucleotide sequence 4444. 

SV40, restriction endonuclease Hind-G fragment, nucleotide 
sequence 4447. 

SV40. restriction endonuclease HinDII/HinDIII-G fragment. 
nucleotide sequence 5922. 

SV40, restriction fragment preparation, agarose gel 
electrophoresis 3126. 

SV40, superhelical density, effect of sodium deoxycholate 
extraction, CV1 cell 5019. 

SV40. T antigen-related protein binding site 2347. 

SV40, transcription-BSC-1 cell 294. 

SV 40, transcription-transformed 3T3 cell 841. 

SV40. transcription-translation, Xenopus laevis oocyte 1653. 

SV40 deletion mutant. physical properties/genetic analysis 
ZINA, 

SV40 genome, structure 3915. 

SV40 variant, comparison 3167. 

synthesis, phage fd/phage 9X 174 template, priming- 
oligonucleotide 1314. 

template, hydrolysis-phage T5 induced DNA polymerase, 
primer oligonucleotide-mediated inhibition 1667. 

5'-terminal, occurrence-ribonucleotide, Escherichia coli 
polAex2 2724. 

3’-terminal analysis, following y-irradiation, thymocyte 1509. 

terminal redundant region, phage T7, role-phage production 
2787. 

terminal sequence. Oxytricha macronucleus 2003. 

termination-replication cycle, Bacillus subtilis , temperature- 
sensitive mutant 2741. 

Tetrahymena pyriformis macronucleus, characterization 
5948. 

thermal denaturation, effect of copper ion 5881. 

thermal stability/renaturation kinetics, urea/formamide 
solution 420. 

Thermoactinomyces vulgaris , incorporation-exogenous 
thymidine 1846. 

Thermus flavus /Thermus thermophilus , isolation/ 
characterization 4453. 

Thermus genus, base composition 3171. 

thymidine incorporation, rat/mouse liver, inhibition- 
chloroquine/primaquine/ethidium 3575. 

tolerance-mouse, mechanism 1171. 

transcript, early, herpes simplex virus 1, mapping, electron 
microscopy 4281. 

transcription, BK virus, Escherichia coli RNA polymerase 
3264. 

transcription. late, phage A, depression-Escherichia coli 
minicell 849, 

transcription. Lycopersicon 5341. 

transcription, rat, effect of reassociation 281. 
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transcription, regulation/transcript location, herpes simplex 
virus | 833. re 

transcription, Trypanosoma cruzi , effect of ellipticine (9- 
hydroxy) 1439. 

transcription/replication, localization, adenovirus (simian) 7 
6050. 

transcription/replication, template activity, SV40, monkey 
cells 3462. 

transcription/translation, Xenopus laevis oocyte following 
injection 5383. 

transducing phage A, restriction endonuclease EcoRI 
cleavage mapping 3522. 

transfer, effect of phage T7 superinfection-Escherichia coli 
6077. 

transfer, Escherichia coli conjugation, limitation-colicin I 
specified protein 3232. 

transforming, Bacillus subtilis , photodynamic action- 
fluorescein 2414. 

transforming, degradation-Haemophilus influenzae 
endonuclease Hin 1669. 

transforming, nonintegrated, complex-Bacillus subtilis 
component 2054. 

transition temperature, effect of dimethylnitrosamine/ 
diethylnitrosamine, rat liver 3665. 

transposon, characterization 6102. 

Triticum , incorporation-cytosine (5-methyl) 2928. 

tritium-labelled, assay, filter-disc method 883. 

Trypanosoma brucei kinetoplast, isolation/characterization 
3499, 

turnover, Hordeum vulgare aleurone layer, effect of 
gibberellic acid 485, 515. 

turnover, measurement, tumour-bearing mouse, use-iodine- 
125-labelled uridine (deoxy) 494. 

unintegrated, Harvey murine sarcoma virus, helper 
independent transformation 3242. 

unintegrated, mammary tumour virus, production-infected 
tat hepatoma cell, effect of dexamethasone 6015. 

unwinding, induction-psoralen derivative photoaddition 4402. 

unwinding-phage M13 gene (V) protein, NMR 1792. 

uracil-conaining, phage T4, biosynthesis/properties 2369. 

uracil-containing, Escherichia coli , excision-repair, role- 
dUTPase 3950. 

uridine (bromodeoxy)-substituted, production during branch 
migration, human lymphoid cell 3225. 

uridine (S-bromodeoxy)-tolerant tobacco tumour, 
incorporation-uridine (S5-bromddeoxy) 4471. 

uridine(5-bromodeoxy)-substituted, Escherichia coli /rat 
myoblast, effect on #-galactosidase gene expression 2543. 

uridine(S-bromodeoxy)-substituted, interaction nonhistone 
protein 1194. 

use-chromatography (affinity), review 4106. 

vaccinia virus, repetitive nucleotide sequence 939. 

vaccinia virus, restriction endonuclease analysis 5018. 

vaccinia virus, topography 438. 

varicella zoster virus, analysis, use-restriction endonuclease 
cleavage 435. 

varicella zoster virus, characterization 434. 

vector, phage A, construction/characterization 6106. 

Vibrio , reassociation kinetics 446. 

Vicia faba /Vicia sativa , reassociation kinetics 2014. 

wheat, methylated sequence content, effect of germination 
5971. 

wheat germ, methylation/renaturation kinetics 5972. 

Xenopus laevis , isolation-rRNA gene 4947. 

Xenopus laevis , methylation pattern symmetry 3178. 

Xenopus laevis oocyte rRNA 5S gene, isolation/ 
characterization 968. 
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Zea mays ovule, histochemical localization 1391. 

5S, cloned. transcription-RNA 5S, Xenopus laevis oocyte 
4538. 

DNA-binding protein, 

adenovirus (human) 5, complex formation-single-stranded 
DNA 5355. 

adenovirus (human) 5, role-gene expression regulation 2500. 

characterization, carcinogen-transformed mouse cell 4091. 

characterization. psoriasis 2146. 

characterization, vaccinia virus-infected mouse L cell 2142. 

chromatography, xeroderma pigmentosum fibroblast 4655. 

DNA polymerase a-associated, detection, regenerating rat 
liver 5358. 

Escherichia coli , catalysis-DNA reassociation, polyamine- 
dependence 1795. 

Escherichia coli , effect on phage M13 single-stranded DNA 
transcription-Escherichia coli RNA polymerase 1224. 

Escherichia coli /phage fd, interaction-DNA, 
characterization 6308. 

HU. Escherichia coli, amino acid sequence 4654. 

UV-irradiation cross-linking-phage M13 single-stranded 
DNA 2904. 

isolation/characterization, psoriasis 2145. 

phage A protein(cro), properties/structure 1222. 

phage M13, cross-linking-single-stranded DNA, Escherichia 
coli UV-irradiation 1223. 

phosphorylation-protein kinase, adenovirus (human) 5 5354. 

purification/characterization, Escherichia coli carrying 
plasmid Adv 2143. 

purification/characterization, rat spermatocyte 622. 

P8, mammalian, identification-glyceraldehyde3-phosphate 
dehydrogenase 1796. 

rat liver chromatin, characterization 5357. 

synthesis, adenovirus (human) 12 2905. 

vaccinia virus replication complex, characterization 6306. 

vaccinia virus replication complex, isolation/characterization 
2906. 

DNA biosynthesis, 

activated lymphocyte, measurement 5996. 

activation, rat heart, following infarction 2776. 

activity, human sideroblastic anaemia 4340. 

adenovirus (human) 5, mechanism 2751. 

adenovirus (human) 5 host range mutant, HeLa cell/KB cell 
6010. 

adrenocortical tumour cell, effect of serum/pituitary factor/ 
ACTH 1583. 

adult rat liver regeneration, stimulation-weanling rat liver 
extract, effect of light 3969. 

Africa green monkey kidney cell, inhibition-aflatoxin B1 
1601. 

Agrostemma githago /Vaccaria pyramidata , effect of 
hydroxyurea 6074. 

airborne Serratia marcescens 975. 

Alytes obstetricans , effect of thyroxine treatment 3202. 

Anthonomus grandis , inhibition-dimilin 2398. 

Aspergillus nidulans conidium, effect of temperature 2046. 

assay, evaluation, bovine lymphocyte 4214. 

assay, human fibroblast cell culture 467. 

association-cell shape, cell culture 3943. 

association-mutation frequency, SV40 475. 

association-polyamine content during cytokinin-induced 
Cucumis sativus growth 4314. 

autoradiography, human 4479. 

avian retrovirus, role-5'-terminal repetitive RNA 5093. 

Bacillus popilliae , during growth 2370. 

Bacillus subtilis , detergent treated 5128. 


Bacillus subtilis , initiation/regulation, review 4682. 

Bacillus subtilis , relationship-glucose starvation 5130. 

Bacillus subtilis temperature-sensitive mutant 2371. 

bacteria, Cooper-Helmstetter theory 3939. 

bacteria, effect of nitrofuran, review 4108. 

BALB/c 3T3 cell, transition, plasma dependence 4519. 

BHK cell/HEp cell, effect of chromic chloride/potassium 
dichromate 3224. 

BHK-21 cell, effect of potassium dichromate 2053. 

Blaberus , effect of inokosterone moulting hormone/ 
mitomycin C 5096. 

bone marrow, effect of polycythaemia erythrocytic inhibitor 
5145. 

breast carcinoma, effect of uracil(<5->fluoro)/uridine(<5- 
>fluoro<-2'->deoxy) 303. 

Caenorhabditis elegans mutant 3942. 

calf thymus, inhibition-captan 6065. 

Calliphora vicina , effect of ecdysterone/methoprene 4485. 

Capsicum annuum seedling, effect of y-irradiation 1616. 

Caulobacter crescentus , regulation-initiation/elongation 
4851. 

cell culture, control 5997. 

cell culture, effect of carcinogen, electron microscopy 1600. 

CELOvirus, chick embyro fibroblast, cell cycle dependence 
5091. e 

characterization, in vitro, HeLa cell 2746. 

chick embryo, association-histone H5 6056. 

chick embryo fibroblast, effect of adriamycin 3579. 

chick embryo fibroblast, effect of bisulphite 5151. 

chick embryo fibrobiast, effect of magnesium ion 491. 

chick lymphocyte, induction-mitogen, effect of interferon 
Sius5: 

Chinese hamster cell, inhibition-methyl methanesulphonate 
6033. 

Chironomus thummi , association-nuclear membrane 2744. 

Chlamydomonas reinhardtii , inhibition-histone 3220. 

CHO cell, effect of X-irradiation 6040. 

chondrocyte, stimulation-oscillating electric field 4522. 

chromosome XO, human lymphocyte 2402. 

circadian rhythm, rat thymus gland/liver/spleen/myocardium 
464. 

Clostridium saccharoperbutylacetonicum , inhibition- 
clostocin O 5104, 5106. 

complementary-vitellogenin mRNA, 3'-terminal/internal 
initiation site, Xenopus 4846. 

complex, association-adenovirus (human) 2 early protein 
1578. 

complex, isolation-human sperm 2020. 

cytomegalovirus, association-protein biosynthesis 5596. 

cytomegalovirus (murine), infected non-permissive mouse 
fibroblast 1001. 

cytomegalovirus-infected 3T3 cell 6001. 

defect, anaemia (megaloblastic), review 10. 

defective, adenovirus (human) 3, HeLa cell 3947. 

detection during S phase, use-tritiated thymidine, cell culture 
3565. 

determination, mouse pinna skin epidermis/sebaceous gland 
465. 

duration, Chrysanthemum segetum shoot apex, 
determination 3944. 

during arginine deprivation, KB cell 1634. 

during cardiogenesis, sinoatrial node/atrioventricular node, 
mouse heart 466. 

during differentiation, rat cardiac, DNA polymerase a 
association-nuclear membrane 5992. 

during differentiation, sperm cell 1625. 

during myocardium development, mouse/rat 4477. 
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during Owenia fusiformis development 5077. 

during Polytrichum chloroplast replication, effect of light 
1454. 

during rat cerebellum development, effect of hypothyroidism 
1004. 

during reepithelization, rat epithelium, measurement 5137. 

during Saccharomyces cerevisiae cell cycle 979. 

during spore outgrowth, Clostridium botulinum 3967. 

effect of, phytohaemagglutinin stimulation during amino acid 
starvation, human lymphocyte 1349. 

effect of age, rat Purkinje cell 1041. 

effect of aurintricarboxylic acid fractionation component 
S217: 

effect of bis(thiosemicarbazonato)-copper(II) complex, 
Ehrlich ascites tumour cell 2408. 

effect of carcinogen 6046. 

effect of cerulenin, Streptococcus faecalis 3951. 

effect of chronic Mason-Pfizer monkey virus infection, 
monkey cell culture 6005. 

effect of complete darkness, rat visual centre 1044. 


effect of coumarin derivatives, Ehrlich ascites carcinoma 864. 


effect of croton oil + benzo(a)pyrene, mouse epidermis 2392. 

effect of trans-cyclopropylbis(diketopiperazine) 5119. 

effect of cytosine (<5->fluoro), Candida albicans / 
Cryptococcus neoformans /Aspergillus fumigatus 479. 

effect of daunorubicin(4-demethoxy)/adriamycin(4- 
demethoxy) derivative, relationship-cytotoxicity, HeLa cell 
1613. 

effect of intermittent high altitude hypoxia, rat ventricular 
myocardium 499, 

effect of lymphocyte-activating factor, phytohaemagglutinin- 
stimulated lymphocyte 1010. 

effect of mitomycin C, cell culture 3961. 

effect of N-niroso compound, rat oesophagus epithelium 
2778. 

effect of nuclear protein ADP-ribosylation, chick embryo/ 
chicken liver 4508. 

effect of nucleoside (deoxyribo), phage T4-infected cell 4147. 

effect of paraquat/diquat, rat lung 1623. 

effect of partial hepatectomy, rat lymphoid cell 1624. 

effect of phorbol derivatives, mouse fibroblast 1050. 

effect of prednisolone, human lymph node 1946. 

effect of progesterone/oestrogen, pregnancy-dependent 
mouse mammary tumour 480. 

effect of radioactivity, chronic rheumatism, human 2760. 

effect of renotrophic factor, rat kidney 481. 

effect of starvation, Tetrahymena pyriformis 2045. 

effect of 12-O-tetradecanoylphorbol-13-acetate/12- 
Ohexadecanoylphorbol-13-acetate/dexamethasone/ 
fluocinolone acetonide, mouse skin 2777. 

effect of thromboxane B2/<6->ketoprostaglandin Fla, 
fibroblast 482. 

effect of thyrocalcitonin/hypoxia, regenerating skin 1617. 

effect of vinyl chloride/chloroethylene oxide/ 
chloroacetaldehyde, rat 500. 

Ehrlich ascites carcinoma, inhibition-2,5-diamino-1,4- 
naphthoquinone imine 1514. 

Ehrlich ascites cell 4481. 

Ehrlich ascites cell, effect of Ehrlich ascites cell extract 1032. 

Ehrlich ascites cell, effect of freezing 1615. 

Ehrlich ascites cell, effect of X-irradiation 2542. 

Ehrlich ascites cell isolated nucleus, effect of ATP analogue 
1636. 

Epstein-Barr virus-infected human lymphocyte, effect of 
phosphonoacetic acid 3200. 

error-free, Escherichia coli DNA polymerase I 3628. 


error-free, role-DNA-enzyme interaction 3936. ¢ 

erythroleukaemia, comparison-pernicious/sideroblastic 
anaemia 5144. 

Escherichia coli , effect of polyamine deficiency 4505. 

Escherichia coli , effect of quindoxin/quinoxaline-di-N-oxide 
5102. 

Escherichia coli , protein-independent mutant 4476. 

Escherichia coli , rate, regulation 2018. 

Escherichia coli B, during low growth rate 2767. 

Escherichia coli B/r, effect of nitrofuran derivate 5129. 

Escherichia coli mutant 5984. 

Escherichia coli temperature-sensitive mutant(dnaZ), effect 
of temperature 2396. 

Euglena gracilis chloroplast 3563. 

extracellular, following release-Rana esculata auricle 463. 

fidelity, effect of metal mutagen/carcinogen 2023. 

fidelity, effect of poly d(A-T) depurination, avian 
myeloblastosis virus DNA polymerase 1722. 

fidelity, role-base-pair replacement 2740. 

following yirradiation, effect of paracetamol, Escherichia coli 
1013. 

frog sartorius muscle, during regeneration 3221. 

Gallus domesticus wing muscle, during hypertrophy 3389. 

Gerris najas nurse cell, during development 4507. 

Glycine max embryo during germination, effect of rapid 
ageing 3227. 

granulopoiesis, human leukocyte 4515. 

Haemophilus influenzae /Escherichia coli , inhibition- 
haemocin 3583. 

hamster kidney cell, effect of city smog extract in vitro 6061. 

hamster lung, effect of nitrogen dioxide 497. 

HeLa cell, effect of TTP (2',3’-dideoxy) 4164. 

HeLa cell, inhibition-X-irradiation, effect of caffeine 2039. 

Helianthus annuus , rate/replicon properties 3194. 

Helianthus tuberosus , effect of thermal shock 3591. 

hepatoma cell culture, effect of pyruvate 495. 

herpes simplex virus, antiviral agent evaluation 6052. 

herpes simplex virus, BSC-1 cell, effect of hydroxyurea block 
1012. 

herpes simplex virus 1, cell-free system 1577. 

herpes simplex virus 1, effect of temperature-sensitive cell 
cycle mutant, BHK-21 cell 1619. 

herpes simplex virus 1, infected HeLa cell chromatin 3570. 

herpes simplex virus 1, infected XC cell 6009. 

herpes simplex virus 1, inhibition-adenine arabinoside 5483. 

herpes simplex virus 1-infected BHK cell, RNase (endo)/ 
RNase (exo) activity 5216. 

high-molecular weight, permeabilized L cell 469. 

Homalozoon vermiculare 5986. 

human B/T-lymphocyte, stimulation-Staphylococcus aureus 
protein A 5148. 

human bone marrow, effect of phenytoin 6067. 

human bone marrow cell, stimulation-NAD 4516. 

human diploid cell culture 468. 

human embryo lung cell, induction-cytomegalovirus 472. 

human fibroblast, stimulation-thrombin 4517. 

human fibroblast, stimulation-thrombin/trypsin/plasmin 503. 

human lymphocyte, effect of auranofin 2781. 

human lymphocyte, effect of phage infection 5086. 

human lymphccyte herpes simplex virus 1 infection 6012. 

human/mammalian cell culture, relationship-replication fork 
movement 207]. 

human mammary gland tissue explant, effect of oestradiol/ 
progesterone 3203. 

human melanocyte, effect of vitiligo therapy 5146. 

human tuberculosis lymph node 2374. 

in vitro, adenovirus (human) 2 275. 
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DNA biosynthesis,(continued) 
in vitro, adenovirus (human) 5 1579. 


- in vitro, effect of brain histone 2875. 


in vitro, herpes simplex virus 1, product structure/ 
degradation 1668. 

in vitro, polyoma virus, DNA chain asymmetry 1572. 

induction-herpes simplex virus, B lymphocyte, mouse 2750. 

infected cell, effect of heat-inactivated murine 
cytomegalovirus 6004. 

inhibition, mechanism, mengovirus 476. 

inhibition-amethopterin, Bacillus brevis 1035. 

inhibition-anthracycline 4953. 

inhibition-anti-idiotypic antibody, myeloma 3590. 

inhibition-a,-antitrypsin, human lymphocyte 5147. 

inhibition-clostocin O, Clostridium 
saccharoperbutylacetonicum 2766. 

inhibition-corticosterone, effect of progesterone, liver 
hepatoma 1008. 

inhibition-cycloheximide, mechanism, BALB/3T3 cell 489. 

inhibition-dimethylnitrosamine, regenerating rat liver 488. 

inhibition-Ehrlich ascites cell synthesis inhibition factor, 
stimulated lymphocyte 2754. 

inhibition-hydroxyurea/uridine (5-fluorodeoxy), effect on S- 
phase duration. Chinese hamster cell 6032. 

inhibition-immune lymphocyte, mixed lymphocyte culture 
504. 

inhibition-lepeptin/antipain, mouse uterus 1446. 

inhibition-methylglyoxal bis(guanylhydrazone)/a- 
methylornithine, lymphocyte 1046. 

inhibition-rat peritoneal macrophage 5142. 

inhibition-renal factor, rabbit kidney 1005. 

inhibition-ribavirin, chick embryo fibroblast 6068. 

inhibition-ribavirin, eukaryote cell 3963. 

inhibition- 12-O-tetradecanoyl-phorbol-13-acetate during 
mixed lymphocyte response 2406. 

inhibition-trasylol, mouse lymphocyte 1626. 

inhibitor, production-human T-lymphocyte 3587. 

initiation, inhibition-colchicine, regenerating rat liver 
hepatocyte/WI-38 cell/C3H cell 1632. 

_ initiation, regenerating rat liver, inhibition-colchicine 6062. 

initiation site, Rous sarcoma virus RNA, nucleotide sequence 
2618. 

UV -irradiation-induced, distribution-CHO cell metaphase 
chromosome 2021. 

UV-irradiation treated phage 9X 174, native/UV-irradiation 
treated Escherichia coli 2755. 

isolated Ehrlich ascites cell nucleus, effect of ATP, DNA 
characterization 1635. 

KB cell, effect of arginine deprivation 1633. 

kinetics, avian sarcoma virus-infected quail tumour cell 3569. 

kinetics, human lymphocyte, effect of phytohaemagglutinin 
stimulation 3588. 

kinetics, leukaemia blast cell 845. 

kinetics, rat lung, during high-altitude hypoxia 1621. 

- leukaemia cell, effect of methotrexate interaction- 

dihydrofolate reducatase 2785. 

Leydig cell, diethylstilbestrol-stimulated mouse testis 2773. 

Lucilia cuprina , during metamorphosis 3564. 

lymphocyte, effect of cryopreservation 6071. 

lymphocyte, effect of human mononuclear phagocyte 1630. 

lymphocyte, induction-fibroblast/leucocyte interferon, 
human 2401. 

lymphocyte, phytohaemagglutinin-induced, effect of L- 
cysteine hydrochloride 2403. 


_ lymphocyte, phytohaemagglutinin-treated, effect of trypsin/ 


cation 4520. 


: lymphocyte, regulation-adherent cell 1049. 


lymphocyte, regulation-concanavalin A-activated suppressor 
cell 2405. 

mammalian epidermis, effect of bleomycin 3212. 

measurement, use-thymidine metabolism 2372. 

mitogen-stimulated lymphocyte, comparison-adult/neonate, 
human 3970. 

mouse, effect of tumour-induced suppressor cell 5153. 

mouse, induction-isoproterenol, effect of age 2775. 

mouse adrenal gland tumour cell, effect of ACTH/AMP (8- 
bromocyclic) 1582. 

mouse ascites sarcoma cell, inhibition-aurintricarboxylic acid 
in vitro 1721. 

mouse bladder, effect of dibutylnitrosamine 4493. 

mouse bladder epithelium, effect of dibutylnitrosamine 2769. 

mouse bladder epithelium, effect of propylene glycol 5141. 

mouse bone marrow, effect of cytidine arabinoside 4513. 

mouse egg, during development 1627. 

mouse embryo, effect of hydroxyurea 6069. 

mouse epidermis, inhibition-clobetasone butyrate/clobetasol 
butyrate/clobetasol propionate 5097. 

mouse epidermis, inhibition-coal tar + UV-irradiation 3956. 

mouse leukaemia, effect of cannabinoid derivative 2784. 

mouse liver/spleen, effect of 1,10-phenanthroline 6057. 

mouse lung carcinoma, effect of cannabinoid 3226. 

mouse lung cell, during compensatory growth following 
pneumonectomy 2779. 

mouse B-lymphocyte, initiation-lipopolysaccharide, kinetics 
5152. 

mouse lymphoma cell, effect of nutrient depletion 1637. 

mouse L929 cell nucleus, role-DNA polymerase f 4578. 

mouse skin, 1-decanol-induced epidermal hyperplasia 5140. 

mouse spleen, effect of prostaglandin 4492. 

mouse spleen cell, stimulation-herpes simplex virus 3949. 

mouse submandibular salivary gland, effect of isoproterenol 
5138. 

mouse thymocyte 983. 

mouse thymus/spleen/liver/small intestine, effect of 
hydrocortisone hemisuccinate 1003. 

mouse uterus, effect of oil 6058. 

mouse uterus, following stimulation-decidual cell reaction 
4511. 

murine leukaemia virus, inhibition-poly(I) 160. 

mutant, Bacillus subtilis , effect on UV-irradiation mutability 
6023. 

Mycoplasma gallisepticum , cell division cytochalasin B 2765. 

Nicotiana tabacum explant 987. 

oncornavirus, in vitro 5982. 

oncornavirus, inhibition-poly (C) 5557. 

organ culture, effect of wound healing reaction 1629. 

Paramecium tetraurelia , effect of excess DNA 6053. 

permeable CHO cell 3566. 

phage a3, Escherichia coli replication mutant 2748. 

phage A, requirement-Escherichia coli gene (dnaJ)/gene 
(dnaK) 6000. 

phage @LLS55-infected Lactobacillus lactis 3568. 

phage 9X 174, in vitro, dependence-replicative form DNA 
462. 

phage 9X174, role-Escherichia coli gene(dnaB) protein 989. 

phage 9X 174, role-gene (dnaB protein 5087. 

phage gX174 DNA substrate, efect of UV-irradiation- 
induced mutagenesis 6018. 

phage SPO1 gene (31) temperature-sensitive mutant 6048. 

phage T4 recombination-deficient mutant 991. 

phage 2C, Bacillus subtilis 2378. 

phytohaemagglutinin-induced, mouse thymocyte/T- 
lymphocyte, effect of polymorphonuclear leukocyte protease 
5149. 
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DNA biosynthesis,(continued) 

phytohaemagglutinin-stimulated lymphocyte, effect of human 
serum, schizophrenia 502. 

phytohaemagglutinin-stimulated lymphocyte, effect of L- 
cysteine hydrochloride 2404. 

pituitary gland intermediate lobe immunoreactive cell culture 
1009. 

plant, book review 629. 

plasmid pSC101, gene(dnaA) requirement 2016. 

plasmid pXIr 11, Xenopus laevis egg enzyme system 3201. 

plasmid R6K, in vitro 5124. 

plasminogen activator-stimulated, 3T3 cell, relationship-cell 
morphology 3971. 

Platymonas striata , during cell division 3941. 

polyoma virus, effect of uridine (5-bromo-2'-deoxy) 3948. 

polyoma virus, inhibition-cytidine (2'-deoxy-2'-azido) 1294. 

polyoma virus, Okazaki fragment, initiation-DNA primase 
4593. 

potato tissue culture, role-kinetin 70. 

premeiotic, Lilium longiflorum euchromatin/ 
heterochromatin 471. 

quail ovary, during follicle formation 5134. 

Rana pipiens , development 5991. 

rat, effect of magnesium deficiency 2399. 

rat. following irradiation, effect of exogenous DNA 512. 

rat brain, during development 3190. 

rat brain, effect of thyroid deficiency during development 
6064. 

rat brain during development, effect of hydrocortisone/ 
ACTH/aldosterone/thyroxine 5098. 

rat cerebellum, during development, effect of thyroidectomy 
1002. 

rat colon epithelial cell 5078. 

rat granulation tissue, inhibition-dermal extract 5136. 

rat kidney/liver, effect of chlorphentermine/phentermine 
2050. 

rat liver, effect of dimethylbenz(a)anthracene/ 
diethylnitrosamine 2389. 

rat liver, effect of polyamine synthesis inhibitor 3222. 

rat liver, effect of protein diet following starvation 1622. 

rat liver chromatin 5079. 

rat macrophage, induction-inflammatory exudate, effect of 
dexamethasone 6059. 

rat mammary gland epithelium, normal/neoplastic, effect of 
hormone 1031. 

rat/mouse/guinea pig, effect of X-irradiation 3210. 

rat myocardium/skeletal muscle, effect of dipyridamole 2772. 

rat palate epithelium, effect of hypophysectomy 1628. 

rat pancreas 2373. 

rat pancreas, effect of bovine pancreatic polypeptide 1006. 

rat pancreas, effect of fasting/refeeding 2049. 

rat pituitary gland, effect of haloperidol/bromocriptine/ 
diethylstilboestro] 6016. 

rat prostate gland/seminal vesicle, effect of 4-nitro-3- 
trifluoromethylisobutyranilide 1427. 


rat skin, hexadecane-induced, association-AMP (cyclic) 4509. 


rat spleen/liver, effect of y-irradiation 1595. 

rat testis, stimulation-Panax ginseng root extract 5139. 

rat uterus, stimulation-oestrogen 6017. 

rat ventral prostate, effect of age 2400. 

rate, determination, synchronized cell culture 2747. 

rate, human Werner syndrome 1024. 

rate/duration, Zea mays 5998. 

Rausher leukaemia virus, infected mouse embryo fibroblast, 
effect of hydroxyurea 6051. 

regenerating rat liver, effect of methyl methanesulphonate/ 
dimethylnitrosamine 5116. 


regulation, human leukaemia lymphocyte 3223. 

regulation-dinucleoside polyphosphate, CHO cell 21 89. 

regulation-thymus factor, lymphocyte 1007. 

relationship-cell proliferation, during graft-versus-host/host- 
versus-graft reaction, rat 2047. 

relationship-DNA structural integrity/radiosensitivity, 
Escherichia coli 4504. 

relationship-genetic code/protein evolution 2739. 

relationship-late gene expression, phage T4 1067. 

relationship-nucleotide (deoxyribo), review 4107. 

relationship-ornithine decarboxylase activity, regenerating rat 
liver 2048. 

removal-associated RNA, phage T7 814. 

reovirus-infected L929 cell 6006. vA 

replicative form, defective, H1 virus, temperature-sensitive 
mutant 2060. 

replicative/unscheduled, effect of heparin 1631. 

requirement, Epstein-Barr virus. transformtion-human 
lymphocyte 999. 

reversibly permeable BHK cell 6072. 

Rhizopus stolonifer /Botryodipiodia theobromae , during 
spore germination 3823. 

tice coleoptile, effect of anoxia 505. 

role-parametric self-excitation 418. 

Saccharomyces cerevisiae , depressed mutant 5192. 

Saccharomyces cerevisiae , inhibition-8-hydroxyquinoline 
during meiosis 5133. 

Saccharomyces cerevisiae , initiation-RNA polymerase I 
6177. 

Saccharomyces cerevisiae cell cycle 5989. 

Saccharomyces cerevisiae sphaeroplast 978. 

single-stranded, phage @X 174, effect of chloramphenicol/ 
rifampicin 2384. 

Sorex araneus cell culture, S phase 5995. 

spontaneous/phytohaemagglutinin induced, lymphoid cell, 
comparison-adult/infant 2780. 

Staphylococcus aureus , temperature-sensitive mutant 5189. 

stimulation-angiotensin, bovine adrenocortical cell 2382. 

stimulation-calcium phosphate, 3T3 cell 5150. 

stimulation-colchicine/colcemid/vinblastine, mechanism, 
chick cell culture 1028. 

stimulation-cytochalasin B, proliferative epidermis/dermis 
cell 4512. 

stimulation-Panax ginseng extract, rat bone marrow 2771. 

stimulation-phage T4, temperature-sensitive Escherichia coli 
mutant 496. 

stimulation-phytohaemagglutinin, leukaemia cell 2409. 

stimulation-polyamine, Aspergillus nidulans 3585. 

stimulation-polyamine, inhibition-1,3-diaminopropane, 
regenerating rat liver 1042. 

stimulation-proinsulin, chick embryo fibroblast 1580. 

stimulation-spleen promotor cell, antigen-primed lymphoid 
cell, rabbit 1039. 

Streptomyces granaticolor , during spore germination 976. 

Strongylocentrotus purpuratus egg, effect of pH 1037. 

temperature-sensitive L cell mutant, assay 5994. 

temperature sensitivity, mouse germ cell 4510. 

termination, adenovirus (human) 2 3231. 

Tetrahymena , effect of cycloheximide 4776. 

transformed hamster cell, regulation-SV40 gene (A) product 
6014. 

transplanted foreign nucleus, Rana nigromaculata egg 6055. 

3T3 cell, control-platelet-derived growth factor 4518. 

3T3 cell, inhibition-cytidine (3'-deoxy) 4712. 

3T3 cell, initiation, association-epidermal growth factor/ 
calcium ion 6073. 

3T3 cell, role-phosphate during growth 2782. 
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DNA biosynthesis,(continued) 

unscheduled, induction-carcinogen, hepatocyte culture, 
collagen membrane 6044. 

unscheduled, induction-carcinogen, human skin epithelium 
6037. 

unscheduled, UV-irradiation-induced, xeroderma 
pigmentosum fibroblast 1051. 

Vero cell. effect of rinderpest virus infection 3464. 

Vicia . characterization 2022. : 

vitamin E-depleted lymphosarcoma depleted, effect of X- 
irradiation 2043. 

wheat embryo, effect of hydration/dehydration 5154. 

Yaba virus, host cell nucleus 474. 

yeast, sporulation 5075. 

Zea mays , effect of lindane 1638. 

12-O-tetradecanoyl-phorbol-13-acetate-induced, effect of 
fluocinolone acetonide, mouse epidermis 1038. 


DNA gyrase, 

activity, role-Escherichia coli gene (nalA) 2858. 
Escherichia coli , subunit purification 4590. 
Micrococcus luteus , mechanism, model 6222. 
relationship-Escherichia coli gene (nalA) product 2857. 


DNA ligase, 

activity, phage T4, effect of ATP analogue 5286. 

affinity-nucleotide/nucleotide (deoxyribo), chick embryo 
2A1S: 

chick embryo, purification/characterization 2476. 

phage T4, joining-DNA restriction endonuclease fragment 
5287. 


DNA methylase, 
activity. Escherichia coli /phage DDVI, effect of S-adenosyl/ 
S-uridyl/S-cytidyl/S-inosyl homocysteine 5288. 
activity, normal/regenerating rat liver 5289. 
activity, Rous sarcoma virus-associated 4592. 
adenine-specific, sequence specificity, phage T2 3276. 
Escherichai coli , fractionation/specificity 566. 
Escherichia coli B/K 12, isolation/comparison 3277. 
Escherichia coli K 12, site specificity/properties 4039. 
purification/characterization, Bacillus subtilis 1741. 
purification/characterization, Escherichia coli 1742. 
regenerating rat liver, purification/characterization 4591. 


DNA methylase EcoRI, 
overmethylation-DNA 4503. 


_ DNA N-glycosidase, 

aerosolized Escherichia coli , induction-ozone/cyclohexene 
1985. 

assay, Escherichia coli K12 mutant 6224. 

human, activity-normal/repair-deficient fibroblast 2475. 

Micrococcus luteus , purification/characterization 6223. 

requirement, repair-methyl methanesulphonate alk ylated 
phage PM2 DNA 1011. 


_DWNA nicking-closing enzyme, 
purification/characterization, Bacillus megaterium 3637. 
salmon testis, characterization 3278. 

DNA photoreactivating enzyme, 

‘Escherichia coli B/r, effect of uv-irradiation 3279. 

reaction-diketene 2859. 

‘review 4111. 

DNA polymerase, 

activity, cellular localization, Xenopus laevis oocyte/embryo 
£133. 

_ activity, chick oviduct, concentration progesterone 1716. 

activity, during development, Paracentrotus lividus 


f mitochondria 565. 
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activity, effect of age, potato tuber slice 564. 

activity, hepatitis B core antigen-associated 6192. 

activity, Hordeum seed, effect of age 6191. 

activity, mouse ascites sarcoma cell, inhibition- 
aurintricarboxylic acid in vitro 1721. 

activity, myotube culture 4021. 

activity, normal/inflammatory liver disease, hepatitis B 
surface antigen carrier 5290. 

activity, parvovirus (bovine)-infected spleen cell 5256. 

activity, pig aorta nucleus, effect of heparin/lysine-rich 
histone removal 4020. 

activity, potato tuber slice 574. 

activity, rabbit endometrium 5268. 

activity, rat bone marrow/spleen, effect of irradiation/ 
exogenous DNA 1715. 

activity, Streptococcus pneumoniae DNA-membrane 
fraction, stimulation-glycolipid 6194. 

activity during cell cycle, review 3693. 

adenovirus (human) 2 DNA replication complex, properties 
994. 

avian myeloblastosis virus, fidelity-DNA biosynthesis, effect 
of poly d(A-T) depurination 1722. 

bacterial, inhibitor, review 2504. 

characterization, Physarum polycephalum 2845. 

Chlamydomonas reinhardtii , characterization 3268. 

Chlamydomonas reinhardiii, purification/characterization 
3267. 

Cylindrotheca fusiformis . distribution/exoruclease activity 
1132. 

Cylindrotheca fusiformis , purification/characterization 1131. 

Dane particle, activation-potassium chloride/Nonidet P-40 
4022. 

Drosophila melanogaster , poly (A)/poly (dA) replication 
6190. 

effect on cell reproduction, during viral leukaemogenesis 
1718. 

eukaryote, review 5398. 

gene, identification, herpes simplex virus 2463. 

hepatitis virus B, inhibition-intercalating agent 2464. 

herpes simplex virus-induced, purificaton/properties 2835. 

herpes simplx virus | phosphonoacetic acid-resistant mutant, 
characterization 2465. 

identification, during chick embryo muscle cell differentiation 
566. 

induction-mitomycin C, rat fibroblast 3266. 

inhibition-chromomycin/olivomycin/bleomycin, review 3322. 

inhibition-distamycin A/netropsin, review 3318. 

inhibition-1,10-phenanthroline-copper ion complex 4567. 

interaction-dCMP hydroxymethylase, phage T4 1714. 

invertebrate eukaryote, properties, review 4105. 

isolation-mouse myeloma, use-heparin 6193. 

mammalian, inhibitor, review 2512. 

mammalian, review 3687. 

Mason-Pfizer monkey virus/avian myeloblastosis virus/ 
mammary tumour virus/Rauscher leukaemia virus, 
interaction-alkyl-agarose matrix 2837. 

mouse, effect of tumour-induced suppressor cell 5153. 

oncornavirus, detection, HEp-2 cell 3913, 4437. 

oncornavirus, inhibitor, review 1234. 

Petunia hybrida , transcription-bacterial DNA 1723. 

phage PBS2/phage T4/Bacillus subtilis , inhibition-dextran 
sulphate DNA contamination 5258. 

phage T4, biological properties, effect of amino acid 
substitution 1717. 

phage T5-induced, dead-end complex characterization 1720. 

phage T5-induced, primer template replication 1719. 

phage T5-induced, template DNA hydrolysis, primer 
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DNA polymerase,(continued) 
oligonucleotide-mediated inhibition 1667. 

phage T7, DNA product, characterization 5008. 

rat heart. activity during postnatal development 3269. 

sensitivity-phosphonoacetate, temperature-sensitive herpes 
simplex virus mutant 1130. 

simian sarcoma virus/human leukaemia lymphoblast, 
inhibiton-tilorone analogue 4023. 

stimulation-phage T7 gene (4) protein 5359. 


DNA polymerase(RNA-dependent), see Reverse transcrip tase, 


DNA polymerase a, 

activity. human fibroblast, DNA repair disease 5260. 

activity, inhibition-6-lapachone 4579. 

activity. mouse neuroblastoma cell during differentiation 
4028. 

activity, rabbit spleen cell, effect of concanavalin A 
stimulation 4026. 

activity. Winca rosea /Nicotiana tabacum crown gall 
tumour/A grobacterium tumefaciens 2466. 

activity during cardiac muscle differentiation, rat 2838. 

associated DNA-binding protein, detection, regenerating rat 
liver 5358. 

association-nuclear membrane, rat cardiac muscle 5992. 

calf thymus, purification/characterization 2840. 

detection/characterization, eukaryote cell nucieus 1726. 

eukaryote, inhibition-phosphonoacetate/phosphonoformate 
5263. 

heterogeneity 4027. 

inhibition-ATP arabinoside/CTP arabinoside, kinetics 1137. 

inhibition-melanin precursors 5262. 

inhibition-5-amino-1-formylisoquinoline thiosemicarbazone- 
copper ion/ferrous ion combination 1136. 

interaction-DNA-binding protein 647. 

localization, polyoma virus-infected mouse kidney cell 568. 

localization-Hemicentrotus pulcherrimus egg 1725. 

mouse myeloma, inhibition-TTP arabinoside/CTP 
arabinoside 6201. 

mouse myeloma, polynucleotide recognition 569. 

purification/characterization, human KB cell 3630. 

purification/characterization, human spleen 2846. 

regenerating rat liver, characterization 2839. 

replicating SV40 nucleoprotein complex-associated, 
characterization 4577. 

role-SV40 DNA replication 538. 

separation-adenovirus (human) 12 T-antigen 5257. 

separation-DNA polymerasef, method 6200. 

DNA polymerase f, 

activity, absence, Amoeba discoides 3272. 

activity, human fibroblast, DNA repair disease 5260. 

activity, mouse neuroblastoma cell during differentiation 
4028. 

activity, rabbit spleen cell, effect of concanavalin A 
stimulation 4026. 

combination-copper ion/ferrous ion, inhibition-DNA 
polymerase B/DNA polymerase a/RNA polymerase II/ 
RNA polymerase III 1136. 

detection/characterization, eukaryote cell nucleus 1726. 

Hemicentrotus pulcherrimus embryo, characterization 3271. 

human, in vitro activity, effect of manganese ion 2099. 

inhibition-ATP arabinoside/CTP arabinoside, kinetics 1137. 

inhibition-5-amino- 1-formylisoquinoline thiosemicarbazone- 
copper ion/ferrous ion combination 1136. 

localization-Hemicentrotus pulcherrimus egg 1725. 

mouse ascites cell, association-nucleosome 4029. 

purification/characterization, human spleen 2846, 

role-DNA biosynthesis, mouse L929 cell nucleus 4578. 

role-human KB cell mitochondrial DNA elongation 1727. 


separation-DNA polymerase a, method 6200. 

DNA polymerase y, 

activity, human fibroblast, DNA repair disease 5260. 

activity, rabbit spleen cell, effect of concanavalin A 
stimulation 4026. 

inhibition ATP arabinoside/CTP arabinoside, kinetics 1137. 

localization, rat liver 5266. 

mitochondrial, mouse EMT-6 cell, inhibition-intercalating 
drug 5261. 

occurrence-human platelet 3627. 

purification/characterization, chick embryo rucleus/ 
mitochondria 5264. 

purification/characterization, human spleen 2846. 

rat brain nucleus. comparison-synaptosomal mitochondria 
5265. 

DNA polymerase I, 

activity, effect of 9-aminoacridine/quinacrine/proflavine/ 
daunomycin 1724. 

associated-nuclease (exo), role-phage M13 DNA replication 
1087. 

Escherichia coli , effect of caffeine 6188. 

Escherichia coli , error-free DNA biosynthesis 3628. 

Escherichia coli , inhibition-aminoquinone derivative 2824. 

Escherichia coli , methylated adenine incorporation- 
polynucleotide, rate/frequency 5558. 

Escherichia coli , processivity 5259. 

Eschericia coli , exonuclease (3'-5’) activity, inhibition- 
nucleoside monophosphate 4024. 

mediated repair, UV-irradiation-induced single-stranded 
breakage, Escherichia coli DNA 4576. 

Proteus mirabilis , purification/characterization 6195. 

repair reaction, pyrimidine oligonucleotide primer, use-DNA 
sequence analysis 3516. 

role-alkylation-induced DNA repair, Escherichia coli K12 
3270. 

role-Escherichia coli <UV->irradiation recovery 567. 

role-UV-irradiation induced DNA excision-repair, toluene- 
treated Escherichia coli 6196. 

role-UV-irradiation induced DNA repair synthesis, toluene- 
treated Escherichia coli 6197. 

yeast, chemical properties, comparison-DNA polymerase II 
4575. 


DNA polymerase II, 
Escherichia coli , substrate specificity 4025. 
yeast, chemical properties, comparison-DNa polymerase I 
4575. 
Of 


DNA polymerase III, 

content during growth, Bacillus subtilis 1134. 

Escherichia coli , purification/subunit characterization 6198. 

Escherichia coli , substrate specificity 4025. 

role-DNA repair, following UV-irradiation/y-irradiation, 
Escherichia coli 6199. 

DNA primase, 

initiation-Okazaki fragment, polyoma virus DNA 
biosynthesis 4593. 

DNA-unwinding protein, 

attachment-3'-terminal nicked DNA 2909. 

characterization, mouse Ehrlich ascites cell 1798. 

Ehrlich ascites cell, mouse, characterization 1798. 

Escherichia coli, ATPase activity, characterization 1226. 

Escherichia coli, unwinding activity, characterization 1227. 

interaction-SV40 DNA 1797. 

Lilium , characterization 4656. 

Micrococcus luteus , purification/characterization 1793. 

phage T4, interaction-DNA/poly d(A-T) 3681. 

phage T4, interaction-poly (dA)/poly (dT)/poly d(A-T)/poly 
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DNA-unwinding protein,(continued) 
d(A-T), circular dichroism 3680. 

rat liver, interaction-SV40 nucleoprotein complex 3646. 

rat liver, purification/characterization 6310. 

renaturation-complementary single-stranded circular DNA 
2499. 

Saccharomyces cerevisiae , purification/characterization 
6309. 

DNase, 

see also Endonuclease, Exonuclease, Nuclease 

activity. Escherichia coli colicin E2, trypsin cleavage 6161. 

activity. Pisum sativum , relationship-DNA replication 
during germination 3935, 4003. 

activity, rat parotid, effect of metal ion 4004. 

activity, use-Staphylococcus identification 5228. 

activity/properties, Dendrophthoe falcata seed, during 
development 1089. 

Aspergillus niger , effect of y-irradiation 6135. 

Bacillus subtilis , purification/characterization 6151. 

bacterial, inhibition-pig intestinal tract substance 2443. 

Cancer pagurus / Helix aspersa , effect on rat liver 
chromatin. comparison-Escherichia coli endonuclease I 
2444. 

cellular, inhibition, induction-adenovirus (human) 5, infected 
KB cell 4005. 

cowpox virus/vaccinia virus, assay 3258. 

degradation-chick embryo chromatin 1199. 

effect on rat embryo 1105. 

electrophoresis, vertebrate spleen/leukocyte 1104. 

gene (recBC), role-phage g80 prophage induction, 
Escherichia coli 5229. 

high-molecular weight, Bacillus subtilis , properties 4559. 

human urine, purification/properties 2815. 

interaction-ligand, binding constant determination 6150. 

intracellular, activity during growth/cell division, Bacillus 
subtilis 4002. 

isolation/characterization, malt 1103. 

manganese-stimulated, production during Bacillus subtilis 
sporulation 4007. 

Polistes gallicus , characterization 3257. 

Staphylococcus aureus , antibody, detection method 3644. 

Turbocornutus , isolation/properties 3614. 

DNase (acid), 

activity, mouse interfollicular epidermis, effect of croton oil 
1691. 


DNase (alkaline), 

activity, effect of irradiation, rat thymocyte 3259. 

activity, herpes simplex virus 2 temperature-sensitive mutant 
infected BHK cell 4006. 


DNase (ATP-dependent), 
sea urchin embryo, DNA relaxing activity 3260. 
DNase (endo), 
Moraxella bovis , purification/characterization 549. 
DNase (exo), 
processivity 5236. 
Pseudomonas BAL-31, use-DNA restriction endonuclease 
fragment mapping 4561. 
DNase I, 
activity, bovine pancreas, effect of dauniomycin/adriamycin 
2446. 
assay, filter-disc method 883. 
assay, use-methyl green 2086. 
bovine, effect on Bacillus subtilis transformation, mouse 
abdomen 1106. 
_ bovine parotid gland, purification/characterization 1694. 
| degradation-DNA, effect of sodium butyrate treatment, 


HeLa cell 6238. 

digestion, duck erythrocyte chromatin, norhistone protein 
release 1191. 

digestion-hyperacetylated histone-associated DNA 5200. 

digestion-mouse chromosome 5346. 

effect on chromatin DNA 2816. 

human pancreas, purification/characterization 2447. 

inhibition-human erythrocyte actin 2817. 

nucleus degradation, lymphocyte, normal/chronic lymphatic 
leukaemia cattle 5230. 

purification, chromatography (affinity) 2448. 

sensitivity-hyperacetylated histone-containing chromatin 
region 5326. 

Ustilago maydis , recognition-DNA mismatched base pair 
6153. 

DNase II, 

activity, human serum, psoriasis 5231. 

activity, leukocyte, effect of irradiation 5215. 

Dog, 

nucleotide pyrophosphatase/phosphodiesterase I, organ 
distribution/characterization 1 i60. 

pancreas, amylase mRNA, isolation/translation in vitro 
1962. 

L-Dopa, 

binding-Escherichia coli /mouse liver tRNA Tyr 4744. 

Doxorubicin, 

binding-DNA, analysis method 5875. 

Drosophila, 

chromosome, centromeric/histone region, recombination 
frequency 3248. 

chromosome analysis, use-histone H4/histone H3/histone 
H4-histone H3 complex antiserum 6295. 

Drosophila, 

chromosome puff, interband transcription 1221. 

DNA replication 1575. 

DNA replication intermediate size determination 451. 

poly(A)-containing RNA, in vitro translation, heat-shock 
protein synthesis 3001. 

ribosome biosynthesis 211. 

rRNA, processing/methylation 4898. 

RNA 4S/RNA 5S/poly(A)-containing RNA biosynthesis 
rate, effect of RNA metabolism genetic modulation 855. 

rRNA biosynthesis rate, effect of RNA metabolism genetic 
modulation 854. 

Drosophila hydei, 

chromosome, DNA distribution/organisation 5352. 

DNA/RNA, size/distribution-poly (A) sequence 1551. 

heterochromatin, repetitive DNA, characterization 5332, 
5334. 

heterochromatin, repetitive DNA, chracterization 5333. 

locus 2-48BC, hybridization-nuclear/cytoplasmic RNA 2266. 

Drosophila melanogaster, 

cell lysate, high-molecular weight DNA, sedimentation 
properties 1553. 

chromatin, transcription complex, electron microscopy 3677. 

chromatin structure 6265. 

chromosome, interband transcription 6285. 

chromosome, localization-histone 7?mMRNA sequence 616. 

chromosome/heterochromatin, structure 1783. 

chromosome X. RNA biosynthesis site 2637. 

chromosome 4, characterization 1785. 

cytoplasmic poly(A)-containing cytoplasmic/RNA 
(heterogeneous Miclear), 5'-terminal structure 3817. 

DNA, irradiation, damage/repair 5109. 

DNA, repeated genes, heat shock locus 400. 

DNA, structure 966. 
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Drosophila melanogaster, 

DNA polymerase. poly (A)/poly (dA) replication 6190. 

DNA replication initiation, inhibition-a-amanitin 3954. 

Drosophila simulans hybrid, rRNA cistron, nucleolus 
dominance 1663. 

embryo, blastoderm, chromatin replication, electron 
microscopy 1202. . 

embryo/oocyte, distribution/characterization-cytoplasmic 
poly (A)-containing RNA 1458. 

gene (Dm225), properties 5060. 

heterochromatin, role-satellite DNA function 2888. 

histone mRNA, analysis. use-electrophoresis 2610. 

localization tRNA Glu gene 3928. 

mitochondrial DNA, structure/replication 965. 

nucleoside Q-containing tRNA Asp, purification/nucleoside 
composition 4750. 

polytene chromosome, hybridization-rRNA 1409. 

polytene chromosome, localization-RNA polymerase B/ 
histone H1 1712. 

polytene chromosome puff. relationship-RNA metabolism 
279. 

psoralen cross-linked rRNA, structure, electron microscoy 
3449. 

ribosomal insertion, occurrence-homologous DNA 356. 

mRNA analysis 5369. 

mRNA biosynthesis, induction-heat shock 5759. 

rRNA gene, structure, comparison-chromosome X/ 
chromosome Y 5958. 

tRNA Glu, isolation/characterization 5570. 

RNA SS precursor, structure/processing 2629. 

rRNAgene, relationship-position-effect variegation 1664. 

rRNA gene. disproportionate replication 3249. 

rRNA gene, transcription-RNA polymerase in vitro 5243. 

salivary gland, RNA biosynthesis, stimulation ecdysone, 
assay 296. 

satellite DNA, analysis, use-restriction endonuclease Mboll 
T5525 

satellite DNA, underreplication/localization 1485. 

sperm nucleus, DNA distribution 5812. 

testis, rRNA gene excess during gene amplification 1080. 

transcription, heat shock locus 820. 

transcription-heat shock specific RNA 3478. 

transcriptionally inactive chromatin, lack-RNA polymerase 
B Walle 

vermilion locus activation, role tRNA Tyr 5579. 

Drosophila nasutoides, 

satellite, chromatin structure 1774. 

satellite DNA first-neighbour frequency, circular dichroism 
3548. 

Drosophila simulans, 

Drosophila melanogaster hybrid, rRNA cistron, nucleolus 
dominance 1663. 

Drosophila virilis, 

chromosome, late replication region, repetitive sequence 
content 1786. 

salivary gland, RNA biosynthesis, control-ecdysone 297. 

salivary gland, RNA biosynthesis, control-ecdysome 299. 

satellite DNA, relationship-phosphorylated histone H1 2883. 

Drug, 

see also specific compounds 

interaction-DNA 903. 

Duck, 

erythrocyte, globin <?m>RNA sequence characterization 
267. 

erythrocyte chromatin, nonhistone protein release, during 
DNase I digestion 1191. 


Dunaliella, 
nitrate reductase activity, effect of purine (6-methyl) 3726. 


Ecdysone, 

control-RNA biosynthesis, Drosophila virilis salivary gland 
297, 299. 

‘stimulation-RNA biosynthesis, Drosophila melanogaster 
salivary gland, assay 296. 

Ecdysterone, 

effect on DNA/RNA/protein biosynthesis, Calliphora vicina 
4485. 

Echinomycin, 

complex-DNA, circular dichroism 5847. 

Echinostelium minutum, 

nuclear DNA content 5132. 

Ectromelia virus, 

DNA, restriction endonuclease cleavage analysis, 
comparison-rabbitpox virus/cowpox virus/vaccinia virus/ 
fowl pox virus 1535. 

EDTA, 

binding-R Nase, NMR 2807. 

concentration, effect on chromatin-ethidium bromide binding, 
fluorescence 4643. 

Eggplant mosaic virus, 

detection-coat protein mRNA 5654. 

RNA, comparison-turnip yellow mosaic virus/Andean 
potato latent virus 5692. 

RNA replication, Datura leaves 2646. 

tRNA, separation-RNA 5559. 

Ehrlich ascites carcinoma, 

DNA, binding-bleomycin cobalt chelate 1969. 

DNA biosynthesis, inhibition-2,5-diamino-1,4- 
naphthoquinone imine 1514. 

DNA-protein complex, effect of uridine (5’- 
hydroxymethyldeoxy) 4641. 

mengovirus-infected, RNA replicase activity 3626. 

nucleosome DNA, histone sequence 1184. 

RNA biosynthesis, effect of oxidative phosphorylation block 
1436. 

RNA biosynthesis/DNA biosynthesis/protein biosynthesis, 
effect of coumarin derivatives 864. 

Ehrlich ¢scites cell, 


‘tr RNA methylation, effect of histidine starvation 317. 
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Ehrlich ascites cell,(continued) 

chromatin structure, comparison-SV40/Escherichia coli 
6275. 

DNA, binding-methylated albumin, comparison-replicating/ 
non-replicating/denatured 4390. 

DNA, structure/physical properties, comparison-mouse 457. 

DNA biosynthesis, effect of bis(thiosemicarbazonato)- 
copper(II) complex 2408. 

DNA biosynthesis/repair, effect of freezing 1615. 

DNA biosynthesis/thymidine transport kinetics, effect of X- 
irradiation 2542. 

DNA complex-adriamycin/daunomycin/actinomycin D, 
cytostatic activity 3598. 

double-stranded precursor mRNA, characterization 3451. 

double-stranded precursor mRNA, hybridization-globin 
mRNA 3452. 

elongation factor EF-1, binding-ribosome protein 
biosynthesis 779. 

extract, effect on Ehrlich ascites cell DNA biosynthesis 1032. 

histone H1, heterogeneity, effect of mengovirus infection 
5305. c 

initiation-dependent protein biosynthesis, inhibition-ADP 
1857. 

interferon-treated, endonuclease activity 2076. 

interferon-treated, R Nase (endo)/nuclease activator 
purification 6142. 

isolated nucleus, DNA biosynthesis, effect of ATP analogue 
1636. 

isolated nucleus, DNA biosynthesis, effect of ATP, DNA 
characterization 1635. 

isolated nucleus, RNA analysis 4847. 

lysate, RNA polymerase II activity 5254. 

membrane, DNA-protein complex, characterization 6316. 

mengovirus-infected, fate-histone MRNA 3485. 

mengovirus-infected, poly(A)-containing mRNA, coding 
capacity 2304. 

mengovirus-infected, ribosome, localization-poly (A)- 
containing mRNA 4262. 

mengovirus-infected, selective mengovirus RNA translation 
3465. 

mengovirus infected/uninfected, cell-free system, RNA 
translation 4922. 

mengovirus infection, ribosomal protein S6 phosphorylation 
4248. 

mouse, characterization-DNA-unwinding protein 1798. 

poly (A) polymerase/poly (U) polymerase, association- 
cytoplasmic ribosome 3366. 

protein biosynthesis, inhibition-wheat germ protein 194. 

pyrimidine (fluoro)-induced antagonism-methotrexate 1830. 

repair kinetics-irradiation (ionizing)-induced DNA single- 
stranded breakage 1608. 

ribosomal protein mRNA, characterization 4305. 

ribosome, poly (A) polymerase/poly (U) polymerase activity 
2982. 

RNA, complement inhibition 1464. 

mRNA, stability/translation, cell-free system 1472. 

RNA biosynthesis, inhibition-inosine dialdehyde derivative, 
INOX 2538. 


RNA biosynthesis/ATP level, effect of nucleotide(cyclic) 865. 


RNA/DNA/protein biosynthesis 4481. 


_ tRNA Phe, base composition, comparison-Novikoff 


hepatoma/normal mouse/rat liver 2994. 
RNA polymerase I, purification/properties 1119. 
RNA polymerase II, stimulation factor, determination- 
initiation complex formation 1122. 


"synthesis inhibition factor, inhibition-stimulated lymphocyte 


DNA biosynthesis 2754. 


Eimeria tenella, 

induced, coccidiosis, chick liver, relationship-RNA 
biosynthesis/protein biosynthesis 5763. 

Electron microscopy, 

adenovirus (human) 2 psoralen-cross-linked, DNA 5020. 

amino acid effect on ribosome/protein biosyrthesis, rat 
hippocampus 3016. 

characterization-phage Mu deletion mutant DNA 934. 

Chinese hamster cell chromosome structure, role-DNA/ 
protein 6291. 

chromatin, nucleosome frequency, relationship- 
transcriptional activity, Xenopus laevis /Triturus alpestris / 
Triturus cristatus 4065. 

chromatin integrity 3666. 

chromatin replication, blastoderm, Drosophila melanogaster 
embryo 1202. 

chromatin structure 4077. 

coliphage M13 replicative form DNA 1533. 

condensed/dispersed chromatin 6271. 

DNA biosynthesis/RNA biosynthesis, cell culture, effect of 
carcinogen 1600. 

DNA compaction, mechanism 2336. 

DNA complex-histone H3 + histone H4/histone H2A + 
histone H2B 4615. 

DNA organization, phage T4 head 5912. 

DNA-protein interaction 379. 

DNA segregation, Clostridium botulinum spore 3975. 

Drosophila melanogaster , chromatin, transcription complex 
3677. 

Escherichia coli chromosome sequence arrangement 1784. 

Escherichia coli ribosomal subunit 50S, methodology 195. 

herpes simplex virus DNA palindrome sequence 5031. 

human metaphase chromosome 1790. 

Lacerta sicula ribosome, packing 205. 

Larix europea ribonucleoprotein 6237. 

localization-RNA polymerase binding site, DNA 5237. 

mapping-herpes simplex virus | early DNA transcript 4281. 

mapping/quantitation-adenovirus (human) 2 early RNA 804. 

mapping-Xenopus laevis mitochondria DNA RNA 4S genes 
401. 

mycoplasmavirus single-stranded DNA 5933. 

native/reconstituted calf thymus/SV40 chromatin 4639. 

non-operator DNA, complex-Escherichia coli repressor (lac) 
1801. 

nucleosome structure 6279. 

phage A DNA length, dependence-dehydration 3161. 

phage A DNA packaging 5896. 

phage A DNA RNA polymerase binding sites, mapping 376. 

phage A mutant, DNA length 426. 

phage 9X174 DNA replication cycle 3162. 

phage fd DNA, mapping-Escherichia coli RNA polymerase 
binding site 430. 

phage M13 DNA replication 1570. 

phage PM2 DNA, intercalation-ethidium bromide/ethidium 
dimer/acridine dimer 3526. 

phage T7 DNA ribosome binding site 5011. 

plasmid RP1/RP4/RP8 DNA 4428. 

plasmid R100-1 replication 425. 

Podospora anserina mitochondrial DNA 5953. 

polynucleotide, use-osmium tetroxide 1861. 

psoralen cross-linked Drosophila melanogaster rRNA 3449. 

rat liver ribosomal subunit 40S structure 5621. 

ribosome structure, comparison-A rtemia salina /Escherichia 
coli 4234. 

ribosome structure/size, Escherichia coli 197. 

tRNA gene, use-ferritin-avidin:biotin label 3490. 

RNA 16S, Escherichia coli ribosomal protein $4/ribosomal 
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Electron microscopy,(continued) 
protein S8 binding site 3053. 

Saccharomyces cerevisiae mutant (petite) recombinant 
mitochondrial DNA, organization 961. 

SV40 late mRNA, structure 3800. 

visualization-A moeba proteus transcriptionally active gene 
3921. 

visualization-rRNA biosynthesis, RNase [II-deficient strain, 
Escherichia coli 816. 

yeast chromosome supercoiled DNA 620. 


Electrophoresis, 

agarose gel, SV40 DNA restriction fragment preparation 
3126. 

labelled oligonucleotide, use-RNA fingerprinting 1397. 

polyacrylamide gel, use-RNA separation/purification 4263. 

purification-DNA fragment 5829. 

purification-Escherichia coli rRNA/plant virus RNA 5663. 

separation-Escherichia coli DNA restriction endonuclease 
EcoRI fragment 1490. 

separation-purine (thio) derivative 4695. 

sodium dodecyl sulphate-polyacrylamide gel, use-nuclease 
detection 525. 

use-DNA separation 4383. 

use-RNA molecular weight determination 245. 


Ellipticine, 
inhibition-RNA methylation, Novikoff ascites hepatoma 
1434. 


Ellipticine (hydroxy), 
effect on DNA transcription, Trypanosoma cruzi 1439. 


Elongation factor, 

activity, effect of cholsterol esterase 3422. 

Artemia salina , purification/properties 4251. 

ribosome/initiation factor, isolation, use heparin 3008. 

Elongation factor EF-1, 

binding-ribosome during protein biosynthesis, Ehrlich ascites 
cell 779. 

pig liver, subunit interaction 4253. 

role-tRNA (aminoacyl)-ribosome 70S/ribosome 80S binding 
1378. 

subunit, purification/properties, Bombyx mori 1382. 

Elongation factor EF-ta, 

pig liver, purification/characterization 2239. 

Elongation factor EF-1£, 

purification/properties, pig liver 226. 

Elongation factor EF-1fy, 

eukaryote, subunit separation/properties 1383. 

Elongation factor EF-2, 

purification/characterization, hen oviduct 224. 

role-translocation, pig liver 1915. 

Elongation factor G, 

Escherichia coli, biosynthesis, association-elongation factor 
Tu/elongation factor Ts/ribosomal protein S1 3413. 

Escherichia coli , identification/characterization 3412. 

Escherichia coli , \ocalization-GTP binding site 3416. 

Escherichia coli , localization-GTP binding center 3414. 

Escherichia coli , primary structure 3417. 

Escherichia coli , purification 5647. 

GDP + ribosome complex, decay 1374. 

GDP + ribosome complex, turnover, effect of cation/ 
antibiotic 1375. 

GTPase activity, regulation, effect of pH/cation/polyamine 
5645. 

induction-ribosome translocation 222. 

interaction-guanine nucleotide 2230. 

reaction, effect of nucleoside <5'->phosphazidate 131. 
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Elongation factor Ts, ‘ 

Escherichia coli, biosynthesis, association-elongation factor 
Tu/elongation factor G/ribosomal protein S1 3413. 

Escherichia coli , guanyl cyclase activity 1380. 

Escherichia coli , identification/characterization 3412. 

Escherichia coli , purification 5647. 

Escherichia coli , purification-chromatography (affinity) 223. 

Elongation factor Tu, 

complex-GDP, Escherichia coli , X-ray diffraction 217. 

complex-GTP/tRNA(aminoacyl), equilibrium study, 
Escherichia coli 776. 

Escherichia coli , binding-kirromycin 5646. 

Escherichia coli, biosynthesis, association-elongation factor 
Ts/elongation factor G/ribosomal protein S1 3413. 

Escherichia coli , characterization 3786. 

Escherichia coli , complex-tRNA (lysyl) analogue 5643. 

Escherichia coli , complex-yeast °‘t *RNA(phenylalany]), 
RNase T1-digested, isolation/characterization 170. 

Escherichia coli , gene tufA/tufB product, characterization 
2236. 

Escherichia coli , interaction-yeast tRNA Phe, effect of 3’- 
terminal spin-labelling 5577. 

Escherichia coli , purification 5647. 

Escherichia coli , purification-chromatography (affinity) 223. 

Escherichia coli , role-GTPase activity 6213. 

Escherichia coli , specificity-complex formation-tRNA 1381. 

Escherichia coli , X-ray diffraction 777, 2599, 3418. 

Escherichia coli mutant, characterization 2235. 

in vitro synthesis, Escherichia coli mRNA 2589. 

kirromycin-resistant, Escherichia coli gene (tuf) mutant 
2234. é 

reaction, effect of nucleoside <5'->phosphazidate 131. 

role-tRNA (aminoacyl)-ribosome 70S/ribosome 80S binding 
1378. 

separation, Escherichia coli , chromatography 3415. 

structure, comparison-Escherichia coli /Thermus 
thermophilus HB8 1913. 

Embryo, 

cell culture, differentiation, inhibition-nucleoside(deoxyribo) 
116. 

mouse, effect of tritiated thymidine 5509. 

rat, RNA biosynthesis/protein biosynthesis, effect of 
prostaglandin F,a 2288. 

RNA/DNA metabolism, review 4110. 

Encephalomyocarditis virus, 

induced, inhibition-host protein biosynthesis 4914. 

infection, mouse, effect of poly C (5'-hydroxy)/poly (I) 2975. 

infection, mouse, poly(I)/poly(C) antiviral activity, size 
dependence 712. 

polypeptide G, RNA-binding properties 6307. 

replication, stimulation-poliovirus, primate cell line 998. 

RNA, in vitro translation system 3387. 

RNA, secondary structure 2616. 

RNA, 3'-terminal nucleotide sequence 3433, 5678. 

RNA, translation, cell-free system 4363. 

RNA half-life during translation, effect of poly (A) 4732. 

RNA replication, localization-restriction, infected cell 293. 

RNA sequence adjacent-3’-terminal poly(A) 801. 

RNA translation, reticulocyte cell-free system 4771. 

RNA 35S-associated protein, isolation/characterization 2147. 

Endoexonuclease, 

Neurospora , purification/characterization 6131. 

Endonuclease, 

see also DNase, RNase, Nuclease, Restriction endonuclease 

activity, DNA-specific, characterization, Crotalus 
adamanteus phosphodiesterase 2431. 

activity, interferon-treated Ehrlich ascites cell 2076. 
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Endonuclease,(continued) 

apurinic site-specific, activity, comparison-normal/Bloom’s 
syndrome/ataxia telangiectasia fibroblast 1030. 

apurinic-site specific, activity, repair-deficient human cell line 
4548. 

apurinic-site specific, Bacillus stearothermophilus, 
purification/properties 6130. 

apurinic-site specific, break age-Escherichia coli DNA 1690. 

apurinic-site specific. isolation, Hordeum vulgare embryo 
1692. 

apurinic-site specific, isolation/characterization, Hordeum 
vulgare 5204. 

apurinic site-specific, Micrococcus luteus , purification/ 
characterization 6223. 

apurinic site-specific, requirement, repair-methyl 
methanesulphonate alkylated phage PM2 DNA 1011. 

apurinic-site specific, xeroderma pigmentosum fibroblast, 
characterization 5203. 

Brevibacterium albidum , purification/characterization 1102. 

Cae I, Cercopithecus aethiops , characterization, site-specific 
DNA cleavage 5202. 

chromatin digestion, organ specificity 2800. 

EcoRI, activity optimization 5233. 

Escherichia coli , isolation/characterization, rRNA 16S 
processing 490. 

Hin, Haemophilus influenzae, degradation-transforming 
DNA 1669. 

Hin. Haemophilus influenzae, purification 1697. 

KpnI. Klebsiella pneumoniae , isolation/purification, 
mapping-phage 4/SV40 DNA 3995. 

Micrococcus luteus , action mechanism 3612. 

Micrococcus luteus , purification/characterization 3611. 

Micrococcus luteus , role-DNA repair, UV-irradiation 3613. 

Physarum polycephalum , purification/characterization 1672. 

Pseudomonas , probe-DNA carcinogen/mutagen-induced 
lesion 2430. 

repair, activity, reconstitution-gene (uvrA*)/gene (uvrB*)/ 
gene (uvrC*) product, Escherichia coli 4560. 

role-DNA binding/uptake, Streptococcus pneumoniae 1645. 

Saccharomyces cerevisiae , isolation/characterization 5206. 

Secale cereale , purification/characterization 4549. 

single-stranded DNA-specific, KB cell, purification/ 
characterization 2445. 

site-specific, purification/characterization, Xanthomonas 
badrii 1693. 

solubilization-rat liver chromatin 4080. 

Streptomyces albus G, purification/characterization 4547. 

Tetrahymena pyriformis , properties 2429. 

Xanthomonas holcicola /Xanthomonas papavericola / 


Brevibacterium luteum , purification/characterization 4546. 


Endonuclease I, 

role-DNA degradation, Proteus mirabilis 1085. 

Endonuclease S1, 

fractionation-phage T7 DNA 523. 

Endonuclease V, 

phage T4, effect on photoproduct-containing DNA 2432. 

phage T4, stimulation-DNA repair, uv-irradiation-treated 
human cell 6132. 

Endonuclease VI, 

Escherichia coli , action mechanism 2442. 

Endoplasmic reticulum, 

association-Balbiani ring RNA 75S, Chironomus tentans 
salivary gland 5782. 

binding-ribosome/polyribosome, rat liver 3783. 

binding-vesicular stomatitis virus glycoprotein mRNA, 
dissociation-puromycin, CHO cell 876. 


Endothia parasitica, 

occurrence-double-stranded RNA 782. 

Entamoeba histolytica, 

DNA content 5810. 

Entamoeba invadens, 

DNA content 5810. 

Entamoeba moshkovskii, 

DNA content 5810. 

Enterobacter cloacae, 

plasmid Clo DF 13, replication 2922. 

plasmid pIE098 DNA, characterization 2703. 

restriction endonuclease, isolation/characterization 2087. 

Enterobacteriaceae, 

plasmid, characterization 4998. 

Enzootic bovine leucosis, 

mammalian tissue, bovine leukaemia virus provirus DNA 
distribution 5806. 

Ependymoma, 

nuclear DNA content, cytophotometry 362. 

Ephestia kuehniella, 

chromosome transcription activity sequence 6300. 

heterochromatin, structure/replication/transcription 4062. 

Epidermal growth factor, 

association-DNA biosynthesis initiation, 3T3 cell 6073. 

secretion, mouse submandibular gland, stimulation-cytidine 
(cyclo) 1844. 

Epidermis, 

cell, proliferative, DNA biosynthesis, stimulation- 
cytochalasin B 4512. 

guinea pig, distribution-nuclear DNA/nuclear RNA, during 
keratinization 513. 

human, ribonuclease, characterization 2804. 

mammalian, DNA biosynthesis, effect of bleomycin 3212. 

mouse, DNA biosynthesis, effect of croton oil + 
benzo(a)pyrene 2392. 

mouse, DNA biosynthesis, inhibition-clobetasone butyrate/ 
clobetasol butyrate/clobetasol propionate 5097. 

mouse, DNA synthesis, inhibition-coal tar + UV-irradiation 
3956. 

Episome, 

expression, Saccharomyces cerevisiae , RNA-DNA 
hybridization study 1076. 

Epithelium, 

cell, pemphigus vulgaris, uptake-tritium-labelled thymidine 
121. 

mouse bladder, DNA biosynthesis, effect of propylene glycol 
5141. 

mouse bladder, DNA biosynthesis/cell proliferation, effect of 
dibutylnitrosamine 2769. 

rat, DNA biosynthesis during reepithelization, measurement 
Sue 

rat, liver, nucleoside triphosphatase activity during malignant 
transformation 6220. 

Epstein-Barr virus, 

DNA, association-nasopharyngeal carcinoma 885. 

DNA, characterization, Burkitt's lymphoma cell line 5016. 

DNA, characterization, lymphoblastoid cell 345. 

DNA, cleavage-restriction endonuclease 4446. 

DNA, restriction endonuclease cleavage fragment analysis 
5919. 

DNA, structure 940. 

DNA sequence, integrated, human lymphoma cell line 3536. 

genome, persistence-human lymphoblastoid cell line 6116. 

genome, transcription-Burkitt’s lymphoma epithelial cel 
hybrid 1421. 

infected human lymphocyte, DNA biosynthesis, effect of 
phosphonoacetic acid 3200. 
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Epstein-Barr virus,(continued) 

infected lymphocyte, effect of adenine arabinoside 5480. 

nuclear antigen, histochemistry 2866. 

superinfected Raji cell, protein biosynthesis 4772. 

transformation-human B-lymphocyte, inhibition- 
phosphonoacetic acid 6008. 

transforming/non-transforming, DNA mapping 4443. 

transformtion-human lymphocyte, DNA biosynthesis 
requirement 999. 

Equine infectious anaemia virus, 

provirus DNA, detection-infected horse cell 4929. 

RNA, characterization 255. 

Equisetum arvense, 

spermatoza, nucleus, DNA, localization 5821. 

Erythroblast, 

chicken, globin mRNA precursor, characterization 3818. 

Erythrocyte, 

chicken, chromatin subunit dimer, hydrodynamic properties 
621. 

chicken, high mobility group nonhistone protein, 
characterization 3661. 

chicken, histone core complex, characterization 3657. 

chicken, histone HS phosphorylation site 4611. 

duck, chromatin, nonhistone protein release, during DNase I 
digestion 1191. 

duck, globin m RNA sequence characterization 267. 

fish, histone H5, determination 2489. 

goose, nucleosome structure, effect of thermal denaturation 
6277. 


human, adenosine deaminase product inhibition, relationship- 


immune defect 5284. 

human, complement-coated, stimulation-RNA biosynthesis, 
lymphocyte 2295. 

human, purification/properties- 5’- nucleotidase 580. 

human, purine nucleoside phosphorylase, physical properties 
2108. 

human, purine nucleoside phosphorylase, purification/ 
characterization 4585. 

kidney, adenosine deaminase, purification/quaternary 
structure 2856. 

Erythroid cell, 

determination-DNA content 4380. 

Erythroleukaemia, 

cell, globin gene conformation 5069. 

cell, histone acetylation, effect of n-butyrate 1762. 

cell. mouse, ‘a- globin/ f- globin) ‘m-RNA 
accumulation, effect of dimethylsulphoxide/butyric acid/ 
hexamethylene bisacetamide/haemin 333. 

cell, mouse, actinomycin D interaction-DNA, induction- 
differentiation 5840. 

cell, mouse, DNA, effect of dimethyl sulphoxide 3933. 

cell, mouse, Friend leukaemia virus-transformed, cell-free 
system, translation, effect of interferon 5605. 

DNA biosynthesis, comparison-pernicious/sideroblastic 
anaemia 5144, 

Erythromycin, 

binding-ribosome, association-ribosomal protein L16/ 
ribosomal protein L15, Escherichia coli 2593. 

resistance, Streptomyces erythreus , relationship-rRNA 23S 
methylation 4840. 

Escherichia coli, 

acetohydroxy acid synthase isoenzyme biosynthesis, 
regulation, role-tRNA (valyl) 4755. 

adenine/hypoxanthine/uracil transport 2156. 


adenine phosphoribosyltransferase activity, effect of 
purine(2,6-diamino)/Escherichia coli 1165. 


adenosine (2-methylthio-N®;(A?-isopentenyl)-containing 
M+RNA, effect of iron 2198. 

adenovirus (human) 2 DNA fragment, excision/ 
recombination 6115. 

adeturone radioprotection, mechanism 3952. 

aerosolized, DNA breakage, induction-ozone/cyclohexene 
1985. 


cell cycle, association-plasmid F'lac replication 2015. 


cell extract, operon (lac) mRNA transcription, coupling- 
translation 2292. 

cell-free system, phage T3 DNA transcription-RNA 
polymerase, effect of temperature 3828. 

cell-free system, mRNA initiator site specificity 2578. 

cell-free system, translocation/tRNA (aminoacyl) 
recognition, effect of hygromycin B 5628. 

chloramphenicol-resistance plasmid, DNA, characterization 
5892. 

chloramphenicol-treated, during operon (trp) transcription, 
mRNA release 4877. 


chloramphenicol-treated, RNA 17S, in vitro conversion- 
RNA 16S 276. 


chromatin structure, comparison-S V40/Ehrlich ascites cell 
6275. 

chromosome, interaction-membrane 4647. 

chromosome, membrane-associated DNA, characterization 
5047. 

chromosome, plasmid RP4 incorporation, effect of 
transposon Tn1 5169. 

chromosome, sequence arrangement, electron microscopy 
1784. 


chromosome, terminal region, inhibition-replication fork 
1219. 


chromosome aberration, role-phage Mu-1 early functions 
3676. 

chromosome replication, prophage P2-suppressed mutant 
6292. 

chromosome replication initiation, effect of mutation (dnaA) 
6297. 

cloning-Beneckea harveyi gene 2795. 

cloning/expression-yeast imidazoleglycerolphosphate 
dehydratase gene 2798. 

cloning-operator (lac) recognition sequence-containing DNA 
6093. 

codon use, pattern 3767. 

coinfection-phage G4 + phage @X174, origin-dimeric 
replicative form DNA 5907. 

colicin E2, DNase activity, trypsin cleavage 6161. 

concentration-isoaccepting tRNA, effect of mutation 1325. 

conjugation, DNA transfer, limitation-colicin I specified 
protein 3232. 

cytosine (5-aza), effect on UV-irradiation resistance 1272. 

deuterated ribosomal subunit 30S/ribosomal subunit 50S, 
small-angle neutron scattering 1896. 

DNA, biotin operon regulation fragment, isolation 5940. 

DNA, breakage-apurinic acid endonuclease 1690. 

DNA, cleavage-N-methyl-N-nitrosourea 2689. 

DNA, content/size distribution 2668. 


DNA, damage-chloramphenicol 383. 
DNA, degradation-hydrogen peroxide 404. 
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Escherichia coli, (continued) 

DNA, detection-gene (tuf) 5808. 

DNA, Diplococcus pneumoniae restriction endonuclease 
cleavage, Okazaki fragment terminal determination 2726. 

DNA, homology-dependent cutting 3243. 

DNA, hyperchromism 5048. 

DNA. incorporation-uracil (5-bromo), lesion induction, 
repair 1273. 

DNA, insertion sequence integration site 5044. 

DNA, integrity during replication 3561. 

DNA. interaction-acridine orange, plasmid F’-lac elimination 
4392. 

DNA, interaction-RNA polymerase, localization-binding site 
6175. 


DNA, intracellular-structure 958. 


DNA, kanamycin resistance sequence, transposition-phage 
fd 3240. 

DNA. nitrous acid damage, repair 1593. 

DNA. psoralen cross-linking, removal, role-ATP 1587. 

DNA, restriction endonuclease EcoRI fragment, separation- 
electrophoresis 1490. 


DNA, restriction endonuclease fragment, molecular weight 
distribution 952. 


DNA, segregation pattern 3976. 

DNA, uptake-Petunia hybrida protoplast 3594. 

DNA-binding protein, catalysis-DNA reassociation, 
polyamine-dependence 1795. 


DNA-binding protein, effect on phage M13 single-stranded 


DNA transcription-Escherichia coli RNA polymerase 1224. 


DNA-binding protein, interaction-DNA, characterization 
6308. 

DNA-binding protein HU, amino acid sequence 4654. 

DNA biosynthesis, effect of polyamine deficiency 4505. 

DNA biosynthesis, inhibition-haemocin 3583. 

DNA biosynthesis, rate, regulation 2018. 


- DNA biosynthesis mutant, protein-independent 4476. 


DNA biosynthesis/protein biosynthesis following 
yirradiation, effect of paracetamol 1013. 


DNA damage, association-septation inhibition, relaiionship- 
protein X 3595. 

DNA damage-y-irradiation, radioprotection-cis- 
dichlorodiammineplatinum(II) 4972. 

DNA dark repair, analysis 1590. 


DNA degradation, effect of UV-irradiation/ 
irradiation(ionizing) 407. 


DNA fragment-containing hybrid plasmid, construction/ 
cloning 2421. 

DNA gyrase subunit, purification 4590. 

DNA insertion sequence, properties, review 3325. 

DNA-membrane complex, characterization 5943. 

DNA-membrane complex, replication origin-containing, 
identification 6315. 


DNA methylase, fractionation/specificity 566. 


DNA methylase, purification/characterization 1742. 
_ DNA methylase activity, effect of S-adenosyl/S-uridyl/S- 


cytidyl/S-inosyl homocysteine 5288. 
DNA polymerase I, effect of caffeine 6188. 
DNA polymerase I, error-free DNA biosynthesis 3628. 


DNA polymerase I, exonuclease (3’-5') activity, inhibition- 
nucleoside monophosphate 4024. 


DNA polymerase I, methylated adenine incorporation- 
polynucleotide, rate/frequency 5558. 


DNA polymerase I-deficient, UV-irradiation induction- 
prophage A 1064. 


DNA polymerase I processivity 5259. 

DNA polymerase II/DNA polymerase III, substrate 
specificity 4025. 

DNA polymerase III, purification/subunit characterization 
6198. 

DNA repair, adaptive response-N-methyl-N’ -nitro-N- 
nitrosoguanidine 2026. 


DNA repair, effect of freezing 1018. 


DNA repair, following UV-irradiation/y- irradiation, role- 
DNA polymerase III 6199. 

DNA repair, role-u.v. irradiation-induced protein 1586. 

DNA repair, role-gene (lex) 6022. 

DNA repair, time course/role-oxygen 3574. 

DNA repair/survival, effect of Tween 80, following UV- 
irradition/y-irradiation 4486. 

DNA replication fork, Okazaki fragment formation, effect of 
dUTP 2182. 


DNA/RNA/protein biosynthesis, effect of quindoxin/ 
quinoxaline-di-N-oxide 5102. 


DNA structural integrity/radiosensitivity, relationship-DNA 
biosynthesis/protein biosynthesis 4504. 


DNA-unwinding protein, ATPase activity, purification/ 
characterization 1226. 

DNA-unwinding protein, characterization-unwinding activity 
1227s 


elongation factor G, localization-GTP binding site 3416. 
elongation factor G, localization-GTP binding center 3414. 
elongation factor G, primary structure 3417. 

elongation factor Ts, guanyl cyclase activity 1380. 
elongation factor Ts/G, identification/characterization 3412. 
elongation factor Tu, binding-kirromycin 5646. 

elongation factor Tu, characterization 3786. 

elongation factor Tu, complex-tRNA (lysyl) analogue 5643. 


elongation factor Tu, complex-yeast ?tR NA(phenylalanyl), 
RNase T |! -digested, isolation/characterization 170. 


elongation factor Tu, gene tufA/tufB product, 
characterization 2236. 

elongation factor Tu, interaction-yeast tRNA Phe, effect of 
3'-terminal spin-labelling 5577. 

elongation factor Tu, structure, comparison-Thermus 
thermophilus HB8 1913. 


elongation factor Tu, X-ray diffraction 777. 


elongation factor Tu, X-ray diffraction 2599, 3418. 
elongation factor Tu/elongation factor G/elongation factor 
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Escherichia coli, (continued) 
Ts, purification 5647. 


elongation factor Tu/elongation factor Ts, purification- 
chromatography (affinity) 223. 


elongation factor Tu/elongation factor Ts/elongation factor 
G/ribosomal protein S1 biosynthesis 3413. 


elongation factor Tu-GTPtRNA(aminoacyl) complex, 
equilibrium study 776. 


elongation factor Tu separation, chromatography 3415. 

endonuclease VI, action mechanism 2442. 

erythromycin-resistant mutant, ribosomal subunit analysis 
2583. 

exogenous DNA penetration, effect of calcium treatment 
5157. 

expression-Saccharomyces cerevisiae cloned DNA, 
mutation (argH) complementation 3991. 

factor H1, chemical properties/physical properties 1794. 


flagella gene-containing DNA fragment, cloning 520. 


gene (dnaB) mutant, phage A DNA repair, effect of 
temperature shift 1584. 
gene (dnaB) product, isolation/characterization 3605. 


gene (dnaB) protein, role-phage 9X 174 DNA biosynthesis 
989. 


gene (dnaG) protein, primer synthesis, characterization 6225. 

gene (dnaG) protein, purification/characterization, role DNA 
primase 6226. 

gene (dnaG) protein, RNA primer, characterization, 
initiation-phage G4 DNA replication 5703. 

gene (dnaJ)/gene (dnaK), expression/organization 6124. 

gene (dnaJ)/gene (dnaK), requirement-phage A DNA 
biosynthesis 6000. 

gene (glyV) derived tRNA Gly, characterization 5576. 

gene (lac]), mutagenesis, specificity 2794. 

gene (lacl), mutation mapping 2723. 

gene (nalA), role-DNA gyrase activity 2858. 

gene (nalA) product, characterization, relationship-DNA 
gyrase 2857. 

gene (polA)/gene (recA)/gene (uvrA), effect on UV- 
irradiation treated phage T4 recombination 6110. 

gene (recA) expression, regulation 4535. 

gene (recA) product, protein X 3244. 


gene (recF) mutant, post-replication repair, role-gene (uvrB) 
1016. 


gene (rep) transduction-phage A 2061. 
gene (rifA) mapping 918. 


gene (sep) localization 2356. 

gene (tuf) mutant, kirromycin-resistant elongation factor Tu 
2234. 

gene (uvrB)-containing plasmid pMB9, construction 2791. 

genome, localization-RNA polymerase sigma subunit 
mutation 2423. 


GMP synthetase, characterization-glutamine binding site 623. 


guanosine (2’-amino-2'-deoxy) uptake 2953. 


guanosine tetraphosphate degradation 1300. ; 
guanosine tetraphosphate synthesis, stimulation-modified 
tRNA Phe 4205. 


host-controlled plasmid F’ restriction, protection-phage T3/ 
phage T7 2410. 


host-dependent restriction-phage FIC growth 3840. 

hybrid-Vibrio cholerae , DNA, melting curve 5935. 

infected, phage gA DNA/growth, effect of mitomycin C 
3573. 

infection-phage T4 mutant, RNA biosynthesis 1420. 

initiation factor IF-1, binding-ribosomal subunit 30S. effect 
of initiation complex component/identification-binding site 
ribosomal 2598. 

initiation factor IF-3, binding-ribosomal subunit 30S 2237. 

initiation factor IF-3, cross-linking-r-RNA 16S 1912. 

initiation factor IF-3, metabolic stability during cell cycle 
3788. 

initiation factor IF-3, phosphorylation-phage T7 protein 
kinase 775. 

initiation factor IF-3, separation, use-electrophoresis 1379. 

insertion sequence DNA, characterization 3519. 

insertion sequence IS, integration site, DNA sequence 3917. 

interferon mRNA translation 2305. 

iodine-125 decay, DNA breakage/repair 5868. 2 

iodine-125/X-irradiation damage, effect of DNA content 
6021. 


irradiated, DNA elongation, role-UV-irradiation-induced 
protein 1019. 


B-irradiation, photoreactivation 2757. 
irradiation-induced DNA damage, modification-cis- 
dichlorodiammine platinum(II) 1506. 


X-irradiation-induced DNA polymerase III-directed repair 
synthesis, role-gene(dnaB) 486. 


UV-irradiation-induced mutagenesis 4487. 
UV -irradiation-induced single-stranded DNA breakage, 
DNA polymerase I-mediated repair 4576. 


UV-irradiation recovery, role-DNA polymerase I 567. 


UV -irradiation-treated, DNA degradation 3994. 

isolation-plasmid nonintegrated DNA 4942. 

5-methoxytryptamine/cysteamine, radioprotection 
mechanism 5105. 

methyl-deficient tRNA Asn, detection-nucleoside Q 
precursor 1275. 

3-methyladenine-DNA glycosylase, characterization 6227. 

N®°-methyladenosine-containing tRNA, immunoadsorption 
SS SE 


minicell, depression-phage A DNA late transcription 849. 


minicell, phage Mu-infected, protein biosynthesis 5595. 
modified lactose repressor, characterization 651. 
motility, role-R Nase III 2810. 


mRNA content, relationship-operon(leu) enzyme level 781. 
mRNA-rRNA complex, characterization, role-protein 
biosynthesis initiation 774. 


multiple plasmid-containing, use-DNA source 5890. 
mutagenesis, UV-irradiation, role-recombination/DNA 
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Escherichia coli, (continued) 
repair 2027. 

mutant (dam), adenine (6-methyl) role-mutation avoidance 
$433. 

mutant (dna), phage G4 double-stranded DNA replication 
5089. 

mutant, DNA biosynthesis/RNA biosynthesis 5984. 

mutant, effect on tRNA (leucyl) synthetase level, 
characterization 3382. 

mutant, elongation factor Tu, characterization 2235. 

mutant (recA), DNA breakdown, inhibition-phage Mu-1 
6128. 

mutant, ribosomal protein S8 characterisation, 
electrophoresis 1898. 

mutant, ribosome, binding-chloramphenicol/tRNA 
(aminoacyl) fragment 4250. 

mutant (spoT), ribosome, guanosine pentaphosphate 
synthesis 3021. 

mutant, uracil incorporation, role-Okazaki fragment 
formation 2159. 

native/denatured RNA 16S, 5’-terminal structure 1545. 


native/UV-irradiation treated, UV-irradiation treated phage - 


9X174 DNA biosynthesis 2755. 
normal/phage T2-infected, RNA polymerase kinetics 2821. 
operator (lac), synthesis/cloning 6119. 
operator (lac) DNA synthesis/cloning, review 1811. 
operon (deo), regulation 3246. 


operon (deo), structure 956. 
operon (deo), transcription initiation regulation 3064. 


operon (deo), transcription unit overlapping 447. 

operon (lac), restriction endonuclease Hind II fragment, 
insertion-phage M13 517. 

operon (lac) mRNA stability/translation kinetics 877. 


operon (trp), initial transcribed region, nucleotide sequence, 
comparison-Salmonella typhimurium 5038. 

operon (trp), operator region, sequence analysis 5037. 

operon (trp), promoter-operator region, nucleotide sequence 
5036. 

operon (trp), structure/regulation-transcription termination 
1955. 

outer membrane lipoprotein mRNA, 5'-terminal sequence 

B 5707: 

~ ozone-induced DNA repair 5099. 


peptidyltransferase, substrate, adenine nucleoside aminoacy! 
derivative 112. 


phage A DNA, effect of psoralen-damaged phage A 
superinfection 2792. 
phage 4 DNA transfection efficiency 6105. 


phage A penetration, role-phosphoenolpyruvate-sugar 
phosphotransferase 5187. 


phage A/phage 186 DNA, effect of psoralen- -damaged phage 

186 2793. 

_ phage Afus2-carrying ribosomal protein gene, organization/ 
identification 1998. 

_ phage gX174-infected, eclipsed particle production 3972. 

phage @80 prophage induction, role-gene (recBC) DNase 

ip 5229. 

| phage fl-infected, RNA translation in vitro 4904. 

‘phage P1 plasmid maintenance mutant, characterization 


4986. 

phage T4-induced ribonucleoside-diphosphate reductase/ 
ribonucleoside-triphosphate reductase, effect of hydroxyurea 
6228. 

phage T4-infected, early RNA biosynthesis, relationship- 
DNA replication/gene (55) product 5734. 

phage T7 assembly-blocking mutant, phage T7 DNA 
accumulation 6078. 

phage T7 infected, replicating/recombining DNA, 
purification/characterization 3531. 

phleomycin antibacterial activity, potentiation-pyrimidine 
(thiazolo[5,4-d]) derivative 2931. 

plasmid Adv-carrying, DNA-binding protein, purification/ 
characterization 2143. 


plasmid-borne DNA repair, interaction-SOS repair 1014. 


plasmid-chromosome complex, role-plasmid replication 5349. 
plasmid Clo DF 13, gene product analysis 2999. 
plasmid Clo DF13, replication 2922. 


plasmid F excision, role-gene(recA) 1061. 


plasmid pAT2010, Bacillus subtilis hybrid, cloning/ 
transcription 2789. 

plasmid pBR 322 x pML 21 hybrid, tetracycline resistance 
expression 6123. 

plasmid pBR313 DNA, reconstitution-tobacco mosaic virus 
protein 4996. 


plasmid pSC101, origin 1062. 


plasmid RP4, transposition, use-phage Mu-! 6100. 
plasmid Rsc, generation/replication 3198. 


plasmid R1, DNA, coding-RNA 4S 6094. 


plasmid R1drd-19/F’lac replication 5084. 

plasmid R12 replication 6047. 

plasmid R538-1, restriction endonuclease fragment, mapping/ 
cloning 4999, 

plasmid R6-5, cistron (tra) characterization 5894. 


plasmid R6K, characterization 925. 


plasmid R6K DNA replication, analysis 3197. 

polAex2, DNA, 5’-terminal, occurrence-ribonucleotide 2724. 

poly (A) biosynthesis/RNA biosynthesis, effect of template/ 
primer 4888. 

polynucleotide phosphorylase, purification/characterization 
2107. 

polynucleotide phosphorylase, purification, use-blue-dextran- 
Sepharose chromatography (affinity) 2468. 

polyribosome, effect of amino acid starvation 3019. 

protein (w), interaction-single-stranded DNA 4659. 

protein biosynthesis rate, effect of temperature shift 3766. 

protein rho-defective, transcription termination, RNA 
polymerase mutant 2820. 

psoralen/light treated, DNA repair, kinetics/topography 
5103. 


purification-thymidine kinase, chromatography (affinity) 
1t55. 


purine/energy coupling transport, energy coupling 
mechanism 4691. 
purine/pyrimidine pool formation, inhibition-heliomycin 
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Escherichia coli, (continued) 
4692. 

R factor, RNA coding 3601. 

R factor ER 1. identification/characterization 3155. 

R factor RI, copy mutant, replicon, isolation/ 
characterization 5833. 

R factor transcription 4861. 

R factor transfer 5176. 

radioactive DNA, reassociation kinetics, length dependence 
3542. 

recombinant plasmid, construction/replication 6098. 

regulation-gene (argF)/gene (argl) transcription 1654. 

regulation-RNA polymerase subunit biosynthesis 1702. 

repair-deficient, UV-irradiation/methyl methanesulphonate/ 
cis-platinum dichlorodiamine/2-aminopurine-induced 
mutagenesis, effect of R 4388. 

repair endonuclease activity, reconstitution-gene (uvrA*)/ 
gene (uvrB*)/gene (uvrC*) product 4560. 


tepair-UV-irradiation damage 487. 


replication mutant, growth-single-stranded DNA phage 5999. 


replication mutant, phage a3 DNA biosynthesis 2748. 
replication origin, mapping/cloning 1997. 
replication origin-carrying plasmid, isolation 5832. 


repressor (lac), binding-DNA in vivo measurement 627. 
repressor (lac), binding-non-operator DNA, association 
constant measurement 1805. 


repressor (lac), complex-non-operator DNA, electron 
microscopy 1801. 


repressor (lac), interaction-non-operator DNA/inducer, 
stoichiometry 1804. 
repressor (lac) MRNA, 5‘-terminal sequence 259. 


restriction endonuclease EcoRI, plasmid ColE 1-mediated 
$234. 


ribonucleoside-diphosphate reductase, identification- 
allosteric effector sites 1168. 

ribonucleoside-diphosphate reductase, purification/assay 
Kowa 


ribosomal protein, binding-tRNA 1376. 

ribosomal protein, binding site, Bacillus stearothermophilus 
RNA 58 5704. 

ribosomal protein, cross-linking-RNA, nitrogen mustard/ 
bromo-ketone reagent, use-topography study 3770. 

ribosomal protein, isolation-acrylamide gel 3782. 

ribosomal protein, purification method, comparison, NUR 
3773. 

ribosomal protein, secondary structure prediction 5616. 

ribosomal protein conformation, CD 4231. 

ribosomal protein gene, expression-vector phage clone, 
promoter identification 2000. 

ribosomal protein gene, mapping 4451. 

ribosomal protein gene-carrying DNA, insertion-vector 
phage 2062. 


ribosomal protein gene mapping, use-phage Afus3 DNA 2001. 


ribosomal protein gene organization 1999. 

ribosomal protein L1, binding-Bacillus stearothermophilus 
tRNA 23S, nucleotide sequence 5705. 

ribosomal protein L11, primary structure 1356. 

ribosomal protein L1 1, requirement- Peps chain 
termination 3787. 
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ribosomal protein L11, X-ray diffraction 4783. 

ribosomal protein L12, topography 2215. 

ribosomal protein L14, amino acid sequence 5607. 

ribosomal protein L15, primary structure 1355. 

ribosomal protein L16-deficient ribosome, conformation, 
effect of ribosomal protein L16 5606. 

ribosomal protein L19, primary structure 1895. 

ribosomal protein L28 primary structure 1354. 

ribosomal protein L31, primary structure 1894. 

ribosomal protein L5/ribosomal protein L18/ribosomal 
protein L25/ribosomal protein L7/L12/ribosomal protein 
L29/ribosomal protein L10, secodary structure prediction 
1359. 


ribosomal protein L6, amino acid sequence 1101. 


ribosomal protein L7/L10, structure, comparisor-rat liver/ 
Artemia salina 3396. 

ribosomal protein L7/L12, isolation/crystallization 3772. 

ribosomal protein L7/L12/elongation factor Tu, role-GT Pase 
activity 6213. 

ribosomal protein/RNA polymerase subunit/rRNA gene, in 
vitro transcription, stringent regulation 1438. 


ribosomal protein structure, NMR 757. 


ribosomal protein S1, characterization-polynucleotide 
binding site 1357. 

ribosomal protein $1, hydrodynamic properties 1353. 

ribosomal protein $1, photo-crosslinking-poly (U), specificity 
4780. 


ribosomal protein $1, recognition site, phage QB RNA 772. 


ribosomal protein S1-ribosomal subunit 30S complex, X-ray 
scattering/neutron scattering 4229. 


ribosomal protein S11, N-terminus isopeptide linkage 763. 
ribosomal protein $15/ribosomal protein $18, structure 4782. 
ribosomal protein $16, amino acid sequence 198. 


ribosomal protein $17, primary structure 3393. 

ribosomal protein $19, amino acid sequence 2584. 

ribosomal protein S3/ribosomal protein S4/ribosomal protein 
S7/ribosomal protein $20, small-angle X-ray scattering 3013. 


ribosomal protein $4 conformation, circular dichroism/NMR 
200. 


ribosomal protein S4/ribosomal protein S8 binding site-RNA 
16S, electron microscopy 3053. 


ribosomal protein S6, amino acid sequence 199. 


ribosomal protein S6, interaction-ribosomal protein $18 5618. 

ribosomal protein S9, sequence determination 1897. 

ribosomal protein 30S, antigen relationship-Saccharomyces 
cerevisiae ribosomal protein 3392. 


ribosomal protein 50S, function 773. 


ribosomal subunit, association/dissocition, effect of viomycin 
5627. 


ribosomal subunit association, effect of magnesium ion 1368. 
ribosomal subunit 30S, binding-tRNA, role-ribosomal 
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Escherichia coli, (continued) 
protein $1/S11/S21 5642. 


ribosomal subunit 30S, in vivo reassembly following thermal 
shock destruction 771. 

ribosomal subunit 308, inactivation-maleic anhydride, 
identification-poly (U) binding protein 762. 


ribosomal subunit 30S, mapping-ribosomal protein location, 
neutron scattering study 4779. 

ribosomal subunit 30S, protein arrangement, immunoelectron 
microscopy 5612. 


ribosomal subunit 308, protein-deficient ribonucleoprotein, X- 
ray scattering 758. 

ribosomal subunit 30S, ribosomal protein, secondary 
structure 201. 


ribosomal subunit 30S, mRNA binding site, identification- 
ribosomal protein, use-2-methoxy-5-nitrotropone 
inactivation 3012. 

ribosomal subunit 30S, RNA cross-linking region, analysis 
4781. 

ribosomal subunit 30S, rRNA 16S, nonanucleotide sequence 
3446. 

ribosomal subunit 30S, rRNA 16S topography 5706. 

ribosomal subunit 30S, rRNA 165, cleavage-colicin E3 2074. 

ribosomal subunit 30S, RNA 4S core, occurrence/ 
characterization 5655. 

ribosomal subunit 30S, R Nase treatment, rRNA release 
3009. 

ribosomal subunit 50S, assembly in vitro, protein 
requirement 1369. 

ribosomal subunit 50S, in vitro reconstitution 5625. 

ribosomal subunit 50S, interaction-puromycin analogue 5446. 

ribosomal subunit 50S, rRNA, structure, effect of UV- 
irradiation 5669. 

ribosomal subunit 50S, RNA 23S accessible region, 
nucleotide sequence 2622. 

ribosomal subunit 50S, thermolability 3779. 

ribosomal subunit 50S ribonucleoprotein particle, 
characterization 1358. 

ribosome, r-RNA, association-ribosomal protein 3769. 

ribosome, affinity labelling-heptauridylic acid derivative 4230. 

ribosome, binding-chloramphenicol, inhibition-dinucleoside 
(aminoacyl) phosphate 3403. 

ribosome, binding-poly (U), rotational diffusion 4228. 

ribosome, binding-tuberactinomycin O 5633. 

ribosome, binding-virginiamycin S 5631. 

ribosome, characterization-binding site, phage / ribosome 
795. 


ribosome, interaction-tetracycline 214. 


ribosome, localization-tR NA binding region 4796. 

ribosome, localization-mRNA binding site 2585. 

ribosome, peptidyl transferase centre, substrate specificity 
3780. 

ribosome, photochemical cross-linking-tRNA (acetylvalyl) 
5641. 

ribosome, photoinduced affinity labelling-puromycin 5629. 

ribosome, relaxation kinetics 1900. 

ribosome, ribosomal protein exchange 3011. 


ribosome, RNA/protein distribution/packaging 759. 


ribosome, role-phage T4 deoxynucleotide kinase mRNA 


stabilization 4243. 
ribosome, role-phage T7 early mRNA stability 4349. 
ribosome, sedimentation analysis 1899. 
ribosome, stringent factor assay 5626. 
ribosome, structure, electron microscopy, comparison- 
Artemia salina 4234. 


ribosome, structure/function, review 23. 
ribosome, structure/size, electron microscopy 197. 


ribosome, translocation, mechanism 4800. 

ribosome activity/structure, effect of succinic acid/maleic 
acid/acetic acid 2223. 

ribosome-associated enzyme, guanosine tetraphosphate 
degradation 3261. 

ribosome binding-erythromycin, association-ribosomal 
protein L16/ribosomal protein L15 2593. 

ribosome binding site, phage A DNA 2710. 

ribosome conformation, effect of sodium bisulphite 1360. 

ribosome conformation, effect of streptomycin/viomycin 
5632. 


ribosome maturation 770. 


ribosome/ribosomal subunit 30S, protein/RNA distribution 
3014. 

ribosome/ribosomal subunit 30S/ribosomal subunit 50S, 
rotational diffusion 4227. 

ribosome/rRNA, interaction-neomycin 4241. 

ribosome structure, role-RNA 5611. 

ribosome 3’-terminal methylated sequence, structure/ 
properties 5614. 

tRNA, adenylate residue, recognition-rat liver tRNA 
methylase 1340. 

tRNA (aminoacy!) synthetase, affinity labelling-ATP binding 
site 4761. 

tRNA (aminoacyl) synthetase/tRNA content, effect of amino 
acid deficiency 4760. 

tRNA (aspartyl) synthetase, purification/characterization 
2571. 

tRNA, degradation-R Nase U2 5801. 


RNA (DNA-like), fractionation-chromatography (MAK 
column) 785. 
.mRNA, genome transcription product, analysis 261. 


tRNA (glutaminyl) synthetase, interaction-noncognate tRNA 
4208. 

mRNA, in vitro synthesis-ribosomal protein L12/ribosomal 
protein L10/elongation factor Tu 2589. 

tRNA, inhibition-chorismate mutase 4754. 

tRNA, interaction-aflatoxin B, 4743. 
RNA, interaction-ethyl(N- 

benzyloxycarbonylorthoglycinate 1874. 

rRNA, irradiation-induced cross-linking-ribosomal protein 
2590. 

tRNA, isolation-uridine (4-thio) disulphide 4127. 

tRNA (lysyl), mutant, effects on lysine biosynthesis 
regulation 2199, 

tRNA, nucleoside Q precursor, guanosine (7-(aminomethyl)- 
7-deaza), structure determintion 5464. 

tRNA (Phe), conformation, effect of aminoacylation 4197. 

tRNA (phenyl), determination structure 3756. 

rRNA, purification, electrophoresis 5663. 


RNA, ribosomal protein S4-associated, 5'-terminal structure 
809. 
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Escherichia coli, 

r-RNA, structure/function/regulation, Proteus morabilis 
3813. 

RNA. transcription/translation, initiation-membrane- 
associated nucleoid 817. 

tRNA (tryptophanyl) synthetase, sequence homology- 
Bacillus stearothermophilus 2202. 

tRNA (tryptophanyl) synthetase mutation, effect on 
temperature-sensitive growth 5589. 

tRNA. uridine (5-methoxy)/uridine-5-oxyacetic acid 
biosynthesis 5562. 

tRNA (valyl) synthetase, modifying t-peptide, phage T4, 
purification/properties 1887. 

tRNA (valyl) synthetase, phage T4 t-peptide-modified, 
structure 1888. 

rRNA (5S), ribosomal protein binding site 4290. 

RNA accumulation/guanosine tetraphosphate metabolism, 
effect of 5a,6-anhydrotetracyclines 4876. 


tRNA(aminoacy])synthetase, cross-linking-ATP 177. 


tRNA Arg, biological activity, effect of specific modification 
55715. 

RNA biosynthesis, effect of UV-irradiation/X-irradiation- 
treated phage T2 ghost 4321. 

rRNA biosynthesis, relationship-growth rate 5727. 

mRNA context, effect on nonsense codon suppression 4364. 

tRNA Cys, 3'-terminal, nucleotide sequence/properties, role- 
tRNA nucleotidyltransferase 3384. 

tRNA fMet conformation, lanthanide fluorescence 3372. 

tRNA fMet/tRNA Met, role-anticodon base 1344. 

tRNA gene, localization 3304. 

rRNA gene operon, localization-tRNA gene 2357. 

tRNA Leu, in vitro aminoacylation-tRNA (leucyl) synthetase 
3383. 

tRNA Leu, role-amino acid transport regulation 5574. 

tRNA Lys/tRNA Phe, conformation, effect of codon 5568. 


tRNA(methionyl) synthetase, ?tRNA fMet binding- 
activation site 181. 


tRNA(methionyl)synthetase, interaction-metal ion, NUR 
3760. 

tRNA methylase, inhibition-ethionine 4757. 

tRNA methylase, kinetics 3378. 

RNA methylation mutant, characterization-tRNA 1876. 

RNA methylation mutant, characterization-rRNA 1933. 


tRNA nucleotidyltransferase, kinetics 188. 


tRNA nucleotidyltransferase, purification, comparison- 
Lactobacillus acidophilus 5592. 


‘tRNA nucleotidyltransferase, purification/properties 187. 


tRNA nucleotidyltransferase-deficient mutant, tRNA 
metabolism 3370. 

tRNA nucleotidyltransferase mutant, growth, effect of 
mutation (relA) 3762. 

tRNA Phe, alkylation 2985. 

tRNA Phe, conformer interconversion 3754. 

tRNA Phe ribosome translocation, inhibition-viomycin 1906. 


tRNA(phenylalanyl), binding-ribosomal subunit 30S 
protein, UV-irradiationn-induced 221, 


RNA polymerase, ¢ subunit mutation, effect on transcription 


activity 6162. 

RNA polymerase, accessibility-L cell chromatin satellite 
DNA 2094. 

RNA polymerase, activity-denatured mouse liver DNA 5724. 

Escherichia coli, 

RNA polymerase, binding-phage T2/phage T7 DNA 1111. 

Escherichia coli, 

RNA polymerase, binding-phage T7 DNA, displacement- 
heparin i700. 

RNA polymerase, binding-rat liver chromatin 6166. 

RNA polymerase, binding site-phage T7 DNA, mapping 
5004. 

RNA polymerase, binding/transcription-SV40 DNA 1705. 

RNA polymerase, catalysis-single nucleotide addition 4011. 

RNA polymerase, complex-DNA, characterization, use- 
dimethylsulphate methylation 4008. 

RNA polymerase, complex-DNA, subunit topography 5247. 


RNA polymerase, complex-phage T7 DNA 1110. 


RNA polymerase, decadeoxynucleotide template properties 
3619. 


RNA polymerase, effect of cobalt substitution 1114. 


RNA polymerase, effect of methylglyoxal 
bis(guanylhydrazone)/spermidine/spermine 2453. 

RNA polymerase, inhibition-bis(1-anilino-8- 
naphthalenesulphonate) 2822. 


RNA polymerase, inhibition-antitumour agent 1129. 


RNA polymerase, inhibition-6-exotoxin 5246. 

RNA polymerase, inhibition-heliomycin, cell-free system 
6164. 

RNA polymerase, inhibition-poly A (9-vinyl)/poly U (1- 
vinyl) 2826. 

RNA polymerase, initiator-substrate distance 6176. 

RNA polymerase, interaction-nucleoside triphosphate 6174. 


RNA polymerase, interaction-phage fd DNA, binding site 
mapping, electron microscopy 430. 

RNA polymerase, interaction-phage fd DNA, dissociation 
kinetics 553. 


RNA polymerase, interaction-phage T5 promotor 2089. 
RNA polymerase, interaction-phage T7 DNA, 
photochemical cross-linking 6172. 


RNA polymerase, interaction-rifampicin, kinetics 1115. 


RNA polymerase, nonspecific interaction-native/denatured 
DNA 4568. 

RNA polymerase, nucleoside triphosphate multiple binding 
sites 5244. 

RNA polymerase, polyribonucleotide synthesis/ 
pyrophosphorolysis, effect of nucleoside diphosphate 6165. 

RNA polymerase, primed abortive initiation-RNA 
biosynthesis, phage T7 DNA 4334. 

RNA polymerase, RNA/poly (A), initiation specificity 2830. 

RNA polymerase, RNA synthesis in vitro 1707. 


RNA polymerase, role-gene(recA)-independent genetic 
recombination 558. 

RNA polymerase, subunit distribution-cytoplasm/ 
chromosome 1116. 

RNA polymerase, synthesis-complementary RNA 555. 
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Escherichia coli, 

RNA polymerase, thiol group, reaction-7-chloro-4- 
nitrobenzo-2 oxa-1,3 diazole 2090. 

RNA polymerase, transcription-BK virus DNA 3264. 

RNA polymerase mutant, regulation-biosynthesis/activity 
1704. 

RNA polymerase mutant subunit, identification 4565. 

RNA polymerase a-subunit, amino acid sequence 3262. 

RNA polymerase a-subunit, cyanogen bromide peptides, 
amino acid sequence 2831. 

RNA polymerase a-subunit, hybrid formation-Micrococcus 
luteus B-subunit 4012. 


RNA polymerase subunit, resolution-isoelectric focusing 
jh ar 


RNA polymerase a-subunit, C-terminal amino acid sequence 
5241. 

RNA polymerase a-subunit, thermolysin hydrolysis product, 
amino acid sequence 5240. 

RNA polymerase subunit biosynthesis, regulation 2456. 

RNA polymerase subunit gene mutation, effect on operon 
(rpoBC) transcription 2827. 


RNA polymerase f’-subunit mutation, RNA biosynthesis 
27. 


rRNA precursor, cleavage-R Nase III 3054. 

rRNA processing, effect of mutation (rnc) 5756. 

RNA/protein biosynthesis, effect of guanosine (2'-amino-2'- 
deoxy) 2954. 

mRNA translation, inhibition-nitrofurantoin 3107. 

tRNA Tyr. binding-L-dopa 4744. 

tRNA Tyr gene, transcription, termination site 5744. 


tRNA(tyrosyl)synthetase/tR NA(valyl)synthetase, ligand 
binding stoichiometry/subunit structure 185. 


tRNA Val, guanosine (6-thio)/uridine (4-thio) sulphur, 
labelling-tetrakis (acetoxymercuri)methane 3369. 


rRNA 16S, characterization-ribosomal protein $4 binding 
region 1407. 

?rRNA 16S, cytosine modification, effect on ribosomal 
subunit 30S reconstitution/function 209. 


tRNA 16S, ribosomal protein binding site, conformation/ 
stability 4291. 

rRNA 16S, ribosomal protein S4/S16/S17/S20 binding site, 
structure/properties 4292. 

RNA 16S, sequence determination 1408. 

rRNA 16S fragment, sequence determination method 2623. 

rRNA 23S, interaction-ribosomal protein $1 1903. 

rRNA 23S, puromycin derivative attachment site, nucleotide 
‘sequence 2624. 

RNA 5S, binding-complementary oligonucleotide, 
identification-single-stranded region 3445. 

rRNA 58, conformation stability, effect of binding-ribosomal 
protein L25/ribosomal protein L18/ribosomal protein L5 
5613. 

RNA 5S, interaction-ribosomal protein L5/ribosomal protein 
L18/ribosomal protein L25 5609. 


“rRNA 5S, refolding 262. 


RNA 5S binding site-containing ribosomal protein L18 
fragment, characterization 5608. 


RNase/ATPase/phosphatase activity, effect of histone 3295. 
RNase II, purification/characterization 3608. 


RNase II-deficient strain, visualization-+rR NA biosynthesis, 
electron microscopy 816. 


RNase O/RNase Q, purification/properties 5227. 


rRNA biosynthesis, relationship-phage RNA biosynthesis 
827. 

rRNA gene recombination 1074. 

tRNA/ribosomal protein mRNA biosynthesis/stability, 
effect of growth rate 852. 


small stable RNA, characterization 3029. 

spheroplast, transfection-phage A prophage DNA 5181. 

stringent factor, activation-tR NA, requirement-3’-terminal 
purine 3758. 

stringent factor, ATP pyrophosphate transfer-guanosine 
nucleotide 2549. 

superhelical DNA, relaxation-coumermycin 3543. 

suppressor tRNA gene, transduction-mammalian cell 4534. 

suppressor tRNA Trp, codon specificity 1881. 

T-even phage, chromosome replication 6299. 


temperature-sensitive mutant, DNA biosynthesis, stimulation- 
phage T4 496. 


temperature-sensitive mutant, rRNA biosynthesis 5757. 

temperature-sensitive mutant, RNA polymerase assembly 
4010. 

temperature-sensitive mutant(dnaZ), DNA biosynthesis, 
effect of temperature 2396. 

termination-DNA replication cycle 2742. 

thymidine kinase, inhibition-thymidine derivative 2853. 

toluene-treated, UV-irradiation-induced DNA excision- 
repair, role-DNA polymerase I 6196. 

toluene-treated, UV-irradiation-induced DNA repair 
synthesis, role-DNA polymerase I 6197. 

transcription pattern-chromosome containing RNA 
polymerase/ribosomal protein 50S gene 1939. 

transfection, phage T7 DNA infectivity 1644. 

transformation, characterization 1656. 

transformation-DNA restriction fragment 2422. 

trimethoprim-resistance R factor, isolation-dihydrofolate 
reductase gene-carrying fragment 5835. 


tRNA, interaction-copper ion/zinc ion/cadmium ion 716. 

tRNA (methionyl) synthetase, chromatography (affinity) 739. 

tRNA, oxidation-uridine(4-thio) 715. 

tRNA, physical properties, effect of nucleoside modified 
content 723. 

tRNA Asp, nucleoside Q biosynthesis, role-methionine 719. 

tRNA gene, repair-UV-irradiation-induced lesion 1017. 

tRNA His, phosphorylation-pelynucleotide kinase, kinetics 
1151. 

tRNA methylation, association-UV-irradiation-induced 
photoproduct formation 730. 

tRNA(threonyl)synthetase, subunit structure/mapping- 
structural gene 743. 


uracil-containing DNA, excision-repair, role-dUTPase 3950. 
uridine(5-bromodeoxy)-substituted DNA, effect on B- 
galactosidase gene expression 2543. 


UV-irradiation, phage M13 DNA-binding protein, cross- 
linking-single-stranded DNA 1223. 
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Escherichia coli,(continued) 
UV-irradiation-treated, DNA repair, inhibition-arsenic 2385. 


DNA, effect of cadmium ion 2682. 

DNA biosynthesis/RNA biosynthesis, during low growth 
rate 2767. 

DNA methylase, isolation, comparison-Escherichia coli 
K 12 3277. 


fractionation-tR NA(aminoacyl)synthetase, aminohexyl- 
Sepharose 733. 

normal/uracil (5-fluoro)-containing tRNA, properties, effect 
of pH 728. 


phage T4, cytosine-containing DNA 5804. 

restriction endonuclease recognition site, DNA nucleotide 
sequence 5944. 

restriction endonuclease recognition site DNA, phage gXsB1/ 
SV40 restriction 5900. 

uridine (pseudo)-deficient tRNA, use-pseudouridine 
synthetase substrate 1338. 

Escherichia coli B/r, 

cell cycle, F’ lac factor replication during 5978. 

DNA photoreactivating enzyme, effect of uv-irradiation 3279. 

gene (ara) containing hybrid plasmid, construction 5179. 

RNA biosynthesis/DNA biosynthesis, effect of nitrofuran 
derivate 5129. 

substrain, DNA content 3858. 

Escherichia coli C, 

phage DNA uptake, effect of cell wall mutation 6076. 

uracil (5-bromo) incorporation, effect on y-irradiation 
sensitization 3712. 

Escherichia coli K12, 

chromosome replication, termination site 1781. 


conjugation, donor DNA, fate 2066. 


determination-cysteine mRNA biosynthesis regulation, use- 
transducing phage A 1949. 

DNA, gene (ilv) region, restriction endonuclease mapping 
2902. 

DNA degradation, effect of ozone 3251. 

DNA-directed cystathionine y-synthetase biosynthesis in 
vitro 4218. 

DNA methylase, isolation, comparison-Escherichia coli B 
3277. 

DNA methylase, site specificity/properties 4039. 


DNA post replication repair, effect of caffeine/ 
chloramphenicol 2024. . 


DNA repair, alkylation-induced, role-DNA polymerase I 
3270. 

DNA replication initiation, role-gene (dnaA)/gene (dnaC) 
3189. 

DNA strand polarity during conjugation 4450. 

B-galactosidase biosynthesis, effect of nucleoside 5479. 

gene (ilvC)-operon (lac) fusion DNA, role Bgalactosidase 
biosynthesis 2065. 

gene (ilvE)/gene (ilvD)/gene (ilvA)/gene (ilvC), mapping 
Pi ey, 

gene (trxA) mapping 1544. 

gene(dnaA) production, role-DNA replication regulation 
2397. 

gentamicin resistant mutant, ribosomal protein L6 structure 
2214. 

mutant, DNA N-glycosidase assay 6224. 
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operon (lac)-gene (ilvC) fusion, characterization 2064. 

plasmid ColE1 carrying rRNA gene transcription unit, 
characterization 2418. 

plasmid RSF1010 replication 5979. 

plasmid R245, isolation/characterization 2706. 

plasmid R6K DNA replication 5083. 

polyribosome, attachment-membrane, nascent chain 5617. 

R factor, characterization 3520. 

regulation-R factor DNA replication 5081. 

restriction endonuclease, conformation, effect of ATP 6159. 

ribosomal protein mRNA, biosynthesis during nutritional 
shift-up 3084. 

tRNA (asparaginyl) synthetase mutant, idertification 2201. 

RNA polymerase, flagellum formation defective mutant, 
characterization 2092. 

RNA polymerase subunit biosynthesis rate 2819. 

RNA/protein biosynthesis, effect of indoleacetic acid 5758. 

threonine deaminase mutant, tRNA (aminoacyl) synthetase 
biosynthesis/activity 3761. 


thymineless death, role-gene(recB) product 2067. 


transfection-phage A, calcium chloride-dependent system, 
characterization 5188. 

Escherichia coli MRE 600, 

extra-chromosomal DNA 5807. 

ribosoma! protein L10, amino acid sequence 5610. 

ribosomal subunit 50S, interaction-tRNA 2595. 

ribosome, cell-free system, protein biosynthesis, effect of 
temperature 5599. ; 


ribosome, reaction-dithioglycolic acid diazide 1907. 

Escherichia coli PAT 84, 

DNA replication pattern 3940. 

ESR, 

analysis, (GMP, »-irradiation 1298. 

cytosine (1-methyl)-uracil (5-fluoro) complex, free radical 
formation 3703. 

DNA, interaction-nitrobenzene 2331. 

substituted pyrimidine 2925. 

uridine (5-chlorodeoxy)/uridine (5-bromodeoxy), X- 
irradiation 1840. 

uridine (5-iododeoxy), iodine-125/iodine-131/tritium-labelled, 
radical formation 5460. 

yeast tRNA Phe binding-manganese ion 1875. 

yeast tRNA Tyr conformation 725. 

Ethanol, 

effect on protein biosynthesis, rat liver 4247. 

effect on protein synthesis, rat brain, membrane-bound 
ribosome 3390. 

effect on RNA biosynthesis/protein biosynthesis, Phaseolus 

, vulgaris 1452. 

Ethidium, 

binding-DNA/poly(I-C) 916. 

binding-HeLa cell nucleoid superhelical DNA 3887. 

cytidylyl (5-iodo)(3’-5’)guanosine complex, X-ray 
crystallography 708. 

Bee intercalation-phage PM2 DNA, electron microscopy 

526. 

inhibition-thymidine/adenine/uridine incorporation-rat/ 
mouse liver RNA/DNA 3575. 

interaction-synthetic double-stranded polynucleotide 1312. 

uridyl (S-iodo)(3'-5')adenosine complex, X-ray 
crystallography 707. 

Ethidium bromide, 

binding-chromatin, fluorescence, effect of sodium chloride/ 
EDTA concentration 4643. 
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Ethidium bromide,(continued) 

binding-chromatin DNA, effect on cleavage pattern 389. 
binding-tRNA 5566. 

binding-yeast tRNA Phe 717. 

complex-chromatin, degradation-nuclease 4632. 


complex-DNA, effect on mouse peritoneal macrophage 6083. 


complex-DNA, physical properties 3877. 

complex-phage T4 DNA, fluorescence depolarization 386. 

differentiation-DNA-platinum complex 402. 

DNA complex, fluorescent detection 884. 

effect on brome mosaic virus RNA biosynthesis in vitro 850. 

fluorescence, use-phage DNA detection 3491. 

fluorometric method, determination-membrane-bound 
chloroplast RNA 5651. 

inhibition-RNA methylation, Novikoff ascites hepatoma 
1434. 

intercalation-phage PM2 DNA, electron microscopy 3526. 

poly(A-U) complex, unwinding angle determination 153. 

preferential deletion-mitochondrial DNA region, 
Saccharomyces cerevisiae 5866. 

use-fluorometric determination-DNA 4371. 

Ethionine, 

binding-tRNA Lys, rat liver 2559. 

effect on phosphorylation-ribosomal protein S6, rat liver 766. 

effect on polyribosome/protein biosynthesis, rat liver 4794. 

effect on ribosome/initiation factor activity, rat liver protein 
biosynthesis 2206. 

inhibition-Escherichia coli tRNA methylase 4757. 

inhibition-RNA biosynthesis, rat liver 2294. 

Ethyl methanesulphonate, 

alkylation-DNA, reactivity-thymidylyl-(3’-5'-)-thymidine 
4958. 

effect on mouse DNA 3135. 

effect on sister chromatid exchange, CHO cell 6289. 

induced, chromosome aberration, Pterotheca falconeri , 
effect of caffeine 1214. 


relationship-virus induction/sister chromatid exchange, SV40- 


transformed hamster cell line 4645. 


EthyIN-benzyloxycarbonylorthoglycinate, 

interaction-Escherichia colitRNA 1874. 

Ethylene glycol, 

effect on Neurospora crassa conidia genome transcription 
4878. 

effect on ribosome/rRNA 16S structure 3394. 

1,2-Ethylene sulphate, 

mutagenesis, Salmonella typhimurium 3505. 

Ethyleneglycol-bis-N,N'-Tetraacetic acid, 

treated, polyoma virus, DNA-protein complex, 
characterization 5360. 

N-Ethyl-N-nitrosourea, 

alkylation-DNA, reactivity-thymidylyl-(3'-5'-)-thymidine 
4958. 


effect on Candida tropicalis DNA secondary structure 959. 


effect on rat chromosome 2139. 

induction-DNA ethyl phosphodiester formation, stability in 
vivo 4959. 

Euchromatin, 

see also Chromatin 

histone content analysis, mouse hepatoma 2896. 

level, during regeneration, rat liver 4634. 

premeiotic DNA biosynthesis, Lilium longiflorum 471. 

Triatoma infestans , histone cytochemistry 1197. 


Euglena, 

ribosomal protein, biosynthesis/characterization 3399. 
Euglena gracilis, 

chloroplast, DNA biosynthesis 3563. 

chloroplast, rRNA gene, cloning 5057. 

chloroplast DNA, mapping/localization-rRNA gene 1935. 
histone, fractionation 3291. 

nuclear DNA/histone content 5811. 


pyrimidine degradation, inhibition-analogue 71. 


ribosomal protein, radioactive labelling 1908. 

tRNA (leucyl) synthetase, inhibition-modified ATP analogue 
25712: 

tRNA gene, restriction endonuclease analysis 5956. 

RNA polymerase, activity, effect of temperature 2450. 

vitamin B,, deficient, effect on DNA 5051. 

Eukaryote, 

cell nucleus, detection/characterization-DNA polymerase a/ 
DNA polymerase £ 1726. 

elongation factor EF-1fy, subunit separation/properties 1383. 

genome organization, review 2507. 

genome organization/expression, review 3691. 

initiation factor, phosphorylation 2233. 

initiation factor IF-2, binding/release, during protein 
biosynthesis initiation 2231. 

initiation-mRNA translation, review 1240. 

nucleus, protein biosynthesis, characterization 2574. 

regulation-gene expression, review 2514. 

ribosome function, inhibition-fusarenon-X 3401. 

Euscelis plebejus, 

egg, RNA biosynthesis during oogenesis/embryogenis 4899. 

Evolution, 

DNA repetitive sequence, Strongylocentrotus purpuratus / 
Strongylocentrotus droebachiensis /Strongylocentrotus 
franciscanus /Lytehinus pictus 1549. 

B-globin mRNA, comparison-human/rabbit 2631. 

origin, repetitive DNA, model 2366. 

rRNA, prokaryotic phylogeny 794. 

Excision-repair, 

see also Repair 

DNA, human, effect of 2-chloroethyl-isocyanate 4497. 

DNA, human/hamster/chick embryo cell 1607. 

DNA, inhibition-butylated hydroxytoluene, human 
lymphocyte 4500. 

DNA, UV -irradiation-induced, toluene-treated Escherichia 
coli , role-DNA polymerase I 6196. 

DNA, UV-irradiation-treated mouse oocyte 2032. 

DNA, 7-bromomethylbenz(a)anthracene-treated Chinese 
hamster cell/HeLa cell 1609. 

following UV-irradiation, Proteus mirabilis mutant (MUT) 
1591. 

gene, mapping, Bacillus subtilis 1541. 

human xeroderma pigmentosum cell, use-DNA damage 
indicator 2037. 

mouse spleen, effect of prostaglandin 4492. 

rate, human cell DNA, control-nucleosome structure 3213. 

uracil, during phage 0X174 DNA replication in vitro 5101. 

uracil-containing DNA, Escherichia coli , role d(UTPase 
3950. 

UV -irradiation damage, mechanism, CV-1 cell 3960. 

UV -irradiation/induced-insertion, sequence size DNA, 
mammalian cell 1610. 

UV-irradiation-induced single-stranded breakage, Proteus 
mirabilis DNA 3205. 

Exonuclease, 

see also DNase, RNase, Nuclease 
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Exonuclease,(continued) 

DNA polymerase I-associated, role-phage M13 DNA 
replication 1087. 

heterogeneity, Crotalus adamanteus 1088. 

identification, Bacillus subtilis , activity-irradiated DNA 
1673. 

preparation, calf spleen 1674. 

single-stranded DNA-specific, Bacillus subtilis . purification/ 
characterization 6152. 

Exonuclease (3’-5’), 

activity. Eschericia coli DNA polymerase I. inhibition- 
nucleoside monophosphate 4024. 

Exonuclease A5, 

inhibitor. characterization 2801. 

Exonuclease III, 

Escherichia coli. biological activity 547. 

B-Exotoxin, 

inhibition-RNA polymerase, Bacillus thuringiensis / 
Escherichia coli 5246. 


F’ lac factor, 

replication, during Escherichia coli B/r cell cycle 5978. 

F factor, 

isolation/characterization, plasmid pSC 138 3156. 

restriction endonuclease DNA fragment, containing, plasmid, 
construction/analysis 5177. 

restriction endonuclease EcoRI cloned DNA fragment. 
physical properties/function 4993. 

F-like factor, 

conjugation regulation 5175. 

Fanconi’s anaemia, 

cell, repair-mitomycin C/UV-irradiation-induced DNA lesion 
2034. 

human, defective repair-U V -irradiation/y-irradiation- 
damaged DNA 3958. 

UV-irradiation-induced DNA breakage/repair 3215. 

Fatty-acid synthetase, 

mRNA, rat liver, translation-cell-free system 3110. 


synthesizing. polyribosome, identification, chick 1363. 

Feline leukaemia virus, 

genome DNA, occurrence-cat cell 5931. 

infected cell, analysis-polyribosome/cytoplasmic RNA 3797. 

infected cell, virus-specific RNA, 5’-terminal cap structure 
3794. 

Ferrous ion, 

combination-5-amino- |-formylisoquinoline 
thiosemicarbazone, inhibition-DNA polymerase B/DNA 
polymerase a/RNA polymerase II/RNA polymerase II 1136. 

Fibroblast, 

cell culture. human, DNA biosynthesis/RNA biosynthesis 
assay 467. 

cell culture, human, protein biosynthesis regulation 3006. 

chick, DNA biosynthesis, effect of n-butyrate 1047. 

chick, myosin heavy-chain mRNA, content during 
myogenesis 2247. 

chick. Semliki Forest virus-infected, RNA biosynthesis, effect 
of nonstructural protein 5739. 

chick embryo, cell cycle, effect of multiplication-stimulating 
activity 484. 

chick embryo, DNA biosynthesis/cation content, effect of 
magnesium ion 491. 

chick embryo. transformation-Rous sarcoma virus, inhibition- 
adenosine (5'-deoxy-5'-S-isobutylthio) 4707. 

chick embryo. vaccinia virus-infected, RNA methylation, 


effect of interferon treatment 5749. 

hamster, microtubule-associated protein, binding-DNA 5356. 

human, <UV->irradiation treated, photoreactivation- 
thymine dimer 397. 

human, DNA biosynthesis, stimulation-thrombin/trypsin/ 
plasmin 503. 

human, DNA biosynthesis, stimulation-thrombin 4517. 

human, DNA repair, assay 3577. 

human, histone biosynthesis, fidelity, effect of age 4605. 

human, inactivation-interferon mRNA during interferon 
biosynthesis shutoff 1963. 

human, interferon MRNA, biosynthesis/inactivation 863. 

human, irradiated, nuclear DNA binding-8-methoxypsoralen 
2698. 

human, normal/SV40-transformed, rRNA metabolism 2281. 

human, protein biosynthesis inhibition, effect on mRNA 
accumulation 874. 

human, purine nucleoside incorporation, effect of purine 
nucleoside phosphorylase deficiency 575. 

human, rRNA biosynthesis, effect of interferon 3091. 

human, serum stimulation, effect on nuclear 
ribonucleoprotein nonhistone protein/chromatin 607. 

mouse, uptake/aminoacylation-exogenous tRNA 729. 

normal/Bloom’s syndrome/ataxia telangiectasia, comparison- 
apurinic site-specific endonuclease activity/repair 1030. 

normal/repair-deficient, homan DNA N-glycosidase activity 
2475. 

nucleolus, RNA biosynthesis/RNA content, effect of 
adriamycin 1433. 

purine nucleoside phosphorylase, assay 2109. 

Werner’s syndrome, UV-irradiation-induced DNA repair 
synthesis 4496. 

xeroderma pigmentosum, DNA-binding protein, 
chromatography 4655. 

Fibrosarcoma, 

clone, DNA content 1487. 

mouse, tumour-specific cytotoxicity, transfer-xenogeneic 
immune RNA 321. 

FL cell, 

mengovirus replication, inhibition-dipyridamole 290. 

Flagellin, 

biosynthesis, regulation during Caulobacter crescentus cell 
cycle, dependence-DNA replication 1890. 

Fluocinolone acetonide, 

effect on DNA biosynthesis, mouse skin 2777. 

Fluorescein, 

photodynamic action, Bacillus subtilis transforming DNA 
2414. 

probe, use-tRNA structure determination 2988. 

Fluorescein mercuric acetate, 

complex formation-calf thymus/Micrococcus lysodeikticus 
DNA, kinetics 1515. 

Fluorescence, 

barley embryo 
LZ 

Fluorescent light, 

induction-DNA cross-linking/chromosome aberration, mice 
cells 349. 

bis-Fluroethyl nitrosourea, 

interaction-DNA/RNA, role cytidine (fluoroethyl) 2254. 

a-Foetoprotein, 

ase rat, quantitation, use-complementary DNA probe 
1395. 

Foetus, 

RNA/DNA metabolism, review 4110. 

Folate, 


depletion, effect on uridine (5-fluoro-2'-deoxy) cytotoxicity. 


t RNAPhe binding-monovalent cation 


122 


a 


IRL©1979 


Nucleic Acids Abstracts 


ee eee 


Folate,(continued) 
mouse leukaemia cell 1851. 

Folic acid, 

interaction-RNase A 1095. 

Folpet, 

interaction-DNA/histone, calf thymus/rat liver 5307. 

Foot-and-mouth disease virus, 

associated RNase activity 6139. 

RNA, localization-poly (C) sequence 4280. 

serotype, RNA, sequence homology 1403. 

vaccine, potentiation-poly (I.C), guinea pig 1316. 

Formaldehyde, 

cross-linking-vesicular stomatitis virus protein 6314. 

effect on RNase A activity 3610. 

induction-DNA-binding cross-linking, Saccharomyces 
cerevisiae 5871. 

interaction DNA/RNA/polynucleotide 405. 

reaction-uracil + formic acid, thymine synthesis 652. 

Formamide, 

solution, DNA thermal stability/renaturation kinetics 420. 

Formic acid, 

reaction-uracil + formaldehyde, thymine synthesis 652. 

Formycin, 

effect on tRNA precursor processing, Bombyx mori silk 
gland 1327. 

NMR 105. 

Formycin (2'-Deoxy), 

triphosphate, preparation, effect on ribonuclesodie 
triphosphate reductase 4595. 

Formycin B hydrochloride, 

X-ray crystallography 1281. 

Fowl plague virus, 

mapping 4905. 

RNA transcriptase, comparison-influenza virus A 5255. 

Fowl pox virus, 

DNA, restriction endonuclease cleavage analysis, 
comparison-rabbitpox virus/cowpox virus/vaccinia virus/ 
ectromelia virus 1535. 

Fraxinus excelsior, 

dormant embryo, RNA biosynthesis 1419. 

Freezing, 

effect on RNA polymerase activity, rat liver 5248. 

Friend cell, 

chromatin, distribution-mRNA coding sequence 1200. 

chromatin, localization-globin gene 1778. 

chromatin nonhistone protein disappearance during erythroid 
differentiation 6273. 

histone acetylation, effect of n-butyrate 1762. 


nucleolus, RNA biosynthesis, stimulation-fresh medium 5751. 


nucleosome-associated histone/nonhistone protein/ 
phosphoprotein, characterization 4608. 

protein biosynthesis, effect of vesicular stomatitis virus/ 
herpes simplex virus infection 2209. 

Friend erythroleukaemia cell, 

chromatin, globin gene distribution 3298. 

herpes simplex virus infection, mRNA degradation, 
requirement-protein biosynthesis 5598. 

Friend leukaemia virus, 

genome composition, changes during dimethyl sulphoxide 
induced differentiation, erythroleukaemia cell 5674. 

induction-leukaemia, association-xenotropic RNA sequence 
expression, mouse 5778. 

infection, erythroleukaemia cell, histone biosynthesis 5310. 

replication, mouse, inhibition-poly A (9-vinyl) 4184. 

RNA subunit size 5681. 


- transformed mouse erythroleukaemia cell, cell-free system, 


translation, effect of interferon 5605. 


Frog virus 3, 

early RNA biosynthesis, in vivo 4868. 

regulation-protein biosynthesis/RNA biosynthesis, fathead 
minnow cell 2577. 

Fructose 1,6-diphosphate, 

inhibition-protein biosynthesis, rabbit reticulocyte. effect of 
NAD 5602. 

stimulation-protein biosynthesis/tRNA fMet binding- 
ribosome, mammalian cell 2596. 

Fuchsin (basic), 

interaction DNA/RNA/polynucleotide 405. 

Funaria hygrometrica, 

DNA content 445. 

Fungus, 

differentiation, role-RNase, review 2509. 

Furocoumarin, 

interaction-phage A DNA 4408. 

Furylfuramide, 

reaction-DNA in vitro 4968. 

Fusarenon-X, 

inhibition-ribosome function, eukaryote 3401. 

Fusarium aquaeductuum, 

poly (A)-containing mRNA, photoinduced biosynthesis 1441. 

Fusarium graminearum, 

DNA isolation, chromatography (affinity) 5838. 

Fusarium moniliforme, 

infected mango inflorescence, RNA/DNA content 354. 


Gaeumannomyces graminis, 

virus-like particle, RNA characterization 4841. 

Galactosamine, 

effect on rat liver nuclear ribonucleoprotein 596. 

use-r-RNA maturation study 1437. 

Galactose, 

operon, phage A, containing, recombinant plasmid, 
construction 5167. 

fB-Galactosidase, 

biosynthesis, Escherichia coli K 12, effect of nucleoside 5479. 

expression, regulation, Escherichia coli , plasmid pBGP 120 
determined 3980. 

gene expression, Escherichia coli /rat myoblast, effect of 
uridine(5-bromodeoxy) substituted DNA 2543. 

Gallus domesticus, 

see also Chicken 


genome, DNA sequence organization 3180. 


histone H2B sequence, comparison-Xenopus laevis/ 
Crocodilus niloticus 2882. 


wing muscle, DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, during hypertrophy 3389. 

GDP, 

elongation factor G + ribosome complex, decay 1374. 

elongation factor G + ribosome complex, turnover, effect of 
cation/antibiotic 1375. 

enzymatic analysis 3354. 

NMR, aqueous solution 1295. 

GDP kinase, 

activity, ribosome-associated 1144. 

Gecarcinus lateralis, 

genome, DNA organization 1550. 

Geldanamycin, 

effect on Rauscher leukaemia virus reverse transcriptase 
4580. 
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Geldanamycin,(continued) 

inhibition-deoxynucleotidyltransferase (terminal), human 
leukocyte. leukaemia/normal 6203. 

Gene, 

see also Cistron, Operon, etc 

adenovirus (human) 2-specific, transcription-exogenous 
RNA polymerase III, KB cell nucleus 1709. 

aminoglycoside phosphotransferase, DNA, relationship-R 
factor/antibiotic-producing bacteria 5045. 

assembly. immunoglobulin variable region, hypothesis 6091. 

cloning, use-plasmid, review 3689. 

conformation during transcription, chicken chromatin 608. 

coupling factor I, chloroplast DNA + nuclear DNA- 
associated, Nicotiana 4541. 

cytochrome c, Saccharomyces cerevisiae chromosome, 
mapping 4087. 

cytochrome c oxidase, identification, Saccharomyces 
cerevisiae mitochondrial DNA 5052. 

dihydrofolate reductase, carrying, DNA fragment, isolation- 
Escherichia coli trimethoprim resistance R factor 5835. 

dihydrofolate reductase, multiplication, methotrexate- 
resistant mouse sarcoma cell 5197. 

DNA polymerase, identification, herpes simplex virus 2463. 

early, SV40, organization/expression 2419. 

excision-repair, mapping, Bacillus subtilis 1541. 

expression, plasmid ColE1 5174. 

expression, regulation, eukaryote, review 2514. 

expression, Xenopus laevis oocyte 6125. 

B-galactosidase, expression, Escherichia coli /rat myoblast, 
effect of uridine(S5-bromodeoxy) substituted DNA 2543. 

globin, analysis, normal/haemoglobin HbJ Mexico human 
haploid genome 522. 

globin, biosynthesis, template dependence 5073. 

globin, conformation, erythroleukaemia cell 5069. 

globin, distribution, Friend erythroleukaemia cell chromatin 
3298. 

globin, isolation, mouse/human 2314. 

globin, localization, Friend cell chromatin 1778. 

B-globin, mapping-adjacent region, rabbit liver DNA 970. 

B-globin, mouse, intervening DNA sequence, identification 
S182 

globin, synthesis, use-DNA complementary-mRNA 3993. 

a-globulin, transcription, male rat liver nucleus 5730. 

haemagglutinin, reovirus, identification 6114. 

hemagglutinin/neuraminidase, identification, influenza virus 
B 1959. 

histone, transcript. characterization, Strongylocentrotus 
purpuratus 5709. 

human globin, cleavage-restriction endonuclease 5235. 

imidazoleglycerolphosphate dehydratase, yeast, cloning/ 
expression-Escherichia coli 2798. 

immunity, cloning, phage Mu 2059. 

immunoglobulin, localization 5164. 

immunoglobulin, mouse, organization, DNA restriction 
endonuclease EcoRI fragment 5967. 


immunoglobulin light chain, cloning-plasmid pCR 1-*40 6126. 


immunoglobulin light chain, mouse immunoglobulin light 
chain, cloning/mapping 2013. 

incompatibility, mapping, plasmid FI/plasmid FII 4994. 

late, phage T4, transcription-phage T4 modified RNA 
polymerase in vitro 2823. 

late, phage T7, transcription, regulation 2641. 

loci, mapping, Saccharomyces cerevisiae mitochondrial 
DNA 5054. 

mapping, avidin:biotin method, use-cytochrome c polyamine 
bridge 3507. 

mapping, phage T7, use-DNA cloning 5012. 
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mapping, plasmid Clo DF 13 3158. 

mouse immunoglobulin, location-chromosome 4644. 

mutation, tRNA Trp, effect on regulation-transcription 
termination 1337. 

organization, plasmid Clo DF 13, use-transposon probe 4991. 

organization, tetracycline resistance determinant 4992. 

ovalbumin, fragment, isolation, use-cloning 4539. 

ovalbumin, organization, chicken DNA 3179. 

ovalbumin, purification, chick DNA 1493. 

ovalbumin, restriction endonuclease mapping, detection- 
intragenic DNA spacers 3550. 

ovalbumin, sequence, chicken DNA 5962. 

ovalbumin, transcription-RNA polymerase II, hen oviduct 
3071. 

overlapping, evolution 4526. 

plasmid, detection-crown gall tumour, Agrobacterium 
tumefaciens -infected Nicotiana tabacum 5180. 

protein VP2/protein VP3, SV40, nucleotide sequence 5027. 

provirus, measurement, avian myeloblastosis virus-infected 
chick cells, use complementary DNA hybridization 886. 

recombination, C-type virus, mechanism 3241. 

regulation, chromosome folding 1217. 

ribosomal protein, Bacillus subtilis , mapping 5945. 

ribosomal protein, Bacillus subtilis , role-sporulation 
regulation 6121. 

ribosomal protein, carrying, Escherichia coli DNA, insertion- 
vector phage 2062. 

ribosomal protein, Chlamydomonas reinhardtii chloroplast, 
localization 4456. 

ribosomal protein, Escherichia coli , expression-vector phage 
clone, promoter identification 2000. 

ribosomal protein, Escherichia coli , mapping 4451. 

tibosomal protein, mapping, Escherichia coli , use-phage 
Afus3 DNA 2001. 

ribosomal protein, organization, Escherichia coli 1999. 

ribosomal protein, phage Afus2-carrying, organization/ 
identification, Escherichia coli 1998. 

ribulosebisphosphate carboxylase subunit, Zea mays 
chloroplast DNA fragment 2424. 

tRNA, localization, Escherichia coli 3304. 

tRNA Glu, localization-Drosophila melanogaster 3928. 

tRNA Met, cloned fragment, transcription-Xenopus laevis 
oocyte 3086. 

tRNA Met, cloned fragment, Xenopus laevis , sequence 
organization 5961. 

tRNA Phe, yeast, structure 2359. 

tRNA Tyr, Escherichia coli , transcription, termination site 
5744. 

tRNA Tyr/tRNA Phe, intervening sequence, transcription/ 
processing 5563. 

tRNA Val, 3’-terminal fragment, chemical/enzymatic 
synthesis 2551. 

tRNA 19S/rRNA 268, localization-Physarum polycephalum 
chromatin 4068. 

RNA 4S, Saccharomyces cerevisiae mitochondrial DNA, 
mapping 963. 

rRNa 5-88, Xenopus laevis , mapping 5062. 

rRNA 5S, Saccharomyces cerevisiae , localization 3448. 

chi 5S, Saccharomyces cerevisiae , nucleotide sequence 

729. 

peop tRNA, Tetrahymena pyriformis , characterization 

RNASS, heterogeneity, Bacillus licheniformis /Bacillus 
subtilis /Bacillus Q@ 955. 

segment, phage Q coat protein, enzymatic synthesis 4189. 

silk fibroin, Bombyx mori , cloning 2069. 

structural, identification/mapping, use-DNA mRNA 
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Gene,(continued) 
hybridization 1996. 

thymidine kinase + galactokinase, Chinese hamster, transfer- 
mouse cell 2070. 

thymidine kinase, herpes simplex virus, transfer-mouse cell 
3986. 

thymidine kinase, transfer in vitro, herpes simplex virus 6117. 

transcriptionally active, Amoeba proteus , electron 
microscopy visualization 3921. 

transfer, human C-type virus, review 21. 

transforming. avian sarcoma virus, related RNA, occurrence- 
uninfected avian cell 2242. 

transforming. avian sarcoma virus, related RNA, uninfected 
avian cell, characterization 2258. 

tRNA. Escherichia coli , repair-UV-irradiation-induced 
lesion 1017. 

tumour antigen, SV40, nucleotide sequence 5024. 

variant protein, localization-Saccharomyces cerevisiae 
mitochondrial DNA 964. 

vitellogenin, expression, chicken liver nucleus, in vitro 4310. 

Gene (A), 

product, SV40, role-DNA biosynthesis regulation, 
transformed hamster cell 6014. 

protein, role-phage A DNA packaging 2708. 

Gene (argF), 

regulation-transcription, Escherichia coli 1654. 

Gene (argl), 

regulation-transcription, Escherichia coli 1654. 

Gene (cdc), 

control-DNA replication, Saccharomyces cerevisiae 1620. 

Gene (cll), 

containing, phage A DNA, nucleotide sequence 4430. 

Gene (cro), 

containing, phage A DNA, nucleotide sequence 4430. 

phage A, nucleotide sequence 1527. 

Gene (D), 

protein, role-phage A DNA packaging 2709. 

Gene (dar), 

phage T4, role-DNA replication 5183, 5184. 

_ Gene (Dm225), 

Drosophila melanogaster , properties 5060. 

Gene (dnaA), 

Escherichia coli K12, role-DNA replication initiation 3189. 

production, Escherichia coli K12, role-DNA replication 
regulation 2397. 

requirement, DNA biosynthesis, plasmid pSC101 2016. 

Gene (dnaB), 

product, isolation/characterization, Escherichia coli 3605. 


protein, characterization/role-phage pX174 DNA 
biosynthesis 5087. 


protein, Escherichia coli , role-phage pX174 DNA 
biosynthesis 989. 
role-X-irradiation-induced DNA polymerase III-directed 
repair synthesis, Escherichia coli 486. 
Gene (dnaC), 
Escherichia coli K12, role-DNA replication initiation 3189. 
Gene (dnaG), 
protein, Escherichia coli , primer synthesis, characterization 
6225. 
protein, Escherichia coli , purification/characterization, role- 
DNA primase 6226. 
protein, Escherichia coli , RNA primer, characterization, 
__ initiation-phage G4 DNA replication 5703. 
Gene (dnaJ), 
. Escherichia coli , requirement-phage 1 DNA synthesis 6000. 


expression/organization, Escherichia coli 6124. 

Gene (dnaK), 

Escherichia coli , requirement-phage A DNA synthesis 6000. 

expression/organization, Escherichia coli 6124. 

Gene (gag), 

product precursor, biosynthesis, Rauscher leukaemia virus. 
cell-free system 3764. 

Gene (GAL4), 

dependence, uridyl transferase mRNA induction, 
Saccharomyces cerevisiae 4537. 

Gene (glyV), 

derived, tRNA Gly, Escherichia coli , characterization 5576. 

Gene (guaA), 

expression, insertion-colicin El DNA 521. 

Gene (ilv), 

region, restriction endonuclease mapping, Escherichia coli 
K12 DNA 2902. 

Gene (ilvA), 

mapping, Escherichia coli K12 2725. 

Gene (ilvC), 

mapping, Escherichia coli K12 2725. 

Gene (ilvD), 

mapping, Escherichia coli K12 2725. 

Gene (ilvE), 

mapping, Escherichia coli K12 2725¢ 

Gene (inl), 

Neurospora crassa , transformation 1661. 

Gene (IV), 

fragment, phage f1 DNA, nucleotide sequence 3529. 

Gene (K), 

identification, phage G4 4435. 

Gene (lacl), 

Escherichia coli , mutagenesis, specificity 2794. 

Escherichia coli , mutation mapping 2723. 

Gene (lex), 

role-DNA repair, Escherichia coli /phage A 6022. 

Gene (mak), 

Saccharomyces cerevisiae , requirement, killer maintenance 
5193. 

Gene (N), 

protein, phage A, identification 6108. 

Gene (nalA), 

Escherichia coli , role-DNA gyrase activity 2858. 

product, Escherichia coli , characterization, relationship- 
DNA gyrase 2857. 

Gene (O), 

product, role-phage A DNA replication 3965. 

Gene (P), 

product, promotion-phage A DNA replication initiation in 
vitro 2377. 

product, role-phage A DNA replication 3965. 

Gene (pol), 

product precursor, biosynthesis, Rauscher leukaemia virus, 
cell-free system 3764. 

Gene (polA), 

Escherichia coli , effect on UV-irradiation treated phage T4 
recombination 6110. 

Gene (rec), 

role-UV-irradiation-induced DNA repair, Proteus mirabilis 
1589. 

Gene (recA), 

Escherichia coli , effect on UV-irradiation treated phage T4 
recombination 6110. 

expression, regulation, Escherichia coli 4535. 

product, protein X, Escherichia coli 3244. 

role-plasmid F excision, Escherichia coli 1061. 
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Gene (recB), murine sarcoma ee 3049. 

= i ichi i K12 2067. organisation, review ; 
nes acsore aaa alpaioomaga organization, adenovirus (human) subgroup B 442. 
DNase, role-phage 80 prophage induction, Escherichia coli organization, eukaryote, review 2507. 

5229. organization, plasmid R6K 5001. 

Gene (rep), organization/expression, eukaryote, review 3691. 

transduction-phage A, Escherichia coli 2061. pigeon, poly d(A) content 445 s/s — 

Gene (rifA), pigeon erythrocyte, inactivation, role-histone H5 5 

Escherichia coli . mapping 918. Tetrahymena pyriformis , distribution-repetitive DNA 

Gene (sarc), sequence 5947. ‘v 

protein, translation-Rous sarcoma virus, RNA, cell-free transcription, Neurospora crassa conidia, effect of ethylene 
system 2663. glycol 4878. : 

Gene (sep), Geotrichum candidum, ' 

localization. Escherichia coli 2356. ribosome, structure, electron microscopy 4233. 

Gene (src), 

avian sarcoma virus, role-transformation, review 3320. ribosome structure 203. 

substitution, occurrence-Rous sarcoma virus RNA genome Gerris najas, ; 

254. nurse cell, DNA/RNA biosynthesis during development 
Gene (srnA), 4507. 
mapping, plasmid F 2417. GHI cell, . ' 

Gene (tof), growth hormone mRNA, control-cortisol/thyroid hormone 
control-phage A repressor expression 6104. 2649. 

product, role-phage A promoter(trp) mRNA stability 1651. GH3 cell, 

Gene (trxA), RNA-protein interaction 4095. 

mapping, Escherichia coli K12 1544. Gibberellic acid, 

Gene (tuf), effect on DNA turnover, Hordeum vulgare aleurone layer 
detection-Escherichia coli /Salmonella typhimurium DNA 485, 515. 

5808. effect 6n RNA biosynthesis/R Nase activity, barley 3471. 
mutant, Escherichia coli , kirromycin-resistant elongation Gibberellin, 

factor Tu 2234. effect on DNA repair-y-irradiation damage, Vicia faba 2044. 
Gene (uvrA), Ginseng, 

Escherichia coli , effect on UV-irradiation treated phage T4 extract, effect on RNA biosynthesis/protein biosynthesis, rat 

recombination 6110. kidney 856. 

Gene (uvrB), Gliopathy, 

role-post replication repair, Escherichia coli gene(recF) RNA biosynthesis inhibition rat 6-aminonicotinamide- 
mutant 1016. induced acutXze 5765. 

Gene (V), Globin, 

protein, phage M13, unwinding-DNA, NMR 1792. m RNA, pigeon, poly(U) sequence 266. 

Gene (0.3), m_ RNA, sequence characterization, duck erythrocyte 

mRNA, phage T7, mapping-ribosome binding site 796. 267. 

protein biosynthesis, phage T7, effect of mutation 5673. adult/tadpole RNA sequence, occurrence-Xenopus laevis 

Gene (2), oocyte 235. 

product, role-resistance-restriction endonuclease, phage T4 biosynthesis, control-translation repressor, rabbit reticulocyte 

DNA 2799. cell-free system 2581. 

Gene (3), biosynthesis, inhibition-colicin E3, rabbit cell-free system 
product, protein A, phage f1, complex-DNA, 4222. 

characterization 6313. coding region enrichment, chick reticulocyte chromatin 1772. 
Gene (31), gene, analysis, normal/haemoglobin HbJ Mexico human 
temperature-sensitive mutant, phage SPO1, DNA haploid genome 522. 

biosynthesis 6048. gene, biosynthesis, template dependence 5073. 

Gene (4), gene, conformation, erythroleukaemia cell 5069. 
protein, phage T7, DNA product, characterization 5008. gene, distribution, Friend erythroleukaemia cell chromatin 
protein, phage T7, purification/characterization, stimulation- 3298. 

DNA polymerase 5359. gene, DNA, biosynthesis, use-reverse transcriptase 3188. 
Gene (401), gene, human, cleavage-restriction endonuclease 5235. 
role-adenovirus (human) 12 transformation, hamster embryo/ gene, synthesis, use- DNA complementary-mRNA 3993. 

rat cell 6113. gene sequence, mouse/rabbit 2333. 

Gene (5), rabbit, methionine incorporation, tRNA Met isoaccepting 
product, phage f1, interaction-DNA/polynucleotide 3871. SEU 

Gene rRNA, see rRNA gene, rabbit, translation- _m RNA, effect of potassium chloride/ 
Genome, ; magnesium acetate/spermine, cell-tree system 193. 
Allomyces arbuscular , characterization 1546. mRNA, biosynthesis/structure, role-B-thalassaemia 5770. 
composition, Friend leukaemia virus, changes during mRNA, content, human, haemoglobin Hb Lepore 4809. 


dimethyl] sulphoxide induced differentiation, mRNA, cytoplasmic, biosynthesis, rabbit reticulocyte 3072. 


erythroleukaemia cell 5674. mRNA, human, isolation/complementary DNA biosynthesis 
defective, polyoma virus, trascription 2752. 3037. 


hepatits virus B, characterization 5033. mRNA, in vitro biosynthesis 2283. 
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Globin,(continued) 

mRNA, mouse, purification, use-Nitrocell S chromatography 
3035. 

mRNA, mouse. 5'-terminal methylation sequence 4857. 

mRNA, physical properties, rabbit reticulocyte 3040. 

mRNA. precursor. characterization, chicken erythroblast 
3818. 

mRNA. rabbit. stability, role-poly (A) 2973. 

mRNA. sequence, localization-RNA 16S 2270. 

mRNA. stability. during induction, mouse erythroleukemia 
cell 5787. 

mRNA. translation, inhibition GMP (7-methy)), effect of 
potassium concentration 1466. 

mRNA. translation, rabbit, inhibition-reticulocyte rRNA 
4926. 

mRNA. translation in vitro, role-guanosine (7-methyl) 314. 

mRNA. Xenopus laevis , characterization 4845. 

mRNA, Xenopus laevis , in vitro translation 4918. 

mRNA. ISS precursor, occurrence-poly (A) sequence, 
chicken erythrocyte 3056. 

mRNA biosynthesis. dimethylsulphoxide-induced 
differentiation-mouse erythroleukaemia cell 5772. 

mRNA precursor, erythroid-enriched mouse bone marrow 
4806. 

mRNA translation, recognition-5’-terminal 7- 
methylguanosine, rabbit 4367. 

mRNA 9S, melting properties, comparison-rRNA 28S/ 


nuclear messenger-like RNA 288, pigeon erythroid cell 1412. 


sequence, DNA, isolation, mouse/human 2314. 
specific, DNA, chromatin, distribution 615. 
transcription. chicken reticulocyte 1941. 
a-Globin, 
mRNA, accumulation, mouse erythroleukaemia cell, effect 
of dimethylsulphoxide/butyric acid/hexamethylene 
bisacetamide/haemin 333. 
mRNA, accumulation during differentiation, mouse 
erythroid cell 2245. 
mRNA, human, 5’-terminal noncoding region, nucleotide 
sequence 1415. 
-mRNA, human, 5’-terminus methylation, characterization 
256. 
mRNA, precursor, characterization 3041. 
mRNA, precursor, purification-mouse erythroid cell 3033. 
mRNA, stability, human f* thalassemia 237. 
£-Globin, 
biosynthesis, rabbit reticulocyte 751. 
gene, expression, Friend cell, effect of haemin 1083. 
gene, mapping-adjacent region, rabbit liver DNA 970. 
gene, mouse, intervening DNA sequence, identification 3182. 
gene, rabbit, coding sequence analysis 1557. 
gene, sequence, mouse DNA 5966. 
mRNA, content/regulation-globin biosynthesis, mammal 
reticulocyte 881. 
mRNA, accumulation, mouse erythroleukaemia cell, effect 
of dimethylsulphoxide/butyric acid/hexamethylene 
bisacetamide/haemin 333. 
mRNA, accumulation during differentiation, mouse 
erythroid cell 2245. 
mRNA, human, nucleotide sequence 4303. 
mRNA, human, 5’-terminus methylation, characterization 
256. 
-mRNA, human, 5/-terminal noncoding region, nucleotide 
sequence 1415. 
mRNA. human thalassemia, characterization 5714, 5715. 
mRNA, precursor, characterization 3041. 


mRNA, precursor, purification-mouse erythroid cell 3033. 
mRNA, precursor, transcription, mouse 3090. 
mRNA, stability, human ft thalassemia 237. 

a-Globulin, 

gene, transcription, male rat liver nucleus 5730. 

growth-promoting. effect on DNA incorporation, L-cell 3191. 

y-Globulin, 

mRNA, isolation method 3036. 

Glucocorticoid, 

binding-nucleus/cytoplasm, rat thymus cell, relationship- 
RNA biosynthesis, during development 1425. 

effect on casein MRNA, rabbit mammary gland 3079. 

effect on corticotropin mRNA activity, mouse pituitary 
tumour cell culture 4921. 

effect on mouse mammary tumour virus RNA biosynthesis, 
mammary gland tumour cell 3833. 

regulation-growth hormone mRNA biosyrthesis, rat 837. 

regulation-RNA polymerase activity, rat thymus 3623. 

stabilization-casein mRNA, rabbit 4357. 

Glucocorticoid receptor, 

liver, rats, DNA binding site, pyridoxal phosphate, effects on 
654. 

Glucosamine, 

effect on RNA biosynthesis, cell culture 3475. 

Glucose, 

effect on RNA biosynthesis in vitro, diabetic mouse pancreas 
islet 860. 

repression-cytochrome c mRNA level, Saccharomyces 
cerevisiae 4916. 

role-RNA biosynthesis, bovine thyroid 4514. 

Glucose(2-Deoxy), 

inhibition-yeast DNA repair synthesis 3953. 

Glucose 6-Phosphate, 

inhibition-protein biosynthesis, rabbit reticulocyte, effect of 
NAD 5602. 

£-Glucuronidase, 

mouse biosnthesis, ‘mRNA-directed, Xenopus oocyte 339. 

Glutamate dehydrogenase, 

mRNA, translation 1471. 

Glutamine synthetase, 

accumulation, chick embryo neural retina, effect of cytosine 
arabinoside 120. 

Glutaraldehyde, 

inhibition-nucleoside diphosphatase isoenzyme, onion root 
ileksigh 

Glyceraldehydephosphate dehydrogenase, 

identification-mammalian DNA-binding protein P8 1796. 

Glycerol, 

effect on restriction endonuclease EcoRI substrate specificity 
550. 

inhibition-RNA polymerase, mouse ascites tumour/liver 
2096. 

Glycidaldehyde, 

reaction-DNA, guanosine (deoxy) reaction product, 
identification 3133. 

Glycine (mercaptopropiony)), 

effect on repair-irradiation-induced single-stranded breakage, 
Chinese hamster cell DNA 1029. 

Glycine max, 

ATP content, effect of exogenous adenine/adenosine 1267. 

axes, ATP content, effect of adenine/adenosine 4684. 

cotyledon, protein biosynthesis, effect of age 2582. 

cotyledon, tRNA (tyrosyl) synthetase, purification/ 
characterization 2573. 

cotyledons, ribosomes, ribonuclease activity 493. 

DNA, rRNA gene distribution 2737. 
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embryo. DNA/RNA/protein biosynthesis during 
germination. effect of rapid ageing 3227. 


mitochondria, DNA. characterization 415. 
nuclei, fate-phage fd DNA 471. 


nucleus, binding/uptake-DNA 514. 


occurrence-leghaemoglobin gene DNA 5822. 

protein biosynthesis, translation control, role-cytokinin 3007. 

protein synthesis/polyribosome formation, regulation- 
cytokinin 1371. 

RNA biosynthesis, effect of dichloropicolinic acid 3093. 

seed, extraction-poly(A)-containing RNA, effect of ?pH 240. 

Glycolipid, 

stimulation-DNA polymerase activity, Streptococcus 
pneumoniae DNA-membrane fraction 6194. 

Glycoprotein, 

mRNA, vesicular stomatitis virus, binding-endoplasmic 
reticulum, dissociation-puromycin, CHO cell 876. 

Glyoxal, 

blocking-guanine-cytosine base pair formation, mouse DNA 
3140. 

interaction-guanine, quantum study 4685. 

GMP, 

alkyl esters, interaction-ribonuclease T1, kinetics 502. 

binding-glycogen phosphorylase b, conformation 1854. 

copper ion complex, X-ray diffraction 5529. 

determination, chromatrography (high pressure) 2547. 

interaction-flavin 1828. 

periodate-oxidized, inhibition-hy poxanthine-guanine 
phosphoribosyltransferase 586. 

Raman spectra 693, 4151. 

reaction-diammine platinum(II), Raman spectra 4156. 

reaction-diammineplatinum (II) 4154. 

self-assembly 2546. 

GMP (8-(6-aminohex!)-amino), 

synthesis 5530. 

GMP (cyclic), 

modification-human RNA polymerase activity 554. 

dGMP, 

y-irradiation, ESR analysis 1298. 

GMP (methyl), 

inhibition-globin mRNA/satellite tobacco necrosis virus 
RNA translation, effect of potassium concentration 1466. 

GMP (7-methy]), 

cap analogue, inhibition-satellite tobacco necrosis virus/ 
cowpea mosaic virus mRNA translation 4724. 


inhibition-mRNA translation, effect of potassium salt 
concentration/temperature, wheat germ/rabbit reticulocyte 
cell-free system 4723. 

2'-GMP, 

purification-Photobacterium phosphoreum 1297. 

3'-GMP, 

purification-Photobacterium phosphoreum 1297. 

GMP synthetase, 


characterization-glutamine binding site, Escherichia coli 623. 


Goat, 

goitre, localization-thyroglobulin mRNA 2605. 

Gold, 

complex, interaction-cytosine, NMR 649. 

Gold ion, 

interaction-DNA/RNA 4389. 

interaction-purine nucleoside/pyrimidine nucleoside/ 
nucleotide, spectroscopy 89. 


Golgi apparatus, : gr 

rat mammary gland, lactose biosynthesis-associated uridine 
nucleotide, role-nucleoside diphosphatase 1158. 

Goose, 

erythrocyte, nucleosome structure, effect of thermal 
denaturation 6277. 

Gorilla, 

chromosome, human satellite DNA complementary sequence 
distribution 456. 

Gossypium, 

see also Cotton 

Gossypium hirsutum, 

ovule, boron, interaction-uracil(/6-, in vitro 56. 

Gramineae, 

DNA, repetitive sequences, relationships 458. 

Granaticin B, 

inhibition-RNA biosynthesis, Bacillus subtilis 1947. 

Grasshopper, 

kinetochore, ribonucleoprotein occurrence 6236. 

Growth hormone, 

_'m RNA, translation, stimulation-triiodothyronine, rat 

pituitary gland tumour 343. 

mRNA, biosynthesis, regulation-glucocorticoid/thyroid 
hormone, rat 837. 

mRNA, GHI cell, control-cortisol/thyroid hormone 2649. 

mRNA, regulation-thyrotropin-releasing hormone, rat 
pituitary gland tumour cell 3470. 

GTP, 

activation-adenylate cyclase, rat liver 142. 

assay, fluorimetry 692. 

binding center localization, Escherichia coli elongation 
factor G 3414. 

complex-elongation factor Tu/tRNA(aminoacy]), equilibrium 
study, Escherichia coli 776. 

effect on melanoma B16 cell growth/differentiation 3355. 

enzymatic analysis 3354. 

interaction-poly (C), effect of pH 3736. 

interaction-poly (C), neutral pH 2556. 

NMR, aqueous solution 1295. 

role-protein biosynthesis, review 4670. 

dGTP, 

tritiated, use-complementary DNA synthesis 4739. 

3’-dGTP, 

synthesis 3731. 

GTPase, 

activity, dependence-Escherichia coli ribosomal protein 7/ 
L12/elongation factor Tu 6213. 

activity, elongation factor G, regulation, effect of pH/cation/ 
polyamine 5645. 

Guanidine hydrochloride, 

effect on RNase conformation 3607. 

Guanine, 

alkylated derivative, amino group acidity 638. 

analogue, synthesis 5407. 

binding-chloroquine 4115. 

binding-monovalent anion 38. 

O%-cinnamyl ether, rearrangement 4686. 

copper complex, IR-spectroscopy 1258. 

effect of ultrasound 42. 

ethylation-triethyl phosphate 2929. 

interaction-glyoxal, quantum study 4685. 

interaction-water, potential 1260. 

polarization 4687. 

Raman spectra 35. 

tautomerism/stability 1257. 

Guanine (3,9-Dimethy]), 

synthesis, conversion-Yt base 5408. 
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Guanine (N?,3-Etheno), 
synthesis 2523. 
Guanine (1,N?-Etheno), 
synthesis 2523. 
Guanine (9-(2-hydroxyethoxymethyl)), 
antiviral activity, herpes simplex virus 1 1829. 
Guanine (methyl), 
long-term persistence, rat brain DNA 1057. 
Guanine (O°-Methyl), 
assay, alkylated DNA 3710. 
formation, DNA, alkylation-1,2-dimethylhydrazine, rat-liver/ 
colon/kidney 2690. 
Guanine (6-methy]), 
accumulation, rat bladder epithelium DNA, effect of N- 
methyl-N-nitrosourea 2688. 
Guanine (3-Methyl-8-Aza)hydrobromide, 
structure, X-ray crystallography 5406. 
Guanine (9-Methyliso), 
structure, X-ray diffraction 23. 
Guanine (6-thio) nucleotide, 
assay 3353. 
Guanine (6-thio), 
containing, RNA, rat, effect on protein biosynthesis in vitro 
1956. 
metabolite, assay, chromatography (high performance liquid) 
+ flow fluorometry 4721. 
Guanine deaminase, 
sulphydryl! group determination, pig brain 3634. 
Guanine insertion enzyme, 
purification/characterization, Escherichia coli , purification/ 
characterization-guanine insertion enzyme 585. 
Guanine nucleotide, 
interaction-elongation factor G 2230. 
_ synthesis, Schistosoma mansoni , inhibition-adenosine(7- 
deaza)/adenosine(N®-pheny!) 679. 
Guanosine, 
analysis method 1274. 
complex formation-poly (I) 2188. 
' complex-mercuric chloride, structure 5466. 
containing, ribonucleotide, interaction-2-propanol 5537. 
interaction-flavin 1828. 
interaction-phenanthrene- -9,10- oxide/ 7,12- 
dimethylbenz(a)anthracene -5,6- -oxide 88. 
interaction-purine nucleoside, photochemistry 2162. 
N?-methyl derivative, synthesis 1835. 
reaction-  cis- diclorobis( 1- methylimidazole -2- 
thiol)pa/ cis- dichlorobis( 1- methylimidazole -2- 
thiol)p, NMR 91. 
silver complex, NMR 2169. 
stimulation-proinsulin biosynthesis/insulin secretion, rat/ 
mouse pancreas 2170. 
2'-O-tetrahydropyranyl derivative, synthesis 3716. 
Guanosine (7-(aminomethyl)-7-Deaza), 
nucleoside Q precursor, Escherichia coli tRNA, structure 
determintion 5464. 
Guanosine (2'-deoxy), 
complex formation-poly (I) 2188. 
Guanosine (trio-O-acetyl), 
acylation 668. 
Guanosine (2’-Amino-2'-Deoxy), 
effect on RNA/protein biosynthesis, Escherichia coli 2954. 
synthesis 3715. 
uptake, Escherichia coli 2953. 
Guanosine (8-Bromo), 
Raman spectra 4151. 


Guanosine (deoxy), 

amino group, role-restriction endonuclease EcoRI sequence 
recognition 2088. 

Guanosine (2'-deoxy-6-thio) monohydrate, 

X-ray diffraction 1838. 

Guanosine (8-Iodo)monohydrate, 

structure, X-ray crystallography 5465. 

Guanosine (methyl), 

lacking, reovirus/globin mRNA 5'-terminal, translation, role- 
initiation factor 1468. 

Guanosine (7-Methyl), 

content, Syrian hamster tRNA Leu/tRNA Met 2992. 

interaction-9-aminoacridine 4700. 


tRNA Val base, NMR 1841. 


role-globin mRNA translation in vitro 314. 

Guanosine (6-Thio), 

sulphur, labelling-tetrakis (acetoxymercuri)methane, 
Escherichia coli tRNA Val 3369. 

Guanosine 5'-Diphospho-5’-Guanosine, 

occurrence-Artemia salina embryos 121. 

Guanosine(methyl) monophosphate, 

inhibition-globin mRNA translation, rabbit reticulocyte 694. 

Guanosine nucleotide, ‘ 

transfer-ATP pyrophosphate, Escherichia coli stringent 
factor 2549. 

Guanosine pentaphosphate, 

biosynthesis, Escherichia coli ribosome, effect of poly (U) 
fragment 1373. 

biosynthesis, stimulation-tRNA, role-pseudouridine 4753. 

content, Streptomyces griseus 4725. 

synthesis, Escherichia coli mutant (spoT) ribosome 3021. 

synthesis, in vivo/in vitro, regulation-tR NA (aminoacy]l) 727. 

Guanosine tetraphosphate, 

association-chloroplast rRNA biosynthesis, Chlamydomonas 
reinhardtii 2278. 

biosynthesis, Escherichia coli ribosome, effect of poly (U) 
fragment 1373. 

content, Streptomyces griseus 4725. 

degradation, Escherichia coli 1300. 

degradation, Escherichia coli ribosome-associated enzyme 
3261. 

metabolism, Escherichia coli , effect of-Sa,6- 
anhydrotetracyclines 4876. 

synthesis, Escherichia coli , stimulation-modified tRNA Phe 
4205. 

synthesis, in vivo/in vitro, regulation-tRNA (aminoacyl) 727. 

Guanosine 5'-Triphospho-5'-Adenosine, 

occurrence-Artemia salina embryos 121. 

Guanylate cyclase, 

activity, Escherichia coli elongation factor Ts 1380. 

Guanylyl imidodiphosphate, 

activation-adenylate cyclase, rat liver 142. 

effect on adenylate cyclase activity, cardiac sarcolemma 
5538. 

Guanylyl(methylene)diphosphonate, 

activation-adenylate cyclase, rat liver 142. 

Guanylyl-(3’,5’)-adenine, 

triphosphate/5’-pyrophosphate derivative, synthesis 5543. 

Guanylyl-(2',5')-guanine, 

use-R Nase isolation, chromatography (affinity) 3743. 

Guanylyl-(3',5')-guanine, 

conformation, effect of benzo(a)pyrene-7,8-dihydrodiol9,10- 
oxide modification, circular dichroism 2968. 

Raman spectra 4173. 
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Guanylyl-(3’,5’)-guanine,(continued) 

triphosphate/5’-pyrophosphate derivative, synthesis/circular 
dichroism 5543. 

Guanylyl-(3',5')-uridine, 

separation method 1734. 

Guinea pig, 

brain, nonhistone protein content 4622. 

brain nucleus, histone thiol content 2127. 

DNA biosynthesis/RNA biosynthesis/protein biosynthesis, 
effect of X-irradiation 3210. 

epidermis, distribution-nuclear DNA/nuclear RNA, during 
keratinization 513. 

jejunum, adenosine uptake, effect of hexobendine/ 
dipyridamole/dilazep/lidoflazine/inosine 4146. 

seminal vesicle epithelium, RNA polymerase. effect of 
castration/androgen administration 556. 

Gynura aurantiaca, 

citrus exocortis virus-infected, occurrence-complementary 
RNA 3028. 

potato spindle tuber virus/citrus exocortis virus RNA 
sequence during replication 3050. 

Gyrodinium, 

chromosome. nucleogranule incorporation during mitosis 
$348. 

GI phase, 

see also Cell cycle 

CHO cell. tRNA (aminoacyl) synthetase complex 4766. 

Tetrahymena , relationship-DNA content 977. 

G2 phase, 

chromatin condensation, late G2 phase 3667. 


H-1 virus, 

defective-interfering particles, characterization 5920. 

Haemagglutinin, 

gene, identification, influenza virus B 1959. 

gene, reovirus, identification 6114. 

Haemanthus katharinae, 

chromosome, binding-actinomycin D, effect on histone 
isolation 2138. 

Haematopoietic stem cell, 

irradiated bone marrow, effect of DNA 1056. 

Haemin, 

effecton a- globin/ £- globin 
mouse erythroleukaemia cell 333. 

effect on £-globin gene expression, Friend cell 1083. 

inhibition-initiation factor IF-2 phosphorylation 2229. 

Haemocin, 

inhibition-DNA biosynthesis, Haemophilus influenzae / 
Escherichia coli 3583. 

Haemophilus aegyptius, 

restriction endonuclease, cleavage-phage 9X174 DNA 
duplex region 1698. 

Haemophilus gallinarum, 

restriction endonuclease Hgall, recognition sequence 2449, 

Haemophilus influenzae, 

DNA biosynthesis, inhibition-haemocin 3583. 

endonuclease Hin, degradation-transforming DNA 1669. 


exodeoxyribonuclease III, associated 
endodeoxyribonuclease, characterization 509. 


plasmid, restriction endonuclease analysis 5886. 
purification-endonuclease Hin 1697. 

ribosome immunoprotective antigen, characterization 3020. 
transformation, heterologous DNA 1657. 


m RNA accumulation, 


Haemophilus parainfluenzae, 

methylated DNA, cleavage-restriction endonuclease MspI 
SHG) 

plasmid R mediated transfer-tetracycline/ampicillin 
resistance 1650. 

Haemorrhagic septicaemia virus, 

RNA, purification/characterization 786. 

Halobacterium cutirubrum, 

ribosomal protein conformation, CD 4231. 

Haloperidol, 

effect on DNA biosynthesis, rat pituitary gland 6016. 

Hamster, 

see also Chinese hamster 

Bomirski melanoma, melanotic/amelanotic. DNA content 
5816. 

cell, transformed, DNA biosynthesis, regulation-SV40 gene 
(A) product 6014. 

cell, transformed, mitochondrial DNA, restriction 
endonuclease cleavage map 3551. 

cell line, SV40-transformed, relationship-mitomycin C/ethyl 
methanesulphonate induction-virus/sister chromatid 
exchange 4645. 

DNA repair, effect of hyperthermia 1022. 

embryo, cell culture, benzo(a)pyrene binding- DNA/RNA 
3501. 

embryo cell, DNA binding-7,12-dimethylbenz(a)anthracene, 
effect of 7,8-benzoflavone treatment 5860. 

heart, nonhistone protein fractionation 5321. 

heart, norhistone protein phosphorylation 5319. 

hypoxanthine-guanine phosphoribosyltransferase, antigenic 
properties 1145. 

kidney cell, DNA biosynthesis, effect of city smog extract in 
vitro 6061. 

lung, DNA biosynthesis, effect of nitrogen dioxide 497. 

ovary, RNA biosynthesis during hibernation 4333. 

plateau-phase cell, DNA repair, effect of x-irradiation/ 
hyperthermia 2394. 

protein biosynthesis during S phase, relationship-genome 
replication 1892. 

tRNA 188, 3'-terminal conformation 4302. 

V-79 cell, DNA repair, UV-irradiation + post-irradiation- 
induced, comparison-human fibroblast 2041. 

Hapten, 

lactose-containing, modification-RNA 3’-terminal 3431. 

Harman, 

inhibition-benzo(a)pyrene binding-DNA 3134. 

interaction-DNA 904. 

Harvey sarcoma virus, 

genome RNA organization, comparison-Kirsten sarcoma 
virus 4829. 

unintegrated DNA, helper independent transformation 3242. 

HCG, 

glycosylated subunit, biosynthesis-ascites cell cell-free 
system, mRNA dependence 3489. 

subunit biosynthesis during early/late pregnancy 191. 

HD virus, 

DNA, biological properties/mapping 2413. 

Heart, 

infarction, periphery, nuclear DNA content 1045. 

pete biosynthesis during myocardial hypoxia/anoxia 

rat, DNA biosynthesis activation following infarction 2776. 

Heat shock, 

peer hy biosynthesis, Drosophila melanogaster 

induction-Saccharomyces cerevisiae RNA degradation 4924. 

locus, transcription, Drosophila melanogaster 820. 
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Heat shock,(continued) 
specific RNA, transcription, Drosophila melanogaster 3478. 
Hedera helix, 
chromosome DNA, structure/function, effect of age 5977. 
_ HeLa cell, 
r RNA, methylated nucleotide sequence, RNase 
fingerprinting 269. 
N- methyl -N- nitrosourea antitumour activity, role- 
poly(ADP-ribose) polymerase 162. 
adenovirus (human) 2 infected, characterization-replicative 
intermediate nucleoprotein (deoxyribo) 4600. 
adenovirus (human) 2-infected, low-molecular weight RNA 
4283. 
adenovirus (human) 5 host range mutant DNA biosynthesis/ 
protein biosynthesis 6010. 
adenovirus (human) 5 infected, circular DNA-protein 
complex 625. 
adenovirus-infected, isolation-polyribosome pool 1367. 
adenovirus-infected, RNA synthesis, RNA characterization, 
effect of toyocamycin 4830. 
alkaline phosphatase activity, effect of uridine(5-iodo-2’- 
deoxy) 4711. 
7-bromomethylbenz(a)anthracene-treated, DNA excision 
repair 1609. 
carcinogen-induced DNA repair 1027. 
chromatin, DNA-protein ratio, effect of hyperthermia 5343. 
chromatin. RNA polymerase C transcription-rRNA 5S 825. 
chromosome, effect of vermiculine 5353. 
core particle, DNA, interaction-histone 5312. 
cytoplasm, RNase (exo), purification/properties 1685. 


cytoplasmic messenger-like RNA, biosynthesis, kinetics 2282. 


DNA, determination- UV- irradiation damage/repair 493. 

DNA, fractionation, density gradient centrifugation 894. 

_ DNA, repair-y-irradiation induced damage, effect of 

- carcinogen 1602. 

DNA, sedimentation properties, effect of lucanthone 914. 

DNA biosynthesis, effect of n-butyrate 1047. 

DNA biosynthesis, effect of TTP (2',3’-dideoxy) 4164. 

| DNA biosynthesis, inhibition-X-irradiation, effect of caffeine 
2039. 

DNA biosynthesis/RNA biosynthesis, effect of 
daunorubicin(4-demethoxy)/adriamycin(4-demethoxy) 
derivative, relationship-cytotoxicity 1613. 

’ DNA replication, effect of protein biosynthesis inhibition 
1052. 

double-stranded RNase activity 3253. 

fractionated chromatin, composition/template activity 1207. 
growth in vitro, effect of bovine pancreas/seminal vesicle 

- RNase 533. 

histone ‘m RNA biosynthesis 285. 

histone acetylation, effect of n-butyrate 1762. 

histone acetylation, effect of sodium butyrate 5303. 

histone H1-poly (ADP-ribose) complex, properties 1188. 

histone mRNA biosynthesis, during S phase, role-RNA 

‘polymerase IT 4017. 
histone mRNA polyadenylation 5786. 

identification/characterization-nuclear RNA, biosynthesis- 
RNA polymerase I 1386. 

identification-methylated ribosomal protein 4237. 

"in vitro, characterization-DNA biosynthesis 2746. 

" interferon-treated, presence-protein kinase/R Nase (endo)/ 
reovirus MRNA methylation inhibitor 1683. 

inverted repeat DNA, nucleotide sequence 974. 

isolation/properties-poliovirus 1-specific RNA replicase 563. 

low-molecular weight nuclear RNA precursor/RNA 5S 

localization 4810. 

_ measles virus-infected, DN biosynthesis, effect of DNAA- 


suppressing factor 2753. 

metaphase chromosome structure, role-nonhistone protein 
1220. 

mitochondrial DNA, mapping 3932. 

mitochondrial poly(A)-containing RNA, detection-cap 
structure 4304, 

mitochondrial RNA, fractionation-electrophoresis 3038. 

native ribonucleoprotein, secondary structure- 
RNA(heterogeneous nuclear) 1176. 

nonhistone protein, role-histone gene expression 6254. 

nuclear homogenate, RNA polymerase II transcript 
methylation/capping 3456. 

nucleoid, supercoiled DNA 4468. 

nucleoid, superhelical DNA, binding-ethidium 3887. 

nucleoside transport, effect of streptolysin O 5502. 

nucleosome, newly replicated DNA-associated, conformation 
4626. 

nucleosome DNA, interaction site histone amino terminal 
2012. 

5’-nucleotidase activity, effect of poliovirus 1 2854. 

nucleus, RNA (heterogeneous nuclear)-associated protein 
phosphorylation 5301. 

nucleus, RNA biosynthesis, Xenopus laevis oocyte 4313. 

poliovirus infected, polyribosome-ribosome preparation, 
protein kinase activity 2221. 

poly (ADP-ribose)-histone H1 complex, degradation-poly 
(ADP-ribose) glycohydrolase, effect of DNA 2786. 

polyribosome, isolation-ribonucleoprotein (messenger), 
chromatography (affinity) 767. 

protein biosynthesis, inhibition-modeccin 2580. 

protein biosynthesis, relationship-tRNA aminoacylation 
4206. 

pseudorabies virus infected, protein biosyrthesis, effect of 
ionic strength 3388. 

ribonucleoprotein, phosphoprotein phosphatase, 
characterization 2873. 

ribonucleoprotein phosphorylation 4604. 

ribosomal protein, analysis 3397. 

ribosomal protein biosynthesis/degradation, effect of rRNA 
biosynthesis 753. ‘ 

ribosomal protein methylation 1370. 

ribosomal subunit 608, protein(acidic) analysis 768. 

ribosomal subunit 60S acidic phosphoprotein, HeLa cell, 
comparison-rat 755. 

ribosome, association-Semliki Forest virus capsid protein 
1228. 

mRNA, cap/methylated nucleotide distribution 3821. 

RNA (heterogeneous nuclear), cap size distribution 813. 

RNA (heterogeneous nuclear), nucleotide sequence 5716. 

RNA (heterogeneous nuclear)-containing ribonucleoprotein, 
occurrence-low-molecular weight RNA 4811. 

rRNA, uridine (pseudo) content 4299. 

RNA biosynthesis, inhibition-poliovirus/mengovirus 
infection 5742. 

RNA biosynthesis, 5'-terminal region, sequence analysis 
3074. 

RNA(heterogeneous nuclear), m RNA precursor 270. 

rRNA 18S, biosynthesis-hypermodified nucleotide 1418. 

rRNA 18S, methylated sequence, conformation 3450. 

rRNA 5-88, conformation, use-sodium bisulphite 5717. 

rRNA 5S, 3’-terminal heterogeneity 2271. 

sodium butyrate treatment, effect on acetylated histone H3/ 
histone H4 accumulation/DNA degradation-DNase I 6238. 

uridine uptake, inhibition-inosine (nitrobenzylthio) 5512. 

vaccinia virus-infected, poly (A) polymerase isolation/ 
characterization 1323. 

vaccinia virus-infected, polynucleotide triphosphatase 
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HeLa cell,(continued) 
biosynthesis 2113. 
Helianthus annuus, 
DNA biosynthesis, rate/replicon properties 3194. 
rRNA metabolism, effect of boron 2299. 
Helianthus tuberosus, 
DNA biosynthesis/growth, effect of thermal shock 3591. 


excised tuber slice. mRNA/ ‘RNA biosynthesis 286. 

Heliomycin, 

inhibition-Escherichia coli RNA polymerase, cell-free 

* system 6164. 

inhibition-purine/pyrimidine pool formation, Staphylococcus 
aureus /Escherichia coli 4692. 

Helix-coil transition, 

DNA. effect of copper ion/magnesium ion 4413. 

DNA. effect of magnesium ion 4416. 

DNA, review 15. 

DNA-polycation complex 423. 

nucleoprotein 3645. 

oligo (A-U), relaxation kinetics 1307. 

oligonucleotide, NMR 1303. 

oligonucleotide, polyelectrolyte theory 2963. 

Hemicentrotus pulcherrimus, 

DNA polymerase a/DNA polymerase f, polyanions, effects 
on 539. 

egg. localization, DNA polymerase a/DNA polymerase B 
1725. 

embryo, DNA polymerase f, characterization 3271. 

HEp-2 cell, 

DNA biosynthesis, effect of chromic chloride/potassium 
dichromate 3224. 

RNA biosynthesis, inhibition-poliovirus/mengovirus 
infection 5742. 

tRNA/protein biosynthesis, effect of temperature 5771. 


tick-borne encephalitis virus-infected, UV-irradiation-treated, 


DNA repair 3578. 

Heparin, 

displacement-Escherichia coli RNA polymerase binding- 
phage.T7 DNA 1700. 

effect on DNA polymerase/poly (ADP-ribose) polymerase 
activity, pig aorta nucleus 4020. 

effect on replicative/unscheduled DNA biosynthesis 1631. 

interaction-histone, relationship-chromatin organization 
during cell cycle 2880. 

stimulation-RNA transcription, rat liver, mechanism 313. 

use-DNA polymerase isolation, mouse myeloma 6193. 

use-ribosome/elongation factor/initiation factor isolation 
3008. 

Hepatectomy, 

partial, effect on DNA biosynthesis, rat lymphoid cell 1624. 

partial, effect on DNA methylation-dimethylnitrosamine, rat 
liver 2031. 

Hepatitis, 

human, treatment-ribavirin 5499, 

Hepatitis B core antigen, 

associated DNA polymerase activity 6192. 

Hepatitis virus, 

genome, characterization 5033. 

Hepatitis virus A, 

RNA, characterization 3803. 

Hepatitis virus B, 

DNA polymerase, inhibition-intercalating agent 2464. 

infection, human, treatment-adenine arabinoside 4144. 

Hepatocyte, 

collagen membrane, unscheduled DNA -biosynthesis, 


induction-carcinogen 6044. 

mouse, cytoplasmic RNA content, effect of irradiation 4879. 

nucleus, chromatin structure/transcription/R NA/nonhistone 
protein content, effect of a-amanitin 6266. 

nucleus, mouse, DNA localization 889. 

rat, DNA content, comparison-foetus/adult 2672. 

rat, perichromatin granule, effect of cortisol/cycloheximide 
1776. : 

rat, regenerating, chromatin ultrastructure 4064. 

rat, thymidine transport 5506. 

regenerating rat liver, DNA biosynthesis initiation, inhibition- 
colchicine 1632. 

Hepatoma, 

see also Morris, Novikoff, Yoshida, etc 

cell, rat, CTP synthetase activity 2474. 

cell culture, DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, effect of pyruvate 495. 

mouse, chromatin, DNA fragment size/periodicity 4092. 

N-nitrosodiethylamine-induced, mouse, DNA/RNA 
hybridization properties 5969. 

rat, albumin mRNA translation, pre-proalbumin synthesis 
1476. 

rat, characterization-cytoplasmic RNA 1413. 

rat, DNA, incorporation-uridine (bromodeoxy), effect on 
cytosine5-methyl content 1289. 

rat, y-irradiation/N-methyl-N-nitrosourea-induced DNA 
degradation/repair 2042. 

rat, ribonucleoprotein, protein composition, effect of 3'- 
methyl-4-dimethylaminoazobenzene 5300. 

RNA, hybridization properties, during tumour progression 
3060. 

Hepatoma AH-130, 

transport-polyribosome RNA, comparison-rat liver 329. 

Herpes simplex virus, 

activity-pyrimidine nucleoside/analogue activity 115. 

activity-thymidine (5,6-dihydro-5-aza), antiviral agent 3350. 


acute/persistent infection, effect of uridine (iododeoxy)/ 
uridine (2-deoxyethyl) 5513. 


circular/circular-linear DNA, size 444. 

DNA, palindrome sequence, electron microscopy 5031. 

DNA biosynthesis, antiviral agent evaluation 6052. 

DNA biosynthesis, BSC-1 cell, effect of hydroxyurea block 
1012. 

DNA polymerase gene, identification 2463. 

effect of uridine (5-propyl-2'-deoxy) 2545. 

encephalitis, therapy, pyrimidine analogue, review 1271. 

encephalitis, treatment-adenine arabinoside/cytosine 
arabinoside 3340. 

eye infection, treatment-adenine arabinoside/uridine (5-iodo- 
2'-deoxy) 4142. 

eye infection, treatment-uridine (5-iodo-2'-deoxy)/adenine 
arabinoside/thymidine (trifluoro) 4143. 

genital tract infection, adenine arabinoside treatment 2537. 

induced DNA polymerase, purificaton/properties 2835. 

induced pyrimidine deoxyribonucleoside kinase, association- 
dTMP kinase, mouse cell 6212. 

induction-DNA biosynthesis, B lymphocyte, mouse 2750. 

infected Chinese hamster cell, (CMP deaminase/CDP 
reductase analysis 4589. 

infected human embryo lung cell, DNA repair replication 
490. 

infection, effect on RNA metabolism, adenovirus (human) 5- 
transformed rat embryo cell line 5740. 

infection, Friend cell, effect on protein biosynthesis 2209. 

infection, Friend erythroleukaemia cell, mRNA degradation, 
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Herpes simplex virus,(continued) 
requirement-protein biosynthesis 5598. 
keratitis, effect of uridine(5-ethyl-2’-deoxy) 1293. 
keratitis, human, treatment-adenine arabinoside/thymidine 
(trifluoro) 4706. 
keratitis, treatment, adenine arabinoside 4710. 


keratitis, treatment-cytidine (cyclo)/adenine arabinoside 3728, 


4148. 

related antigen, binding-chromosome, transformed human/ 
mouse cell 6278. 

replication, cytomegalovirus-transformed human embryo cell 
line 6013. 

replication, inhibition-thymidine (deoxy) analogues 682. 

mRNA methylation inhibition, during infection 3830. 

RNA polymerase I/RNA polymerase II/RNA polymerase 
ITI activity, infected BHK21 C13 cell 5251. 

specific thymidine kinase mRNA, characterization 5679. 

stimulation-DNA biosynthesis, mouse spleen cell 3949. 

temperature-sensitive mutant, DNA polymerase, sensitivity- 
phosphonoacetate 1130. 

thymidine kinase gene, transfer-mouse cell 3986, 3987. 

thymidine kinase gene transfer in vitro 6117. 

thymidine kinase mRNA biosynthesis, regulation 5737. 

uridine (5’-iodo-2'-deoxy)/cytosine arabinoside/adenine 
arabinoside/thymidine (trifluoro)/purine (2-diamino) 
arabinoside antiviral agent 5484. 

uridine (S-propynyloxy2’-deoxy antiviral activity 5503. 

Herpes simplex virus 1, 

x herpes simplex virus 2, recombinant, DNA arrangement 
443. 

defective DNA, origin, mapping 3168. 

DNA, association-host DNA, during productive infection- 
BSC-1 cell 1070. 

DNA, fate-normal/photoinactivated virus infected cell 3230. 

DNA, methylation during replication 993. 

DNA, restriction endonuclease HindIII fragment, 
amplification 5032. 

DNA, structure 5915. 

DNA biosynthesis, cell-free system 1577. 

DNA biosynthesis, effect of temperature-sensitive cell cycle 
mutant, BHK-21 cell 1619. 

DNA biosynthesis, infected HeLa cell chromatin 3570. 

DNA biosynthesis, infected XC cell 6009. 

DNA biosynthesis, inhibition-adenine arabinoside 5483. 

DNA biosynthesis in vitro, product structure/degradation 
1668. 

DNA biosynthesis/packaging, during virus passages, RC-37 
cell 6011. 

DNA transcription, regulation/transcript location 833. 

early DNA transcript, mapping, electron microscopy 4281. 

guanine (9-(2-hydroxyethoxymethy])) antiviral activity 1829. 

infected BHK cell, RNase (endo)/RNase (exo) activity during 
DNA biosynthesis 5216. 

infection, adenine (arabinosyl-N*®-hydroxy) antiviral activity 
5488. 

infection, human lymphocyte, virus expression/DNA 
biosynthesis 6012. 

infection, mouse, treatment-adenine arabinoside/AMP 
arabinoside 113. 

UV-irradiation-treated, DNA replication, BSC-1 cell 3571. 


latent infection, rabbit ganglion, effect of uridine (S-bromo2’- 


deoxy) 5511. 

phosphonoacetic acid-resistant mutant, DNA polymerase, 
characterization 2465. 

resistance-uridine (5’-iodo-2'-deoxy)/ribavirin 5515. 


| thymidine kinase, assay, use-iodine-125 labelled 


L 


cytidine(deoxy) 1156. 
thymidine kinase, selective inhibition-thymidine (deoxy) 

analogue 5505. 

x herpes simplex virus 2, recombinant DNA mapping 4439. 

Herpes simplex virus 2, 

x herpes simplex virus 1, recombinant, DNA arrangement 
443. 

DNA, restriction endonuclease cleavage map 3912. 

experimental infection, treatment, use-adenine arabinoside/ 
AMP arabinoside 1299. 

infection, effect of ribavirin 5495. 

infection, mouse, effect of poly (I-C)/poly (I-C)-poly-L-lysine 
complex 5555. 

inhibition-cytidine (deoxy) halogen analogue, pyrimidine 
nucleoside kinase induction 3349. 

temperature-sensitive mutant, infected BHK cell, DNase 

s (alkaline) activity 4006. 

thymidine kinase, selective inhibition-thymidine (deoxy) 
analogue 5505. 

x herpes simplex virus 1, recombinant DNA mapping 4439. 

Herpesvirus, 

infection, thymine arabinoside/cytosine (5- 
methyl)arabinoside antiviral activity 5507. 

structure/properties, review 11. 

Herpesvirus (equine) 1, ° 

hepatitis, effect of ribavirin, hamster 5521. 

Herpesvirus ateles, 

DNA, homology-Herpesvirus saimiri 1539. 

Herpesvirus saimiri, 

DNA, homology-Herpesvirus ateles 1539. 

Herring, 

sperm, DNA, isolation-nucleotide 4157. 

sperm, DNA fragments, isolation 330. 

sperm, nucleus, deoxyribonucleoprotein, composition 6235. 

Heterochromatin, 

see also Chromatin 

DNA, Peromyscus eremicus , transcript RNA, 
characterization 2630. 

Drosophila hydei , repetitive DNA, characterization 5332, 
5334. 

Drosophila hydei , repetitive DNA, chracterization 5333. 

Drosophila melanogaster , role-satellite DNA function 2888. 

Ephestia kuehniella , structure/replication/transcription 4062. 

histone content analysis, mouse hepatoma 2896. 

premeiotic DNA biosynthesis, Lilium longiflorum 471. 

relationship-perinuclear DNA 882. 

role-Cymbidium evolution 5976. 

Sciara coprophila , localization-rRNA gene 1768. 

structure, Drosophila melanogaster 1783. 

Triatoma infestans , histone cytochemistry 1197. 

Hevea brasiliensis, 

ribosome, characterization 3777. 

RNA biosynthesis/ribosome polymerization, effect of 2- 
chloroethylphosphonic acid 2298. 

12-O-Hexadecanoylphorbol-13-acetate, 

effect on DNA biosynthesis, mouse skin 2777. 

Hexamethylene bisacetamide, 

effect on <a->globin/<B->globin <?m>RNA accumulation, 
mouse erythroleukaemia cell 333. 

Hippocampus, 

rat, localization-5'-nucleotidase 4587. 

rat, mRNA metabolism during learning 1450. 

Histidine, 

complex-AMP, NMR 2956. 

starvation, effect on-<?r>RNA methylation, Ehrlich ascites 
cell 317. 
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L-Histidinol, 

inhibition-protein biosynthesis/rRNA biosynthesis, mouse L 
cell 1953. 

Histone, 
m RNA biosynthesis, HeLa cell 285. 

acetylation, effect of n-butyrate, HeLa cell/Friend cell/ 
erythroleukaemia cell 1762. 

acetylation, HeLa cell, effect of sodium butyrate 5303. 

acetylation, rat brain, modulation-adrenaline/noradrenaline 
5306. 

acetylation, rat brain during development/age 4312. 

acetylation, rat liver chromatin, effect of age 3294. 

acetylation-sodium butyrate 4052. 

acylation-1,3-diphosphoglycerate 2877. 

ADP -ribosylated, purification/characterization, rat liver 
3655. 

ADP-ribosylation, rat liver, effect of polyamine 6251. 

aggregate, organization, microscopy 4054. 

amino terminal, interaction site-HeLa cell nucleosome DNA 
2012. 

analysis, Bombyx mori testis 6244. 

analysis, Chironomus plumosus larva 4619. 


analysis, during postnatal development, rat testis, interaction- 


DNA 4607. 

assembly-chromatin, mouse cell culture 5331. 

association-SV40 replicating DNA 1756. 

binding-benzo(a)pyrene, activation-microsome/nuclear 
envelope 1977. 

binding-benzo(a)pyrene, rat liver/lung 2691. 

binding-DNA, phosphorylation 4609. 

binding-nucleosome, chick erythrocyte/calf thymus 4631. 

binding protein, mouse liver, characterization, 
chromatography (affinity) 2881. 

biosynthesis, Artemia salina embryo poly (A)-lacking RNA 
template activity 4353. 

biosynthesis, during SV40 infection, BSC-1 1758. 

biosynthesis, Friend leukaemia virus-infected 
erythroleukaemia cell 5310. 

biosynthesis, human fibroblast, fidelity, effect of age 4605. 

biosynthesis, regenerating rat liver, inhibition-a-amanitin 
4055. 

biosynthesis, relationship-DNA replication, vicia faba 
embryo during germination 5080. 

biosynthesis, reovirus-infected L929 cell 6006. 

biosynthesis, stimulation-12-O-tetradecanoylphorbol-13- 
acetate/phorbol, mouse epidermis 1761. 

bovine, hydroxyapatite chromatography (column) 605. 

brain, effect on DNA biosynthesis in vitro 2875. 

calf thymus, complex-plasmid Adv 21 DNA, reconstitution 
6245. 

calf thymus/rat liver, interaction-captan/folpet 5307. 

characterization, bovine testis/adrenal gland/pancreas 1759. 

characterization, Oxytricha 603. 

CHO cell, phosphorylation during mitosis 3674. 

complex, NMR 3654. 

complex-DNA + nonhistone protein, centrifugation 4060. 

complex-DNA, effect of polyamine, calf thymus 3296. 

complex-DNA, reconstituted, nucleosome core structure 
6240. 

complex-DNA, reconstitution 4056. 

complex-histone, denaturation/template activity 2879. 

complex-SV40 DNA, characterization, use-4,5’,8- 
trimethylpsoralen 5311. 

composition, Chinese hamster cell nucleosome 1186. 

composition, rRNA gene-containing chromatin, 
Tetrahymena pyriformis macronucleus 4638. 

composition, Saccharomyces cerevisiae chromatin 6270. 
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content, analysis, mouse hepatoma euchromatin/ 
heterochromatin 2896. 

content, cattle, normal/leukaemia (lymphatic) 4936. 

content, Euglena gracilis /Astasia longa 5811. 

content, myocardium, during heart hypertrophy, rat 597. 

content, rat liver, effect of biotin treatment 1043. 

content, relationship-DNA, chromatin 4085. 

content, Triturus pyrrhogaster embryos during development 
3656. 

core complex, characterization, chicken erythrocyte 3657. 

cross-linking-methylacetimidate, rat liver nucleosome 6239. 

cross-linking study, rat liver 2490. 

cytochemistry, Triatoma infestans heterochromatin/ 
euchromatin 1197. 

deacetylation, inhibition-sodium butyrate, cell culture 3652. 

depleted, metaphase chromosome, structure 1218. 

DNA complex, nucleosome 3659. 

effects on RNase/ATPase/phosphatase activity, Escherichia 
coli /Staphylococcus aureus 3295. 

electrophoresis 1179. 

evolution 4613. 

fractionation, Euglena gracilis 3291. 

Friend cell nucleosome-associated, characterization 4608. 

gene, expression, HeLa cell, role-nonhistone protein 6254. 

gene, regulation, review 5368. 

gene, Strongylocentrotus purpuratus , repetitive, length/ 
sequence heterogeneity 5058. 

gene transcript, characterization, Strongylocentrotus 
purpuratus 5709. 

gene transcription, Strongvlocentrotus purpuratus 
development 4855. 

hyperacetylated, associated DNA, digestion-DNase I 5200. 

H1 post-synthetic, review 4677. 

immobilized, use-DNA chromatography (column) 3124. 

incorporation-cystamine, effect on chromatin degradation/ 
sulphydryl! group level 4067. 

inhibition-DNA biosynthesis, Chlamydomonas reinhardtii 
3220. 

interaction-DNA, calf thymus chromatin 3297. 

interaction-DNA, characterization, calf thymus chromatin 
1183. 

interaction-DNA, circular dichroism/thermal denaturation 
2123: 

interaction-HeLa cell core particle DNA 5312. 

interaction-heparin, relationship-chromatin organization 
during cell cycle 2880. 

interaction/modification, role-chromatin structure, review 
6252. 

isolation, Haemanthus katharinae chromosome, effect of 
actinomycin D 2138. 

isolation, Peridinium balticum chromatin 2136. 

localization- _m RNA sequence, Drosophila melanogaster 
chromosome 616. 

lysine-rich, removal; effect on DNA polymerase/poly (ADP- 
ribose) polymerase activity, pig aorta nucleus 4020. 

methylation, rat brain nucleus 1180. 

modified, content, chromatin, trout testis 1195. 

mouse thymus/liver/seminiferous epithelium, electrophoresis 
5304. 

mRNA, biosynthesis, Oryza sativa embryo 826. 

Neurospora crassa , amino acid sequence 2486. 

octamer structure, characterization 2876. 

pattern, chromatin nucleosome/polynucleosome 5338. 

pattern, Xenopus development 4053. 

py Xenopus laevis , detection method, use-fluorescamine 

660. 


phosphorylation, relationship-age, effect of calcium 3292. 
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Histone,(continued) 

phosphorylation during spermiogenesis, mammalian testis 
sperm 4618. 

protection-DNA, nuclease activity 1189. 

rat thymus, effect of y-irradiation 2878. 

reconstituted, effect of oestrogen 3293. 

mRNA, Drosophila melanogaster , analysis, use- 
electrophoresis 2610. 

mRNA, fate-mengovirus infected Ehrlich ascites cell 3485. 

mRNA, sea urchin egg/embryo, localization 5656. 

mRNA. Xenopus laevis oocyte, stabilization-3'-terminal 
poly(A) 4366. 

mRNA biosynthesis, HeLa cell, during S phase, role RNA 
polymerase II 4017. 

mRNA polyadenylation, HeLa cell 5786. 

role-restriction-chromatin activity during Chara vulgaris 
development 602. 

Saccharomyces cerevisiae , characterization 6248. 

Saccharomyces cerevisiae chromatin, electrophoresis 6243. 

sea urchin, separation-ribosomal protein, electrophoresis 
6249. 


sequence, nucleosome DNA, Ehrlich ascites carcinoma 1184. 


stimulation-nuclear phosphoprotein phosphorylation 1190. 

thiol content, guinea pig/rat/rabbit brain nucleus 2127. 

Histone H1, 

amino acid sequence, comparison thymus/Secale cereale 
601. 

binding-DNA, characterization 5302. 

complex-DNA, binding-actinomycin D, model nucleoprotein 
6250. 

complex-DNA, interaction-actinomycin D/netropsin 4617. 

complex-poly (ADP-ribose), properties, HeLa cell 1188. 

conformation/interaction-DNA, effect of phosphorylation, 
NMR 2124. 

content, rat liver chromatin 5335. 

cross-linking-DNA, mechanism 6241. 

distribution-nuclease digested chromatin 1187. 

heterogeneity, Ehrlich ascites cell, effect of mengovirus 
infection 5305. 

interaction-DNA, turbidity study 3658. 

interaction-SV40 closed circular/superhelical DNA 4612. 

localization-Drosophila melanogaster polytene chromosome 
ie 

modification, rat pancreas, effect of partial pancreatectomy/ 
protein-free ethionine 2126. 

mouse, electrophoresis 4616. 

NMR 5309. 

pattern, mouse chromatin, effect of age 3289. 

phosphorylated, binding-DNA in vitro 5314. 

phosphorylated, relationship-satellite DNA, Drosophila 
virilis 2883. 

phosphorylation site, Strongylocentrotus intermedius protein 
kinase 2125. 

poly (ADP-ribose) complex, HeLa cell, degradation-poly 
(ADP-ribose) glycohydrolase, effect of DNA 2786. 

precipitation, use-mouse DNA fractionation 3865. 

role-chromatin condensation 4073. 

role-chromatin structure 614. 

Specific degradation 1182. 

subfraction composition, bird 5313. 

trout testis, amino acid sequence 600. 

Histone H2a, 


amino acid sequence, cornparison-thymus/Secale cereale 


| 


601. 
chicken erythrocyte, amino acid sequence 6246. 
complex-DNA + histone H2B, transcription/electron 
microscopy 4615. 


~ 


conformation, self-association 4606. 

fragment, calf thymus, synthesis 6242. 

mRNA biosynthesis, Strongylocentrotus purpuratus 
development 4856. 

Histone H2b, 

amino acid sequence, comparison-thymus/Secale cereale 
601. 

complex-DNA + histone H2A, transcription/electron 
microscopy 4615. 

mRNA biosynthesis, Strongylocentrotus purpuratus 
development 4856. 

Salmo trutta , primary structure 6247. 

sequence, comparison-Xenopus laevis /Crocodilus niloticus / 
Gallus domesticus 2882. 

Histone H3, 

acetylated, accumulation, effect of sodium butyrate 
treatment, HeLa cell 6238. 

antiserum, use-Drosophila chromosome analysis 6295. 

avian erythrocyte, disulphide dimer formation, role- 
nucleosome structure 2874. 

chicken erythrocyte, purification/properties 2488. 

complex-DNA + histone H4, transcription/electron 
microscopy 4615. 

mouse, electrophoresis 4616. 

specific degradation 1182. 

Histone H4, 

acetylated, accumulation, effect of sodium butyrate 
treatment, HeLa cell 6238. 

antiserum, use-Drosophila chromosome analysis 6295. 

calf thymus, secondary structure 1185. 

complex-DNA + histone H3, transcriptior/electron 
microscopy 4615. 

conformation, self-association 4606. 

fibre, subunit arrangement 604. 

model, synthesis, interaction-DNA 3290. 

mouse, electrophoresis 4616. 

synthetic fragment, interaction-DNA 5842. 

Histone H5, 

chick embryo, association-DNA biosynthesis 6056. 

determination, fish erythrocyte 2489. 

phosphorylation site, chicken erythrocyte 4611. 

role-pigeon erythrocyte genome inactivation 2487. 

Histone kinase, 

histone H3-specific, purification/characterization, thymus, 
cattle 598. 

Histone-lysine methyltransferase, 

purification/characterization, rat brain 1166. 

Histone phosphatase, 

rat liver, characterization 4614. 

Histoplasma capsulatum, 

ribonucleotide polymerase, characterization, role 1128. 


RNA polymerase, inhibition-rifamycin derivative 2455. 

Hodgkin's disease, 

tRNA degradation product urinary excretion 722. 

Hoechst 33258, 

combination-uridine (5-bromodeoxy), induction-sister 
chromatid exchange, Chinese hamster cell 6290. 

Hog, 

brain, microtubule-associated protein, binding-mouse satellite 
DNA 536? 

pancreas,- ‘t RNA(tyrosyl) synthetase, complex-yeast 

t RNA Tyr 182. 

Hog cholera virus, 

RNA, characterization 247. 

Homalozoon vermiculare, 

DNA biosynthesis 5986. 
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Homocysteine, 

effects on DNA biosynthesis, human bone marrow cells 459. 
Hordeum, 

see also Wheat 


DNA repair, N-methyl-N-nitrosourea-induced, stimulation- 
sodium azide 4502. 

seed, DNA polymerase activity, effect of age 6191. 

waxy mutant, effect of exogenous DNA 4525. 

Hordeum vulgare, 

aleurone cell nucleus, DNA content during development 
232s 


aleurone layer, DNA turnover, effect of gibberellic acid 485, 
SyIlBy, 


DNA apurinic site-specific endonuclease, isolation/ 
characterization 5204. 

effect of soil DNA/RNA 3235. 

embryo, DNA apurinic site-specific endonuclease, isolation 
1692. 

leaf, chlorophyll a/b protein apoprotein mRNA, induction- 
light 4360. 

protoplast DNA, isolation 2681. 

RNA polymerase activity, effect of cytokinin during leaf 
3618. 

satellite DNA, denaturation/reassociation properties 416. 

seed, a-amylase properties, effect of uracil (S-fluoro) 5440. 

uptake-Bacillus subtilis DNA 5163. 

Hormone, 

see also specific hormones . 

effect on DNA biosynthesis, rat mammary gland epithelium, 
normal/neoplastic 1031. 

plant, regulation-RNA metabolism, review 12. 

replacement, effect on DNA/RNA content, rat mammary 
gland 1581. 

Horse, 

cell, equine infectious anaemia virus infected, detection- 
provirus DNA 4929. 

Host factor, 

RNA-binding protein, phage Qf, use-phylogeny study, 
Pseudomonas 4652. 

Human, 

adenosine deaminase, expression, deficient choriocarcinoma 
cell, following fusion-mouse fibroblast 3275. 

adenosine deaminase deficiency, association- 
immunodeficiency 2855. 

amniotic fluid, DNA replication, time pattern 5993. 

ankylosing spondylitis, DNA antibody occurrence 4599, 

B/T-lymphocyte, DNA biosynthesis, stimulation- 
Staphylococcus aureus protein A 5148. 

bladder carcinoma, adenosine deaminase activity 5285. 

blood, DNA/RNA content, association-rheumatic fever 
2673. 

blood lymphocyte, release-RNA/DNA, characterization 
1058. 

cell, DNA excision repair rate, control-nucleosome structure 
SIIB: 

cell, DNA repair, effect of acridine mustard ICR 191/N- 
methyl-N'-nitro--N-nitrosoguanidine 2386. 

cell, repair-cis-platinum(II)diammine chloride-induced DNA 
damage 6039. 

cell, supercoiled DNA, dissociation-nuclear protein 2485, 

cell, transformed, chromosome binding-herpes simplex virus- 
related antigen 6278. 

cell culture, DNA biosynthesis duration, relationship- 
replication fork movement 2071. 


cell culture, uptake-bacteria/phage T4 DNA 3592. 

cell line, UV-irradiation-treated, thymine dimer excison, 
kinetics 5117. < , 

cell line, repair-deficient, activity- DNA apurinic site-specific 
endonuclease 4548. 

central nervous system, RNA/DNA content, effect of death 
2606. 

cerebrospinal fluid, DNA determination 3119. 

chromatin, distribution-UV-irradiation-induced DNA repair 
synthesis 4499. 

chromosome, comparison-primate 1789. 

chromosome, DNA content/base ratio 6287. 

chromosome, effect of triethylenemelamine 4646. 

chromosome, localization-repetitive DNA 2899. 

chromosome, mapping-<?t>RNA(tryptophanyl)synthetase 
gene 617. 

chromosome, structure 6286. 

chromosome Y, DNA sequence 3930. 

chromosome Y, DNA sequence organization 6283. 

chronic rheumatism, DNA biosynthesis/repair, effect of 
radioactivity 2760. 

diploid cell culture, DNA biosynthesis 468. 

DNA, photochemical lesion, detection-peroxidase 2311. 

DNA biosynthesis, autoradiography 4479. 

DNA biosynthesis, psoriasis/normal epidermis 462. 

DNA excision repair, effect of 2-chloroethyl-isocyanate 4497. 

DNA polymerase f, in vitro activity, effect of manganese ion 
2099. 

embryo, cell line, cytomegalovirus-transformed, herpes 
simplex virus replication 6013. 

embryo lung cell, herpes simplex virus-infected, DNA repair 
replication 490. 

epidermis, ribonuclease, characterization 2804. 

erythrocyte, purine nucleoside phosphorylase, purification/ 
characterization 4585. 

fibroblast, cell culture, protein biosynthesis regulation 3006. 

fibroblast, DNA biosynthesis, stimulation-thrombin 4517. 

fibroblast, irradiated, nuclear DNA binding-8- 
methoxypsoralen 2698. 

fibroblast, normal/SV40-transformed, rRNA metabolism 
2281. 

fibroblast, protein biosynthesis inhibition, effect on MRNA 
accumulation 874. 

foreskin fibroblast, varicella-zoster virus-infected, pyrimidine 
(deoxy) nucleoside metabolism 2540. 

glandular endometrium epithelium, DNA content, effect of 
climacteric dyshormonal hyperplasia 501. 

globin gene, cleavage-restriction endonuclease 5235. 

a-globin/B-globin mRNA 5'-terminal noncoding region, 
nucleotide sequence 1415. 

B-globin mRNA, comparison-rabbit, evolution 2631. 

globin mRNA, isolation/complementary DNA biosynthesis 
3037. 

B-globin mRNA, nucleotide sequence 4303. 

haploid genome, analysis-globin gene, normal/haemoglobin 
HbJ Mexico 522. 

herpes simplex virus keratitis, treatment-adenine arabinoside/ 
thymidine (trifluoro) 4706. 

KB cell, cell-free system, protein biosynthesis, misreading, 
stimulation-antibiotic 3408. 

kidney cell, DNA breakage/repair, eftect of y-irradiation/_ 
iodine-125 6038. 

leukocyte, mitochondrial DNA structure/replicative form, 
effect of age 4464. 

leukocyte, normal/leukaemia, rR NA/nonhistone protein/ 
chromatin, comparison, review 5392. 

leukocyte, phage f2 double-stranded RNA, induction- 
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Human,(continued) 
interferon 3097. 

lung carcinoma treatment, adriamycin-DNA complex 5160. 

lung embryo cell, growth in vitro, effect of bovine pancreas/ 
seminal vesicle RNase 533. 

lung tissue, DNA-benzo(a)pyrene adduct, characterization 
2322. 

lymph node, DNA/RNA biosynthesis, effect of prednisolone 
1946. 

lymphoblast, methotrexate-treated, polynucleotide 
biosynthesis, DNA chain growth mechanism 4188. 

lymphocyte, blast transformation, effect of bovine pancreas/ 
bull seminal RNase 5212. 

lymphocyte, chromosome XO, DNA/RNA/protein 
biosynthesis 2402. 

lymphocyte, DNA biosynthesis/protein biosynthesis, effect 
of auranofin 2781. 

lymphocyte, DNA repair 1597. 

lymphocyte, free ribosome activation during growth 
induction 3018. 

lymphocyte, herpes simplex virus | infection, virus 
expression/DNA biosynthesis 6012. 

lymphocyte, isolation/characterization-nascent DNA- 
associated RNA 812. 

lymphocyte, RNA content 3425. 

lymphocyte, sister chromatid exchange frequency 6302. 

lymphocyte, thymidine kinase, induction- 
phytohaemagglutinin 577. 

lymphocyte development, effect of adenosine deaminase/ 
purine nucleoside phosphorylase deficiency 2471. 

mammary gland tissue explant, DNA biosynthesis, effect of 
oestradiol/progesterone 3203. 

metaphase chromosome, electron microscopy 1790. 

mitochondrial DNA 7S, analysis 3185. 

myeloblast, labelling-uridine (iododeoxy) 1291. 

normal/cystic fibrosis, RNase activity 6133. 

normal/leukaemia (lymphoid) lymphocyte, low-molecular 
weight nuclear RNA 3820. 

normal/precancerous/cancerous cervix fibroblast, DNA 
repair following methy! nitrosourea carcinogenesis 2762. 

normal/thalassaemia, globin gene sequence-containing DNA 
restriction endonuclease fragment 3184. 

normal/transformed cell, DNA strand breakage, induction- 
1,3-bis(2-chloroethyl)-1-nitrosourea 1981. 

normal/tumour lymphoid cell, DNA distribution 2675. 

nucleotide pyrophosphatase/phosphodiesterase I, organ 
distribution/characterization 1160. 

osteoporosis, DNA metabolism, effect of sodium fluoride 
6066. 

ovary/prostate tumour, detection-reverse transcriptase 
activity 5269. 

placenta,- t RNA Val, nucleotide sequence, comparison- 
mouse myeloma 171. 

placenta, adenosine (5’-methvlthio) nucleosidase, purification/ 

‘ characterization 4038. 

placenta, tRNA (aminoacyl) synthetase detection/ 
purification 1341. 

placenta, tRNA (phenylalanyl) synthetase, specific activity 
4209. 

placenta, RNase activity, effect of maternal malnutrition 530. 

placenta, RNase inhibitor, purification/characterization 537. 

placental lactogen, biosynthesis, regulation-mRNA, review 
4099. 

platelet, occurrence-DNA polymerase y 3627. 

platelet, RNase, characterization 2079. 

platelet, surface, binding-DNA 403. 

polynucleotide, interferon induction 2557. 


repair deficiency, association-cancer, review 2918. 

repetitive-DNA, simple/complex sequence 4466. 

restriction endonuclease DNA degradation, antibody- 
mediated cytotoxicity 2425. 

RNA polymerase activity, modification-GMP(cyclic) 554. 

tRNA 18S, 3’-terminal conformation 4302. 

RNase, isolation/characterization/origin 2435. 

sarcoma/leukaemia, DNA, detection-C-type virus related 
gene 5819. 

satellite DNA, complementary sequence distribution, 
chimpanzee/orang utan/gorilla chromosome 456. 

serum, psoriasis, DNase II activity 5231. 

sex chromatin frequency, relationship-nuclear size 6259. 

sideroblastic anaemia, RNA/DNA/protein biosynthesis 
activity 4340. 

single-stranded nuclear DNA, isolation/characterization 
5067. 

sister chromatid exchange/chromatid interchange, 
relationship-DNA repair 2137. 

skeletal muscle, obesity, RNA content, effect of diet 5659. 

sperm, isolation-DNA synthesis complex 2020. 

spleen, DNA polymerase a/DNA polymerase B/DNA 
polymerase y/reverse transcriptase, purification/ 
characterization 2846. 

sputum, bronchitis/bronchiectasis/asthma/cystic, fibrosis, 
DNA content 4379. 

squamous cell, DNA, conformation, effect of temperaure 
39311. 

squamous cell, DNA, effect of UV-irradiation/temperature 
3146. 

systemic lupus erythematosus, DNA antibody, effect on 
RNA biosynthesis 2656. 

thymidine rescue following methotrexate treatment 2950. 

tumour cell, thymidine toxicity 1288. 

urine, RNase, purification/characterization 5208. 

xeroderma pigmentosum, DNA repair 2759. 

Human chorionic somatomammotropin, 
m , RNA, purification-complementary DNA 372. 

Human tuberculosis lymph node, 

DNA biosynthesis 2374. 


Hycanthone, 

binding-DNA 4406. 

damaged, DNA, rat liver, repair 2030. 

inhibition-RNA methylation, Novikoff ascites hepatoma 
1434. 

Hydra vulgaris, 

bud morphogenesis, role-RNA biosynthesis 1417. 

Hydrazine, 

induced mutability, Saccharomyces cerevisiae , DNA repair 
4489, 

replacement-wybutine, yeast tRNA Phe, effect on 
conformation 4199. 

Hydrocarbon, 

polycyclic aromatic, binding-DNA, epidermal homogenate 
911. 

Hydrochloric acid, 

use-RNA isolation, rat liver/kidney/testis 4270. 

Hydrocortisone, 

control-glutamine synthetase mRNA, retina, chickens 
embryos 27]. 

effect on DNA biosynthesis/RNA biosynthesis, rat brain, 
during development 5098. 

effect on rat liver polyribosome 4795. 

effect on RNA biosynthesis, diabetic rat liver/heart/spleen 
mitochondria 2285. 
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Hydrocortisone,(continued) 

induction-tryptophan oxygenase mRNA, rat liver. effect of 
cycloheximide 4873. 

regulation-ribosome content/activity, mouse mammary gland 
explant 3025. 

Hydrocortisone acetate, 

effect on tRNA aminoacylation, rabbit liver diabetes 1345. 

Hydrocortisone hemisuccinate, 

effect on DNA biosynthesis, mouse thymus/spleen/liver/ 
small intestine 1003. 

Hydrogen peroxide, 

degradation-Escherichia coli DNA 404. 

Hydrogen sulphide, 

reaction-pyrimidine (5-mercuri) nucleotide 4160. 

Hydrolase, 

effect on tRNA (N-acetylphenylalanyl) binding-yeast 
ribosome 4798. 

N-Hydroxy-2-Acetylaminofluorene, 

effect on rat liver RNA polymerase I/RNA polymerase II 
transcription fidelity 6180. 

4-Hydroxyaminoquinoline 1-oxide, 

binding-DNA, base sequence specificity 5857. 

4-Hydroxyaminoquinoline, 

synthesis pancreas hydroxyaminoquinoline oxide, -1-oxide 
rat/liver 4490. 

8-Hydroxyquinoline, 

inhibition-Saccharomyces cerevisiae DNA biosynthesis 
during meiosis 5133. 

Hydroxythiamine, 

effect on rRNA biosynthesis/protein incorporation, rat liver 
polyribosome 3003. 

Hydroxytoluene, 

butylated, inhibition-DNA excision-repair, human 
lymphocyte 4500. 

Hydroxyurea, 


block, effect on herpes simplex virus DNA biosynthesis, BSC- 


1 cell 1012. 

effect on, phage T4-induced ribonucleoside-diphosphate 
reductase/ribonucleoside-triphosphate reductase, 
Escherichia coli 6228. 

effect on DNA biosynthesis, Agrostemma githago /Vaccaria 
pyramidata 6074. 

effect on DNA biosynthesis, mouse embryo 6069. 

effect on Rausher leukaemia virus DNA biosynthesis, 
infected mouse embryo fibroblast 6051. 

effect on ribonucleoside-diphosphate reductase activity, 
octanol/water solvent 1745. 

induction-DNA strand breakage during replication, 
mammalian cell culture 1517. 

inhibition-DNA biosynthesis, effect on S-phase duration, 
Chinese hamster cell 6032. 

potentiation-UV-irradiation effect on CHO cell 2040. 

Hygromycin B, 

effect on translocation/tRNA (aminoacyl) recognition, 
Escherichia coli cell-free system 5628. 

Hypertrophy, 

effect on DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, Gallus domesticus wing muscle 3389. 

Hyphomicrobium, 

poly (A)-containing RNA, isolation/characterization 3812. 

Hypophysectomy, 

effect DNA biosynthesis, rat palate epithelium 1628. 

effect on DNA/RNA content, rat mammary gland 1581. 

Hypothalamus, 

rat. RNA content, effect of cooling 327. 

stimulation, effect on RNA biosynthesis, rat liver 3039. 

stimulation, RNA biosynthesis/RNA polymerase II activity 


during, rat liver 839. 

Hypothyroidism, 

effect on DNA biosynthesis/aspartate transcarbamylase/ 
uridine kinase activity, during rat cerebellum development 
1004. 

Hypoxanthine, 

transport, Escherichia coli 2156. 

transport, Escherichia coli , energy coupling mechanism 
4691. 


Hypoxanthine arabinoside, 
antiviral activity, effect of adenosine (deoxy) 5490. 
chromatography (high-performance liquid) 2534. 


Hypoxanthine-guanine phosphoribosyltransferase, 
activity, effect of ethyl methanesulphonate treatment, human 


lymphoblast 1146. 
activity, mouse 4036. 


antigenic properties, hamster 1145. 

assay, spectrophotometry 1147. 

content-guanine (6-thio)-resistant neuroblastoma 1744. 

incorporation-deficient Chinese hamster cell mutant 2848. 

inhibition-periodate-oxidized GMP 586. 

Hypoxia, 

effect on DNA biosynthesis, regenerating skin 1617. 

effect on rat liver DNA content 2770. 

H1 virus, 

DNA replication, localization-infected SV40-transformed 
human kidney cell 1573. 

temperature-sensitive mutant, DNA biosynthesis-replicative 
form defective 2060. 


ICRF 159, 

effect on X-irradiation sensitivity/DNA repair, mouse 
tumour cell line 1612. 

IDP, 

complex-copper, circular dichroism 4720. 

NMR, aqueous solution 1295. 

Illicium anisaturn, 

angiosperm, nuclear DNA content 363. 

Imidazoleglycerolphosphate dehydratase, 

gene, yeast, cloning/expression-Escherichia coli 2798. 

Immune response, 

mouse spleen, cytoplasmic RNA transport/biosynthesis 3101. 

Immune RNA, 

effect on Trypanosoma cruzi infection, mouse 3103. 

incorporation-normal mouse spleen cell 330. 

induction-antitumour antibody synthesis, mouse spleen cell 
3641. 

induction-cellular antitumour immune response, lymphocyte 
3640. 

mediated, transfer-tumour antigen response, peritoneal 
exudate cell 2119. 

treatment-renal cell carcinoma 3105. 

tumour-specific cell-mediated cytotoxicity transfer, guinea- 
pig 4813. 

use-colon cancer treatment, human 5785. 

Immunoglobulin, 

biosynthesis, effect of uridine (5-bromo), plasmacytoma/ 
normal mouse lymphocyte 2179. 

biosynthesis, myeloma cell, review 4669. 

gene, dynamics, review 4679. 

gene, localization 5164. 

gene, mouse, location-chromosome 4644. 

gene, mouse, organization, DNA restriction endonuclease 
EcoRI] fragment 5967. 
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_ Immunoglobulin,(continued) 


gene sequence, mouse/rabbit 2333. 


“heavy chain, human. translation-<?m>RNA, in vitro 341. 


heavy chain. mRNA. mouse. isolation/purification/ 
characterization 3429. 

kappa chain, plasmacytoma, mRNA translation, Xenopus 
laevis oocyte 3108. 

light chain, gene, cloning-plasmid pCR 1-x40 6126. 

light chain, gene, mouse. structure/expression, review 4675. 

light chain, MRNA, formation, RNA (heterogeneous nuclear) 
post-transcription cleavage 3081. 

light chain, MRNA, mouse, determination-3’-terminal region 
non-coding sequence 1937. 

light chain gene. mouse myeloma cell, cloning/mapping 2013. 

light chain/heavy chain, mRNA, occurrence, plasmacytoma 
MOPC 315 variant 5660. 

light chain mRNA, occurrence-mouse thymus T-lymphocyte 
4260. 

mRNA. accumulation-immunized mouse spleen 2659. 

mRNA, mouse myeloma, 5'-terminal nucleotide sequence 
3822. 

mRNA, secondary structure 1928. 

variable region, gene assembly, hypothesis 6091. 

variable region, pool size 5165. 

Immunoglobulin IgA, 


heavy chain. mRNA, translation-plasmacytoma variant 1475. 


IMP, 

binding-glycogen phosphorylase b, conformation 1854. 

copper complex, X-ray crystallography 140. 

determination, chromatrography (high pressure) 2547. 

interaction flavin 1828. 

Indole-acetic acid, 

effect on abscisic acid inhibition-RNA biosynthesis. Coccos 
nucifera 840. 

effect on RNA biosynthesis/R Nase activity, barley 3471. 

effect on RNA/protein biosynthesis, Escherichia coli K 12 
5758. 

Infectious bronchitis virus, 


| genome RNA, characterization 250. 


' Infectious pancreatic necrosis virus, 


RNA, oligonucleotide fingerprinting 797. 
Influenza virus, 
infection, treatment-ribavirin. human 5498. 


' infection, treatment-ribavirin, squirrel monkey 5497. 


membrane protein mRNA, isolation/characterization 3807. 
nucleoprotein, identification-phosphorylated amino acid 594, 
recombinant, RNA characterization 3440. 


' replication, effect of poly (I-C) 4735. 
_ replication, role-RNA polymerase II 561. 


ribonucleoprotein complex formation 5298. 
RNA, fragment preparation 4267. 


~ RNA, 5/-terminal nucleotide sequence 4284. 


RNA biosynthesis, associated-nucleoprotein 2645. 


~ RNA polymerase, inhibition-aurintricarboxylic acid, 


mechanism 6171. 


_ RNA transcriptase, characterization/effect of chelating agent 


6187. 


_ RNA transcription, review 3326. 


Influenza virus A, 


_ human, RNA homology 5686. 


mapping 4905. 

neuraminidase/nucleoprotein gene, electrophoresis, effect of 
temperature 5030. 

nucleotide analysis, recombination role-evolution 5689. 

_ protein biosynthesis, inhibition-UV-irradiation, chick embryo 
fibroblast 745. 


~ ~ recombinant, RNA hybridization 3439. 


an al 


ribonucleoprotein. physical properties 4049. 

RNA, gene mapping 4836. 

RNA, messenger activity, in vitro 4362. 

RNA, sequence-homology-influenza virus B 803. 

RNA, 5'-terminal sequence, comparison-influenza virus B 
3047. 

mRNA, transcription/translation, cell-free system, protein 
product characterization 4910. 

RNA/protein biosynthesis, localization, chick embryo 
fibroblast/MDCK cell 4317. 

RNA transcriptase, comparison-fowl plague virus 5255. 

Influenza virus B, 

identification-hemagglutinin/neuraminidase gene 1959. 

RNA, sequence-homology-influenza virus A 803. 

RNA, 5'-terminal sequence, comparison-influenza virus A 
3047. 

Informosome, 

free, occurrence, Misgurnus fossilis cytoplasm 4660. 

nuclear, association-cellular <?m>RNA, mouse-liver 206. 

Initiation complex, 

assembly, mammalian 2600. 

component, effect on Escherichia coli initiation factor IF-1 
binding-ribosomal subunit 30S 2598. 

formation, tRNA fMet + ribosomal subunit 40S, rabbit 
reticulocyte, binding factor activity 3411. 

Initiation factor, 

activity, mouse L cell, effect of interferon 227. 

activity, rat liver, effect of dimethylnitrosamine inhibition- 
protein biosynthesis 5649. 

activity, rat liver protein biosynthesis, effect of 
dimethylnitrosamine/ethionine 2206. 

eukaryote, phosphorylation 2233. 

interaction-tR NAfMet binding factor, inhibition-protein 
kinase, rabbit reticulocyte lysate 2602. 

rabbit reticulocyte, purification/characterization 2601. 

ribosome/elongation factor, isolation, use heparin 3008. 

role-translation-guanosine (7-methyl) lacking 5'-terminal, 
reovirus/globin mRNA 1468. 

Initiation factor IF-1, 

Escherichia coli , binding-ribosomal subunit 308, effect of 
initiation complex component/identification-binding site 
ribosomal protein 2598. 

rabbit reticulocyte, binding-tRNA fMet, association-protein 
factor 5648. 

Initiation factor IF-2, 

Artemia salina , stimulating protein, isolation/ 
characterization 3419. 

binding-<?t>RNA fMet, rat prostate gland 551. 

binding-tRNA fMet (methionyl)/mRNA 2232. 

eukaryote, binding/release, during protein biosynthesis 
initiation 2231. 

hen oviduct, purification/characterization 3421. 

phosphorylation, inhibition-haemin 2229. 

phosphorylation-protein kinase, activation-double-stranded 
RNA, protein biosynthesis 4254. 

rabbit reticulocyte, purification/characterization/function 
D215: 

recognition- mRNA sequence 3026. 

stimulating protein, properties, rabbit reticulocyte 4252. 

Initiation factor IF-3, 

Escherichia coli , binding-ribosomal subunit 30S 2237. 

Escherichia coli , cross-linking-rRNA 16S 1912. 

Escherichia coli , metabolic stability during cell cycle 3788. 

Escherichia coli , phosphorylation-phage T7 protein kinase 
ii hes 

localization-ribosomal subunit 40S 3015. 

separation, use-electrophoresis, Escherichia coli 1379. 


Re tiene eee eee 


“1RLE1979 


139 


Subject Index 


atl rng npn ee 


Initiation factor 4C, 

purification/characterization, reticulocyte lysate, rabbits 220. 
Initiation factor 4D, 

purification/characterization, reticulocyte lysate, rabbits 220. 
Inokosterone, 


moulting hormone, effect on DNA synthesis. Blaberus 5096. 


Inosine, 

adsorption-mercury electrode 3724. 

dialdehyde derivative, INOX, inhibition-RNA biosynthesis, 
Ehrlich ascites cell 2538. 

effect on adenosine uptake, guinea pig jejunum 4146. 

interaction flavin 1828. 

interaction-phenanthrene -9,10- -oxide/ 7.12- 

dimethylbenz(a)anthracene -5,6- oxide 88. 

labelled ribose-containing, synthesis 4131. 

stimulation-proinsulin biosynthesis/insulin secretion, rat/ 
mouse pancreas 2170. 

uptake, mechanism, membrane vesicle 114. 


Inosine (2’,3’-Anhydro), 

synthesis 2163. 

Inosine (8-bromo), 

X-ray crystallography 106. 

Inosine (2'-Deoxy), 

synthesis 2163. 

Inosine (3'-Deoxy), 

synthesis 2163. 

Inosine (nitrobenzylthio), 

inhibition-uridine uptake, HeLa cell 5512. 

S-Inosyl homocysteine, 

effect on DNA methylase activity, Escherichia coli /phage 
DDVI 5288. 

Insect, 

see also specific species 

cell, virus-infected, identification/localization-double- 
stranded/single-stranded RNA 4805. 

Insertion sequence, 

integration site, Escherichia coli DNA 5044. 

localization-phage P1 DNA 5903. 

plasmid PSM, DNA nucleotide sequence 2705. 

Insulin, 

regulation-ribosome content/activity, mouse mammary gland 
explant 3025. 

Insulinoma, 

rat. RNA transcription product, characterization 4848. 

Interferon, 

activity, mechanism, review 2510. 

effect on initiation factor activity, mouse L cell 227. 

effect on mitogen induction-DNA biosynthesis, chick 
lymphocyte 5135. 

effect on Moloney leukaemia virus RNA biosynthesis 4867. 

effect on protein biosynthesis, mechanism 4803. 

effect on rRNA biosynthesis, human fibroblast 3091. 

effect on RNA biosynthesis, murine leukaemia virus 3477. 

effect on translation, Friend leukaemia virus transformed 
mouse erythroleukaemia cell cell-free system 5605. 

fibroblast/leucocyte, lymphocyte DNA biosynthesis 
interferon, human 2401. 

induction, phage f2 double-stranded RNA, human leukocyte 
3097. 

induction, vinyl-containing poly (I.C) analogue 4185. 

induction activity, double-stranded RNA analogue 5297. 

induction-double-stranded RNA, comparison-Penicillium 
chrysogenum mycophage/phage f2/reovirus 1455. 

induction-poly (A-U) 2191. 

induction-poly (I) 4733. 


induction-poly (I-C), effect of UV-irradiation, human cell 
5556. 

induction-poly (I.C), stimulation-calcium salts 2979. 

induction-poly(I-C) analogues, L cell 714. 

induction-polynucleotide, human 2557. 

induction-protein biosynthesis inhibitor, mouse L cell 1317. 

induction-RNA, antiviral activity/antitumour activity 5775. 

inhibition-vesicular stomatitis virus mRNA biosynthesis 
4319. 

inhibition-viral m RNA translation, SV40-infected 
monkey cell 189. 

interaction-tRNA 726. 

kinetics-translation inhibition/mRNA methylation/ 
degradation, mouse L cell 2211. 

mouse, binding-poly(I)/poly(U)/poly(G) 159. 

mRNA, biosynthesis/inactivation, human fibroblast 863. 

pretreatment, effect on vesicular stomatitis virus 
transcription/translation, chick embryo cell cell-free system 
3488. 

production, poly (I-C) induced L929 cell, enhancement- 
calcium 4734. 

production, poly(I.C.)-induction, L929 cell, effect of polyene 
macrolide 2977. 

mRNA, mouse, translation-Xenopus laevis oocyte/rabbit 
reticulocyte lysate 4919. 

mRNA inactivation during interferon biosynthesis shutoff, 
human fibroblast 1963. 

treated, HeLa cell, presence-protein kinase/R Nase (endo)/ 
reovirus MRNA methylation inhibitor 1683. 

treatment, effect on RNA methylation, vaccinia Virus- 
infected chick embryo fibroblast 5749. 

treatment, L cell, effect on mengovirus tRNA utilization 
5572. 

Intestinal mucosa, 

rat/mouse, irradiation-induced DNA repair, effect of 
heterologous DNA 6082. 

Intestine, 

chick, RNA polymerase activity, effect of 1a,25- 
dihydroxycholecalciferol 6173. 

Iodine, 

polyvinylpyrrolidone complex, interaction-DNA 915. 

Todine-125, \ 

damage, Escherichia coli , effect of DNA content 6021. 

decay, DNA breakage/repair, Escherichia coli /phage T1/ 
phage T4 5868. 

decay, effect on DNA, Chinese hamster cell 5869. 

effect on DNA breakage/repair, human kidney cell 6038. 

labelled, uridine(deoxy), use-tumour localization 124. 

Ionic strength, 

effect on chromatin subunit conformation 3299. 

effect on DNA dielectric properties 1986. 

effect on DNA dynamic properties, quasielastic light 
scattering 1522. 

effect on DNA electrode reaction 3891. 

effect on protein biosynthesis, pseudorabies virus-infected 
HeLa cell 3388. 

Irehdiamine A, 

interaction-DNA 1498. 

Iridine, 

synthetic fragment, interaction-DNA 5842. 

Iron, 

pepe effect on polyribosome content, Zea mays leaf 

0. ‘ 

degradation-DNA 5846. 

effect on adenosine (2-methylthio-N®;(A?-isopentenyl)- 
containing M+RNA, Escherichia coli 2198. 

interaction-Aspergillus nidulans DNA, role-sporulation 
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Iron,(continued) 
4948. 

occurrence-calf thymus deoxyribonucleoprotein 1754. 

Irradiation, 

Chinese hamster cell, DNA strand breakage, effect of oxygen 
concentration 1508. 

DNA damage, aqueous solution, effects of nor-pseudo- 
pelletierene-N-oxide/misonidazole 4970. 

Drosophila melanogaster DNA, damage/repair 5109. 

effect on calf thymus/leukaemia leucocyte DNA structure, 
IR-spectroscopy 3883. 

effect on cytoplasmic RNA content, mouse hepatocyte 4879. 

effect on DNA, review 3328. 

effect on DNA polymerase activity, rat bone marrow/spleen 
LAS: 

effect on DNA repair, mouse 2390. 

effect on DNAse (alkaline) activity, rat omer nae 3259. 

effect on mouse testis DNA 4396. 

effect on RNA biosynthesis, rat thymus/liver/spleen 302. 

effect on RNA metabolism, Novikoff hepatoma 304. 

induced inactivaion, RNase, radioprotection-selenium 
compound 6138. 

leukocyte, effect on DNA/RNA content/R Nase (acid)/ 
DNase II activity 5215. 

therapy, effect on DNA repair, lymphocyte/tumour tissue, 
cancer patient 6036. 

Irradiation (ionizing), 

DNA double-stranded breakage, repair, comparison-fungus/ 
vertebrate cell line 6026. 

effect on DNA, cisdichlorodiammine platinum(II) role- 
radiosensitizer 5121. 

effect on DNA degradation, Escherichia coli 407. 


effect on RNA biosynthesis, Novikoff ascites hepatoma 1948. 


induced, DNA damage, repair, mechanism, review 1253. 

induced damage, DNA repair, mammalian cell 2036. 

induced DNA single-stranded breakage, repair kinetics, 
Chinese hamster cell/Ehrlich ascites cell 1608. 

Irradiation (neutron), 

damage, DNA repair, mouse embryo 5114. 

f-Irradiation, 

Escherichia coli , photoreactivation 2757. 

y-Irradiation, 

Chinese hamster lung fibroblast chromatin, DNA damage 
6274. 

damage, DNA repair, effect of gibberellin, Vicia faba 2044. 

damaged, DNA, defective repair, human Fanconi’s anaemia 
3958. 

DNA, aqueous solution product analysis 2323. 

DNA, induction-single-strand/double-strand breakage 3884. 

DNA, thymine fragment analysis 2695. 

DNA damage, Escherichia coli , radioprotection-cis- 
dichlorodiammineplatinum(I]) 4972. 

effect of DNA, 3’-terminal analysis 1509. 

effect on DNA biosynthesis/RNA biosynthesis, rat spleen/ 
liver 1595. 

effect on DNA repair, human, rheumatic disease 1596. 

dGMP, ESR analysis 1298. 

induced damage, HeLa cell DNA, repair, effect of carcinogen 
1602. 

effect on chromatin protein phosphorylation 4624. 

effect on DNA breakage/repair, human kidney cell 6038. 

effect on DNA conformation 400, 3137. 

effect on DNA-nonhistone protein interaction, chromatin/ 
nuclear sap 4949. 

effect on DNA/polynucleotide, NMR 2696. 

effect on DNA/polynucleotide hydration, NMR 2694. 


effect on DNA structure, lymphocyte 2325. 


effect on DNase/RNase, Aspergillus niger 6135. 
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effect on histone, rat thymus 2878. 
effect on lymphocyte DNA 4398. 
effect on 2rFRNA/DNA complementarity, cotton 398. 
effect on sister chromatid exchange frequency, human 
lymphocyte 5345. 
induced, DNA degradation/repair, rat hepatoma 2042. 
induced, nucleoprotein degradation, effect of cycloheximide/ 
pyromycin, rat thymocyte/mouse thymus 598. 
induced, single-stranded breakage, mouse leukaemia cell 
culture DNA, effect of nitrogen/nitrous oxide 910. 
induced, strand breakage/free radical formation, 
determination, calf thymus DNA 4973. 
induced phage T7 DNA cross-linking-protein, measurement 
5843. 
induction-4-nitroquinoline-N-oxide binding-DNA 2321. 
induction-SV40 DNA replication, transformed hamster 
kidney cell 6019. 
mutagenicity, mouse spermatocyte/spermatid, effect of DNA 
3978. 
oy ae DNA damage/repair, detection-nuclease S1 
964. 
Saccharomyces cerevisiae , DNA repair, relationship-nuclear 
division 6025. 
sensitization, Escherichia coli C, effoet of uracil (5-bromo) 
incorporation 3712. 
thymidine, aqueous solution, product Zeer wee 5457. 
treated, DNA, effect on sedimentation 2326. — 
UV-Irradiation, 
+ coal tar, inhibition-DNA biosynthesis, mouse epidermis 
3956. 
adenovirus (human) 2 early promoter mapping 436. 
Chinese hamster cell, post-replication repair 3209. 
chromosome aberration, mechanism, Vicia faba 6301. 
combination-N-acetoxy-2-acetylaminofluorene, induced 
DNA repair, hamster V-79 cell, comparison-human 
fibroblast 2041. 
combination-8-methoxypsoralen, effect on phage sd DNA 
4969. 
combination-8-methyoxypsoralen, induction-sister chromatid 
exchange, CHO cell 6298. 
cross-linking phage M13 DNA-binding protein-single- 
stranded DNA 2904. 
damage, CV-1 cell, excision repair, mechanism 3960. 
damaged, DNA, defective repair, human Fanconi’s anaemia 
3958. 
damaged DNA, interaction-netropsin 1497. 
degradation-yeast mitochondrial DNA 4399. 
determination, DNA damage/repair, HeLa cell/CHO-KI cell 
493. 
DNA, interaction-psoralen 3142. 
effect on Chinese hamster cell DNA 5870. 
effect on CHO cell, potentiation-hydroxyurea 2040, 
effect on DNA, human squamous cell 3146. 
effect on DNA conformation 400, 3137. 
effect on DNA degradation, Escherichia coli 407. 
effect on DNA photoreactivating enzyme, Escherichia coli 


B/r 3279. 
effect on DNA repair, human, rheumatic disease 1596. 


effect on DNA repair kinetics, human fibroblasts 1023. 

effect on Escherichia coli ribosomal subunit 50S rRNA 
structure 5669. 

effect on poly (I-C) interferon induction, human cell 5556. 

effect on RNA biosynthesis, CV-1 cell nucleus 843. 

effect on RNA (heterogeneous nuclear) size, mouse 
plasmacytoma cell 4880. 

effect on vaccinia virus genome transcription/translation 
4320. 

enhancement-DNA repair during G, phase/S phase, UV- 
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UV-Irradiation,(continued) e ; 
irradiation-treated Chinese hamster cell 6043. 

excision-repair, DNA, insertion sequence size, mammalian 
cell 1610. 

human fibroblast. DNA repair, pyrimidine dimer assay 5118. 

inactivation-phage Qf variant RNA 790. 

induced. angelicin/xanthotoxin binding-phage A DNA 2332. 

induced, DNA excision-repair, toluene-treated Escherichia 
coli .role-DNA polymerase I 6196. 

induced. DNA repair. mouse embryo fibroblast, relationship- 
life span 3957. 

induced, DNA repair, Petunia hybrida 5122. 

induced, DNA repair, rat spleen lymphocyte, inhibition-X- 
irradiation 5115. 

induced, DNA repair/survival, comparison-Trichoplusia ni / 
Chinese hamster 2029. 

induced, DNA repair synthesis, distribution-human 
chromatin 4499, 

induced, DNA repair synthesis, toluene-treated Escherichia 
coli, role-DNA polymerase I 6197. 

induced. DNA repair synthesis, Werner's syndrome 
fibroblast 4496. 

induced, lesion, Escherichia coli tRNA gene, repair 1017. 

induced, mutagenesis, effect on DNA biosynthesis, phage 
gX174 DNA substrate 6018. 

induced, mutagenesis, Escherichia coli 4487. 

induced, mutagenesis, repair deficient Escherichia coli , effect 
of R factor 4388. 

induced, pyrimidine dimer excision, mouse skin 3211. 

induced, repair, inhibition, reversal- DNA/chromosome 
structure change, following 4409. 

induced, ?tRNA(phenylalanyl) binding-ribosomal subunit 
30S protein, iEscherichia coli 221. 

induced, single-stranded breakage, Escherichia coli DNA, 
DNA polymerase I-mediated repair 4576. 

induced. single-stranded breakage, Proteus mirabilis DNA, 
exicision-repair 3205. 

induced chromatid breakage, role-protein damage, mouse 
2897. 

induced DNA biosynthesis, distribution-CHO cell metaphase 
chromosome 2021. 

induced DNA breakage/repair, Fanconi’s anaemia 3215. 

induced DNA lesion, repair, normal/Xeroderma 
pigmentosum/Fanconi’s anaemia human cell 2034. 

induced DNA-protein adduct, effect of uridine(5- 
bromodeoxy) 3869. 

induced DNA repair, during meiotic maturation, mouse 
oocyte 5113. 

induced, DNA repair, Proteus mirabilis , role-protein 
biosynthesis/gene (rec) 1589. 

induced damage, Mycoplasma gallisepticum , repair, lack 
1585, 

induced damage, Salmonella typhimurium DNA, repair 
1592. 

induced dimer formation, thymine (1-methyl) 1263. 

- induced mutagenesis, Bacillus subtilis chromosome 6293. 

induced mutagenesis, phage s,, role-thymine dimer 1495. 

induced photoproduct formation, association tRNA 
methylation, Escherichia 730. 

induced poly (dT)/phage T!1 DNA damage, immunological 
activity 1751. 

induced protein, role-DNA elongation, irradiated Escherichia 
coli 1019. 

induced protein, role-DNA repair, Escherichia coli 1586. 

induced pyrimidine dimer, mouse epidermis DNA, absence- 
photoreactivation 4663, 4974. 

induced unscheduled DNA biosynthesis, xeroderma 


aE 


pigmentosum fibroblast 1051. 

induction-DNA-binding cross-linking, Saccharomyces 
cerevisiae 5871. 

induction-mutagenesis, phage T4 3885. 

induction-thymine dimer, hairless mouse skin DNA 1982. 

inhibition-influenza virus A protein synthesis, chick embryo 
fibroblast 745. 

Lathyrus sativa DNA, thymine dimer excision 2395. _ 

mutability, Bacillus subtilis , effect of DNA biosynthesis 
mutant 6023. 

radiosensitivity/DNA repair, Salmonella typhimurium / 
Salmonella abony 2756. 

recovery, Escherichia coli , role-DNA polymerase I 567. 

repair-replicating/non-replicating DNA 5100. 

sensitivity, bacterial DNA, role-base composition 953. 

sensitivity, relationship-DNA repair, human xeroderma 
pigmentosum 3959. 

transcription mapping. adenovirus (human) 2 late mRNA 
precursor 3841. 

treated, Bacillus subtilis , gene (recA) mutant, DNA repair/ 
degradation 2025. 

treated, human cell, DNA repair, stimulation-phage T4 
endonuclease V 6132. 

treated, human cell line, thymine dimer excison, kinetics 5117. 

treated, mouse oocyte, DNA excision-repair 2032. 

treated, Poecilia formosa thyroid DNA, pyrimidine dimer, 
association-tumour formation 2697. 

treated cell, DNA repair during cell cycle 4501. 

uracil/thymine, product analysis 5426. 

Proteus mirabilis mutant (MUT), excision repair following 
1591. 

resistance, effect of cytosine (S-aza). Escherichia coli* 1272. 

Yoshida ascites sarcoma cell, DNA dimer formation/ 
excision/strand growth 1510. 

X-Irradiation, 

double-stranded breakage-DNA, analysis 1511. 

effect on DNA 1512. 

induced, DNA single-stranded breakage/repair, HeLa cell. 
during cell cycle induced 1598. 

mammalian cell, DNA repair, effect of caffeine 1605. 

sensitivity, effect of ICRF 159, mouse tumour cell line 1612. 

sensitivity, mouse leukaemia lymphoblast, effect on DNA 
repair 1603. 

combined treatment-methyl methanesulphonate, effect on 
DNA repair, mouse spermatid 5110. 

cytosine (1-methyl)-uracil (5-fluoro) complex, free radical 
formation, ESR 3703. 

damage, DNA repair. mouse embryo 5114. 

damage, Escherichia coli , effect of DNA content 6021. 

damage, repair, Escherichia coli 487. 

DNA, mammalian polynucleotide ligase activity 5292. 

DNA repair, mouse spermatid 2387. 

effect on Bacillus subtilis transforming DNA activity 5872. 

effect on Chinese hamster cell DNA 5870. 

effect on DNA biosynthesis, CHO cell 6040. 

effect on DNA biosynthesis, vitamin E-depleted 
lymphosarcoma cell 2043. 

effect on DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, rat/mouse/guinea pig 3210. 

effect on DNA biosynthesis/thymidine transport kinetics, 
Ehrlich ascites cell 2542. 

effect on DNA repair, Chinese hamster lung cell 3576. 

effect on DNA repair, hamster plateau-phase cell 2394. 

effect on human T-lymphocyte chromosome 4648. 

effect on muscle/brain/liver tRNA(aminoacyl) synthetase 
methylation 178. 

effect on RNA transport, rat liver 4909. 
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induced DNA repair, rat spleen lymphocyte 5115. 

inhibition-DNA biosynthesis, HeLa cell. effect of caffeine 
2039. 

Trichoplusia ni /Chinese hamster, DNA repair, comparison 
2028. 

uracil(5-chloro)/uridine(5-chloro), free radical formation 653. 

uridine (S-chlorodeoxy)/uridine (5-bromodeoxy), ESR 1840. 

Islets of Langerhan, 

nucleoside phosphorylase activity, comparison-rat/rabbit 
1149. 

Isobutylene, 

photoaddition reaction-uracil/thymime/uracil (6-methyl) 
4122. 

Isoleucyl-bromomethyl ketone, 

modification-<?t>RNA(isoleucy!) synthetase, effect on 
catalysis 179. 

Isonicotinic acid hydrazide, 

copper complex, inhibition-Rous sarcoma virus reverse 
transcriptase, mechanism 5275. 

inhibition-CHO cell DNA repair 6041. 

Isopropanol, 

interaction-cytosine (1,N*-methyl) 4120. 

Isoproterenol, 

effect on DNA biosynthesis/protein biosynthesis, mouse 
submandibular salivary gland 5138. 

induction-DNA biosynthesis, effect of age, mouse 2775. 

ITP, 

NMR. aqueous solution 1295. 


Janthinobacterium, 


' rRNA gene, comparison-Chromobacterium 5040. 


Japanese encephalitis virus, 

infection, treatment, poly(I-C) derivative, Macaca mulatta / 
Macaca fasicularis 2978. 

RNA biosynthesis, association-nuclear membrane, chick 
embryo cell 5743. 

Junin virus, 

RNA, characterization 5676. 


Kangaroo rat, 

microcell, DNA content 4378. 

Kawino virus, 

Mansonia uniformis , RNA, characterization 5690. 

KB cell, 

adenovirus (human) 12 infected, RNA biosynthesis 2642. 

adenovirus (human) 2 replication, inhibition-5,6-dichloro- 1-f- 
D-ribofuranosylbenzimidazole 5126. 

adenovirus (human) 5 host range mutant DNA biosynthesis/ 
protein biosynthesis 6010. 

adenovirus (human) 5 infected, induction-cellular DNase 
inhibition 4005. 

DNA biosynthesis/cell cycle, effect of arginine deprivation 
1633. 


_ DNA biosynthesis during arginine deprivation 1634. 


human, cell-free system, protein biosynthesis, misreading, 
stimulation-antibiotic 3408. 


human, detection-thymine dimer excision nuclease activity 
3606. 

human, DNA polymerase a, purification/characterization 
3630. 


‘nucleoside (2'-keto), biological properties 5492. 


nucleus, adenovirus (human) 2-specific gene, transcription- 
exogenous RNA polymerase II] 1709. 

single-stranded DNA-specific endonuclease, purification/ 
characterization 2445. 

uninfected/adenovirus (human) 2-infected, RNA polymerase 
Il, purification/properties/subunit structure 1708. 

6-Ketoprostaglandin Fla, 

effect on DNA biosynthesis/RNA biosynthesis, fibroblast 
482. 

Kidney, 

cell, human, DNA breakage/repair, effect of y-irradiation/ 
iodine-125 6038. 

cell, Xenopus laevis , rRNA, uridine (pseudo) content 4299. 

erythrocyte, adenosine deaminase, purification/quaternary 
structure 2856. 

rabbit, DNA biosynthesis, inhibition-renal factor 1005. 

rat, DNA biosynthesis/RNA biosynthesis, effect of 
renotrophic factor 481. 

rat, RNA biosynthesis/protein biosynthesis, effect of ginseng 
extract 856. 

rat, tRNA methylase activity, comparison-carcinoma 731. 

rat, tRNA methylase specificity-tRNA Val, comparison- 
carcinoma 732. 

Kilham rat virus, 

DNA replication 5981. 

nucleoprotein, isolation/characterization 2868. 

Killer factor, 

Saccharomyces , RNA, characterization 5671. 

Kinetin, 

incorporation-Nicotiana tabacum callus <?t>RNA/ 
<?r>RNA 68. 

role-DNA biosynthesis/glucose oxidation, potato tissue 
culture 70. 

Kinetochore, 

mouse/A llium cepa /grasshopper, ribonucleoprotein 
occurrence 6236. 

Kinetoplast, 

DNA, Crithidia luciliae , use-DNA antibody determination 
591. 

DNA, Trypanosoma lewisi , isolation/characterization 5949. 

Kirromycin, 

binding-Escherichia coli elongation factor Tu 5646. 

resistant, elongation factor Tu, Escherichia coli gene (tuf) 
mutant 2234. 

Kirsten murine leukaemia virus, 

detection-RNA 30S subunit 233. 

Kirsten sarcoma virus, 

genome RNA organization, comparison-Harvey sarcoma 
virus 4829. 

Klebsiella pneumoniae, 

endonuclease KpnI, isolation/purification, mapping-phage A/ 
SV40 DNA 3995S. 

plasmid pIE099 DNA, characterization 2703. 

Kluyveromyces, 

DNA/RNA, homology-Candida albicans 5053. 

Kunjin virus, 

genome, effect of urea, absence-subgenomic RNA, infected 
Vero cell 835. 


| 4RL©1979 


143 


Subject Index 


sc andes alae ie a ee 


L cell, 

chromatin, satellite DNA, accessibility-Escherichia coli 
RNA polymerase 2094. 

chromosome DNA, localization-cytosine (5-methyl) 5068. 

DNA incorporation 3597. 

DNA incorporation, effect of growth-promoting a-globulin 
S91; 

DNA replication, effect of protein biosynthesis inhibition 
1052. 

mengovirus replication, inhibition-dipyridamole 290. 

mouse, DNA, occurrence-single-stranded region 4461. 

mouse, DNA replication temperature-sensitive, chromatin 
organization 4071. 

mouse, DNA replication temperature-sensitive, chromatin, 
properties 5336. 

mouse, initiation factor activity, effect of interferon 227. 

mouse, interferon/double-stranded RNA-induced protein 
biosynthesis inhibitor 1317. 

mouse, interferon-treated, protein biosynthesis, inhibition- 
double-stranded RNA 4358. 

mouse, mitochondrial DNA replication mechanism 3192, 
3193. 

mouse, nucleus, RNA phosphorylation 283. 

mouse, protein biosynthesis/rRNA biosynthesis, inhibition-L- 
histidinol 1953. 

mouse, rRNA, uridine (pseudo) content 4299. 

mouse, RNA biosynthesis, effect of Coxiella burnetii 
infection 4902. 

mouse, temperature-sensitive, DNA replication 1576. 

mouse, vaccinia virus-infected, DNA-binding protein 
characterization 2142. 

permeabilized, high-molecular weight DNA biosynthesis 469. 

protein biosynthesis, inhibition-poly-L-ornithine 3784. 

RNA biosynthesis, inhibition-poliovirus/mengovirus 
infection 5742. 

mRNA/RNA (heterogeneous nuclear), methylated sequence, 
comparison 2272. 


temperature-sensitive mutant, DNA biosynthesis, assay 5994. 


uridine (bromodeoxy) effect on enzyme activity during cell 
cycle 125. 

L-929 cell, 

normal/mengovirus-infected, RNA biosynthesis 4871. 

La Crosse virus, 

recombinant formation-snowshoe hare virus 1456. 

Lacerta sicula, 

ribosome, packing, electron microscopy 205. 

RNA, induction-avidin biosynthesis 325. 

Lachnus tropicalis, 

RNA biosynthesis 1410. 

a-Lactalbumin, ; 

mRNA, regulation, marnmary gland, rats 276. 

Lactobacillus acidophilus, 

tRNA nucleotidyltransferase, purification, comparison- 
Escherichia coli 5592. 

Lactobacillus casei, 

characterization-RNA polymerase 1113. 


phage PL-1, DNA characterization/transcription 5009. 
TMP synthetase, kinetics 5295. 


TMP synthetase, sulphydry!l group modification, kinetics 
3281. 


Lactobacillus lactis, 
phage gLLS5-infected, DNA biosynthesis/RNA 
biosynthesis/protein biosynthesis 3568. 


Lactobacillus leichmannii, 

ribonucleoside triphosphate reduction, regulation/properties 
4596. 

Lactobacillus plantarum, 

exonuclease, kinetics 1093. 

Lactogen, ; 

human placental, biosynthesis, regulation-mRNA, review 
4099. 

Lactuca sativa, 

seed, fate-Micrococcus lysodeikticus DNA 6090. 

Laevulinic acid, 

use-protecting group, polynucleotide synthesis 3357. 

Lanthanide, 

binding site, introduction-RNase A 2812. 

B-Lapachone, 

inhibition-reverse transcriptase/DNA polymerase a activity 
4579. 

Larix europea, 

ribonucleoprotein, electron microscopy 6237. 

Lathyrus, 

nuclear DNA, base composition 460. 


nuclear DNA content, evolution 5825. 

Lathyrus sativa, 

DNA, thymine dimer excision following UV-irradiation 2395. 

Lead, 

poisoning, effect on DNA/RNA content, rat liver/kidney 498. 

Lectin, 

effect on 5’-nucleotidase activity, lymphocyte plasma 
membrane 5281. 

Leghaemoglobin, 

gene, DNA, occurrence-Gipcine max 5822. 

Leishmania donovani, 

tRNA 26S/rRNA 16S gene, sequence arrangement 3923. 

Leishmania tarentolae, 

DNA, effect of berenil 510. 

kinetoplast DNA, structure 960. 


kinetoplast RNA, characterization 3814. 

Leishmania tropica, 

rRNA, characterization, comparison-Trypanosoma brucei / 
Crithida fasciculata 3815. 

Lemna gibba, 

RNA, uridine incorporation, diurnal rhythm 5773. 

Lens esculenta, 

xanthine oxidase, characterization 2862. 

Leucichthys, 

DNA structure, comparison-Stenodus /Coregonus / 
Prosopium / 5059. 

Leucine, 

gene, Bacillus subtilis , cloning-Escherichia coli plasmid 

, RSF2124 2416. 

inhibition-nuclease, Bombyx mori 2075. 

Leucocyte, 

DNA/RNA content, adenovirus infection, human 4808. 

Leucovorin, 

combination-high-dose methotrexate, treatment, osteogenic 
sarcoma, effects on DNA biosynthesis, bone marrow 460. 

Leukaemia, 

acute, deoxynucleotidyl transferase terminal activity 2100. 

blast cell, DNA biosynthesis kinetics 845. 

te DNA biosynthesis, stimulation-phytohaemagglutinin 

409. 

cell line, <?t>RNAmethylase-<?t>RNA (aminoacyl) 
synthetase complex, characterization 175. 

effect of poly (I)/poly (C)/poly (A), mouse 2981. 

induction-Friend leukaemia virus, association-xenotropic 


SS SS 6 ee 


144 


- IRL©1979 


Nucleic Acids Abstracts 


a 


Leukaemia,(continued) 
RNA sequence expression, mouse 5778. 

lymphoblast, effect of tritiated thymidine 5508. 

L1210, DNA content 3121. 

L1210, mouse, 1-8-D-ribofuranosyl-1,2,4-triazole-3- 
carboxamide antitumour agent 5493. 

L1210 cell, effect of purine analogue viability 65. 

L1210 cell. murine, RNA polymerase I/RNA polymerase II/ 
RNA polymerase III purification/characterization 2458. 

L1210 cell, RNA polymerase, isolation/a-amanitin, effect of 
a-amanitin/antibiotics 2454. 

L5222, rat, treatment-cytosine arabinose, cell kinetic 
response 5435. 

mouse, DNA biosynthesis, effect of cannabinoid derivative 
2784. 

mouse, nucleoside (keto) antitumour activity 1285. 

myeloblast, nuclear DNA, localization-avian myeloblastosis 
virus-specific DNA 509. 

sarcoma, DNA, detection-C-type virus-related-gene 5819. 

Leukaemia (acute), 

human, bone marrow, DNA content 5817. 

Leukaemia (acute lymphoblastic), 

cell, deoxynucleotidyl transferase (terminal), characterization 
2843. 

human, deoxynucleotidyl transferase terminal activity 2844. 

Leukaemia (acute lymphocytic), 

deoxynucleotidyltransferase (terminal) activity 6189. 

Leukaemia (acute myelocytic), 

deoxynucleotidyltransferase (terminal) activity 6189. 

Leukaemia (acute myelogenous), 

treatment, use-cytosine arabinoside, association-paraparesis 
2541. 

Leukaemia (chronic lymphatic), 

DNA repair, UV-irradiation-induced, human 2763. 

effect on DNA/RNA content/nucleotide composition, cattle 
leukocyte 2734. 

Leukaemia (chronic lymphocytic), 

lymphocyte, absence-5’-nucleotidase activity 3274. 

lymphocyte, occurrence-purine nucleoside phosphorylase 
6211. 

Leukaemia (chronic myelocytic), 
d TMP kinase, purification/characterization 375. 

Leukaemia (chronic myelogenous), 

deoxynucleotide transferase (terminal) activity 2841. 

Leukaemia (myelogenous), 

serum/leukocyte, RNase (acid) characterization 6141. 

Leukaemia (myeloid), 

cell, mouse, RNA/protein biosynthesis inhibition, effect'on 
differentiation stimulating factor sensitivity 2297. 

Leukaemia (T-derived chronic lymphocytic), 

human, deoxynucleotidy! transferase terminal activity 2844. 

Leukocyte, 

cattle, DNA/RNA content/nucleotide composition, effect of 
leukaemia (chronic lymphatic) 2734. 

human, granulopoiesis, DNA/RNA/protein biosynthesis 
4515. 

human, leukaemic/phytohaemagglutinin-stimulated, RNA 
biosynthesis, inhibition-calf thymus low molecular weight 
peptide 862. 

human, normal/leukaemia, deoxynucleotidyltransferase 
(terminal) inhibition-geldanamycin/streptoval C/ 
streptovarone/dapmavarone 6203. 

human, normal/leukosis, comparison-nuclear RNA 2607. 

human, phagocytosis, role-RNA metabolism 315. 

irradiation, effect on DNA/RNA content/RNase (acid)/ 
DNase II activity 5215. 


Leukosis, 

effect on DNA/RNA content, cattle blood 3496. 

Levinea, 

DNA, base composition 5043. 

Leydig cell, 

diethy|stilbestrol-stimulated mouse testis, DNA biosynthesis 
Px 

Light, 

effect on polyribosome content, Zea mays leaf 5640. 

Lilium, 

characterization-zygotene/pachytene DNA biosynthesis 984. 


DNA-unwinding protein, characterization 4656. 

Lilium longiflorum, 

euchromatin/heterochromatin, premeiotic DNA biosynthesis 
471. 4 

Lincomycin, 

zonal resistance, Streptococcus pyogenes , role DNA 5156. 

Lindane, 

effect on DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, Zea mays 1638. 

Linear dichroism, 

DNA 1521. 

Linum usitatissimum, 

satellite DNA, analysis 1567. 

Lipopolysaccharide, 

induction-DNA antibody, mouse, mechanism 2863. 

initiation-DNA biosynthesis, kinetics, mouse B-lymphocyte 
$152. 

Pseudomonas aeruginosa , humoral immunity, transfer- 
immune RNA, mouse 2661. 

Lipoprotein, 

mRNA, Escherichia coli outer membrane, 5'-terminal 
sequence 5707. 

Liposome, 

entrapment, use-RNA microinjection-cell 4348. 

entrapment-RNA 2633. 

B-Lipotropin, 

mRNA, translation, reticulocyte cell-free system 1474. 

Liriodendron tulipifera, 

angiosperm, nuclear DNA content 363. 

Lithium, 

effect on tRNA (aminoacyl) formation 5580. 

Liver, 

chick, nuclear RNA 5S, interaction-chromatin 
deoxynucleoprotein 789. 

chick, RNA biosynthesis, relationship-protein biosynthesis, 
during Eimeria tenella -induced coccidiosis 5763. 

chick embryo, free/membrane-bound polyribosome, 
distribution/activity 3405. 

hepatoma, corticosterone inhibition-DNA biosynthesis, effect 
of progesterone 1008. 

mouse, cellular m, RNA, association-nuclear 
informosome 206. 

mouse, DNA biosynthesis, effect of-hydrocortisone 
hemisuccinate 1003. 

nucleus, rat, contamination-ribosome during purification 217. 

pig, elongation factor EF-1, subunit interaction 4253. 

rabbit, tRNA nucleotidyltransferase, purification/binding 
study 4213. 

rabbit/calf/bovine, tRNA Phe, primary structure 2993. 

rat, r RNA 28S degradation 328. 

rat, .t RNA methylase, inhibition-coralyne/nitidine 173. 

rat, chromatin, distribution-nuclease-sensitive site 1209. 

rat, chromatin, localization-poly(ADP-ribose) polymerase 
activity 4636. 

rat, chromatin, solubilization-endonuclease 4080. 
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Liver,(continued) 

rat, chromatin/DNA. transition temperature. effect of 
dimethy!nitrosamine/diethylnitrosamine 3665. 

rat, chromatin transcription, effect of cortisone 3836. 

rat, DNA, interaction-aflatoxin BI 4400. 

rat, DNA, methylation-dimethylnitrosamine, effect of partial 
hepatectomy/carbon tetrachloride 2031. 

rat. DNA biosynthesis, effect of polyamine synthesis 
inhibitor 3222. 

rat, DNA biosynthesis, effect of protein diet following 
starvation 1622. 

rat, DNA biosynthesis/RNA biosynthesis. circadian rhythm 
464. 

rat. DNA biosynthesis/RNA biosynthesis, effect of y- 
irradiation 1595. 

rat. DNA ethylation, diethylnitrosamine 1976. 

rat, DNA repair pattern, effect of dimethylnitrosamine, 
comparison-methy! methanesulphonate 2033. 

rat. free/membrane-bound polyribosome, isolation 5623. 
5650. 

rat, mitochondrial poly (A) polymerase, stimulation-primer 
4738. 

rat. mitochondrial poly (A) polymerase, stimulation-primer, 
reaction product 4737. 

rat. nonhistone protein phosphorylation, inhibition-adenosine 
(3'-deoxy)/ATP (3'-deoxy) 4141. 

rat, normal/regenerating, comparison-poly(A)-containing 

sm RNA sequence 268. 

rat, normal/regenerating, DNA methylase activity 5289. 

rat, normal/regenerating, tRNA base composition 4203. 

rat, nucleolus/nucleoplasm, rRNA analysis 2680. 

rat. nucleolus/nucleoplasm, rRNA processing/migration 
2638. 

rat. nucleoside phosphotransferase/thymidine kinase, 
characterization 576. 

rat. nucleosome, occurrence-protein A24 2901. 

rat, nucleus, RNA biosynthesis 3824. 

rat, nucleus, RNA biosynthesis, stimulation-triiodothyronine 
2287. 

rat, perichromatin-like granule, nucleolar origin 5329. 

rat. phosphorylation-ribosomal protein S6, effect of ethionine 
766. 

rat, poly (A)-containing mitochondrial RNA 5668. 

rat, poly (A)-containing mitochondrial RNA, messenger 
activity 5793. 

rat, poly (A)-containing RNA, isolation/characterization 
2611. 

rat, poly (A) synthetase localization 2477. 

rat, poly(A)-containing nuclear RNA/mRNA biosynthesis, 
stimulation-triiodothyronine 3838. 

rat, polyribosomal mRNA, stabilization-cycloheximide 4920. 

rat, polyribosome, free/membrane-bound, structure 207. 

rat, polyribosome/protein biosynthesis, effect of aflatoxin B, 
750. 

rat, protein biosynthesis regulation, protein ingestion 
circadian variation 4221. 

rat, ribonucleoprotein, protein composition, effect of 3’- 
methyl-4-dimethylaminoazobenzene 5300. 

rat, ribosomal protein, phosphorylation, effect of salt 2227. 

rat, ribosomal protein L7/L10, structure, comparison- 
Artemia salina /Escherichia coli 3396. 

rat, ribosome, localization-ribosomal protein $2 2217. 

rat, ribosome/polyribosome, binding-endoplasmic reticulum 
3783. 

rat, tRNA, methylation-N-methyl-N'-nitro-N- 
nitrosoguanidine 3752. 

rat, RNA biosynthesis, inhibition-ethionine 2294. 


rat, RNA polymerase, role-triiodothyronine-stimulated RNA 
biosynthesis 3624. 

rat, RNA polymerase I/RNA polymerase II activity. effect of 
thioacetamide 1118. 

rat, RNA transcription, stimulation-heparin, mechanism 313. 

rat, RNA transport, effect of X-Irradiation 4909. 

rat, rRNA 5S isomer, characterization 5713. 

rat, RNase H activity, during regeneration/development 545. 

rat, thioacetamide-treated, regulation-precursor rRNA 
biosynthesis 823. 

rat, topography-ribosomal protein, free/membrane-bound 
1364. 

rat, transport-polyribosome RNA, comparison-hepatoma 
AH-130 329. 

regenerating, rat, localization-RNA polymerase I activity 
6181. 

ribosomal protein, phosphorylation, stimulation- 
thioacetamide 5620. 

Lucanthone, 

effect on DNA repair-irradiation-induced damage, CHO cell 
6042. 

effect on DNA sedimentation properties, HeLa cell 914. 

effect on RNA biosynthesis, rat/mouse liver/tumour 4903. 

Lucilia cuprina, 

DNA biosynthesis/RNA biosynthesis during metamorphosis 
3564. 

Lung, 

carcinoma, human, treatment, adriamycin-DNA complex 
5160. 

cell, human, activation-benz(a)pyrene, mutagenesis, Chinese 
hamster cell 4962. 

cell, mouse, DNA biosynthesis during compensatory growth 
following pneumonectomy 2779. 

hamster, DNA biosynthesis, effect of nitrogen dioxide 497. 

rat, DNA biosynthesis, effect of paraquat/diquat 1623. 

rat, DNA biosynthesis kinetics, during high-altitude hypoxia 
1621. 

Lupinus luteus, 

tRNA, cytokinin isolation/identification 2160. 

seed, tRNA, adenosine + cytosine content, during 
germination 1335. 

seed, tRNA Lys, isolation/characterization 2984. 

seed, tRNA Phe, nucleotide sequence 4204. 

Lutropin, 

stimulation-RNA biosynthesis, corpus luteum chromatin 298. 

Lycopersicon, 

DNA/chromatin transcription 5341. 

Lycopersicon esculentum, 

leaf, biosynthesis-potato spindle tuber viroid circular/linear 
RNA 4870. 


lethal disease, induction-cucumber mosaic virus RNA 5 4352. 

potato spindle tuber virus/citrus exocortis virus RNA 
sequence during replication 3050. 

Lymnaea stagnalis, 

DNA content 2671. 

Lymphoblast, 

cell culture, rat, DNA release 1059. 

human, ethyl methanesulphonate-treatment, effect on 
pene ng guanine phosphoribosyltransferase activity 

human, methotrexate-treated, polynucleotide biosynthesis, 
DNA chain growth mechanism 4188. 

human, regulation-purine biosynthesis 2520. 

human leukaemia, DNA polymerase, inhibiton-tilorone 
analogue 4023. 

leukaemia, effect of tritiated thymidine 5508. 
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Lymphoblastoid cell, 

characterization-Epstein-Barr virus DNA 345. 

transformed, characterization-Marek’s disease virus 
nonintegrated DNA 5927. 

Lymphocyte, 

activated, DNA biosynthesis, measurement 5996. 

binding-poly (A)/biosynthesis-DNA antibody, normal/ 
autoimmune mouse 3283. 

bovine, isolated nucleus, chromatin replication 5325. 

bovine, protein biosynthesis/DNA biosynthesis, assay. 
evaluation 4214. 

bovine, RNA biosynthesis in vitro 3457. 

chick, DNA biosynthesis, induction-mitogen, effect of 
interferon 5135. 

cord blood, occurrence-5'-nucleotidase 6216. 


cytotoxicity-tumour, effect of xenogeneic immune RNA 2301. 


development, effect of adenosine deaminase/purine 
nucleoside phosphorylase deficiency, human 2471. 

DNA, effect of y-irradiation 4398. 

DNA, structure, effect of y-irradiation 2325. 

DNA biosynthesis, effect of human mononuclear phagocyte 
1630. 

DNA biosynthesis, induction-fibroblast/leucocyte interferon, 
human 2401. 

DNA biosynthesis, inhibition-methylglyoxal 
bis(guanylhydrazone)/a-methylornithine 1046. 

DNA biosynthesis, regulation-concanavalin A-activated 
suppressor cell 2405. 

DNA biosynthesis, regulation-thymus factor 1007. 

DNA biosynthesis/RNA biosynthesis/protein biosynthesis, 
regulation-adherent cell 1049. 

DNA/RNA/protein biosynthesis, effect of cryopreservation 
6071. 

effect of tritiated adenosine/uridine/thymidine 4145. 

Epstein-Barr virus-infected, effect of adenine arabinoside 
5480. 

human, adenine deaminase deficiency, relationship-ATP/ 
AMP(cyclic) content 584. 

human, adenosine deaminase activity, normal/leukaemia/ 
kidney transplantation 2470. 

human, blast transformation, effect of bovine pancreas/bull 
seminal RNase 5212. 

human, DNA biosynthesis, inhibition-a,-antitrypsin 5147. 

human, DNA biosynthesis kinetics, effect of 
phytohaemagglutinin stimulation 3588. 

human, DNA biosynthesis/protein biosynthesis, effect of 
auranofin 2781. 

human, DNA biosynthesis stimulation-phytohaemagglutinin, 
DNA characterization 3589. 


| - human, DNA excision-repair, inhibition-butylated 


hydroxytoluene 4500. 
_ human, DNA repair 1597. 
human, DNA repair assay 3962. 
_ human, Epstein-Barr virus-infected, DNA biosynthesis, effect 
of phosphonoacetic acid 3200. 
human, free ribosome activation during growth induction 
3018. 
human, herpes simplex virus | infection, virus expression/ 
DNA biosynthesis 6012. 
human, isolation/characterization-nascent DNA-associated 
- RNA 812. 
human, leukaemia, DNA biosynthesis regulation 3223. 
human, phage infection, effect on DNA biosynthesis 5086. 


human, phytohaemagglutinin stimulation, effect on RNA 


polymerase I/RNA polymerase II pool activity 6179. 
‘human, phytohaemagglutinin stimulation during amino acid 


starvation, effect on protein biosynthesis/RNA biosynthesis/ 


DNA biosynthesis 1349. 

human, RNA content 3425. 

human, RNA polymerase I activity during lysine deprivation, 
effect of phytohaemugglutinin stimulation 552. 

human, RNase(acid) activity during stimulation 1680. 

human, sister chromatid exchange frequency, effect of y- 
irradiation 5345. 

human, thymidine kinase, induction-phytohaemagglutinin 
Siig 

human, toluene-treated, protein biosynthesis 4223. 

human blood, release-RNA/DNA, characterization 1058. 

mitogen-activated, regulation-protein biosynthesis 2212. 

mitogen-stimulated, DNA biosynthesis, comparison-adult/ 
neonate, human 3970, 

mixed culture, DNA biosynthesis, inhibition-immune 
lymphocyte 504. 

mouse, DNA metabolism during carcinogenesis 2407. 

normal stimulated, inhibition-thymidine uptake, human 
malignant melanoma cell line 3351. 

nucleus degradation-DNase I, normal/chronic lymphatic 
leukaemia cattle 5230. od 

phytohaemagglutinin-induced DNA biosynthesis, effect of L- 
cysteine hydrochloride 2403. 

phytohaemagglutinin-stimulated, DNA biosyrthesis, effect of 
lymphocyte-activating factor 1010. 

phytohaemagglutinin-stimulated, DNA biosynthesis/protein 
biosynthesis, effect of L-cysteine hydrochloride 2404. 

phytohaemagglutinin-stimulted, DNA biosynthesis, effect of 
schizophrenic human serum 502. 

phytohaemagglutinin-treated, DNA biosyrthesis/release, 
effect of trypsin/cation 4520. 

plasma membrane, 5’-nucleotidase, purification/ 
characterization 5282. 

plasma membrane, 5'-nucleotidase activity, effect of lectin 
5281. 

rat spleen, UV-irradiation-induced DNA repair 5115. 

response-tumour antigen, induction-immune RNA 3104. 

RNA biosynthesis, stimulation-complement coated human 
erythrocyte 2295. 

RNA immune, induction-cellular antitumour immune 
response 3640. 

RNA polyadenylation, effect of concanavalin A 2296. 

subpopulations, mouse, effect of poly (A.U) 2976. 

Lymphocyte-activating factor, 

effect on DNA biosynthesis, phytohaemagglutinin-stimulated 
lymphocyte 1010. 

B-Lymphocyte, 

deoxynucleotidyl! transferase (terminal) activity 6204. 

function, effect of uridine(5-bromodeoxy) 126. 

herpes simplex virus induction-DNA biosynthesis, niouse 
2750. 

human, DNA biosynthesis, stimulation-Staphylococcus 
aureus protein A 5148. 

human, UV-irradiation-induced DNA repair 6034. 

human, transformation-Epstein-Barr virus, inhibition- 
phosphonoacetic acid 6008. 

mouse, DNA biosynthesis, initiation-lipopolysaccharide, 
kinetics 5152. 

uridine uptake/incorporation-RNA, comparison-T- 
lymphocyte, human 4716. 

T-Lymphocyte, 

deoxynucleotidy] transferase (terminal) activity 6204. 

development, effect of poly (A-U), in vitro 5553. 

human, chromosome, effect of X-irradiation 4648. 

human, DNA biosynthesis, stimulation-Staphylococcus 
aureus protein A 5148. 

human, UV-irradiation-induced DNA repair 6034. 
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T-Lymphocyte,(continued) 

human. production DNA biosynthesis inhibitor 3587. 

immunodeficiency, association-purine nucleoside 
phosphorylase deficiency 2469. 

mouse, activation-poly (A-U) 713. 

mouse thymus, occurrence-immunoglobulin light chain 
mRNA 4260. 

phytohaemagglutinin-induced DNA biosynthesis. effect of 
polymorphonuclear leukocyte protease 5149. 

specific antigen, induction-thymus RNA, bone marrow 
lymphocyte 3484. 

suppressor cell, role-anti:- DNA/RNA antibody biosynthesis, 
systemic lupus erythematosus, human 3285. 

uridine uptake/incorporation-RNA, comparison-B- 
lymphocyte, human 4716. 

Lymphoid cell, 

adenosine toxicity, role-S-adenosylhomocysteine 2780. 

DNA metabolism, determination 2738. 

Lymphoma, 

see also Burkitt’s lymphoma 

cell, adenosine toxicity, role-S-adenosylhomocysteine 1284. 

cell, mouse, DNA biosynthesis/growth, effect of nutrient 
depletion 1637. 

cell. mouse, orotic acid/orotidine/nucleotide content, effect of 
uridine (6-aza) 1292. 

human, deoxynucleotidyl! transferase (terminal) activity 1729. 

Lymphosarcoma, 

cell, vitamin E-depleted, DNA biosynthesis, effect of X- 
irradiation 2043. 

cell line. antibody biosynthesis induction-immune RNA 870. 

Lysine, 

oligonucleotide/nucleotide complex, preparation/ 
immobilization 700. : 

reaction-S-alkylated cytidine(2-thio) 5454. 

Lysozyme, 

mRNA, isolation-chicken oviduct, polyribosome 1394. 

mRNA, phage T7, size, effect of RNase III 5672. 

mRNA, phage T7, translation efficiency, effect of RNase III 
S33s 

Lytechinus pictus, 

DNA nanrepetitive sequence, evolution 2730. 

DNA repetitive sequence, evolution 1549. 

Lytechinus variegatus, 

rRNA gene sequence 5957. 

sperm, satellite DNA, characterization 397. 


Macaca fasicularis, 

Japanese encephalitis virus infection, treatment-poly(I-C) 
derivative 2978. 

Macaca mulatta, 

Japanese encephalitis virus infection, treatment-poly(I-C) 
derivative 2978. 

Macrophage, 

activation, RNA content, assay 4812. 

Macropus eugenii, 

blastocyst, nuclear RNA polymerase stimulation, during 
resumption-development 4569. 

Macropus rufus, 

RNase, amino acid sequence 5207. 

Maedi virus, 

RNA, absence-sheep lung carcinoma 5653. 

Magnesium, 

binding-protonated tRNA 4742. 

deficiency, rat, effect on DNA biosynthesis/RNA 
biosynthesis/protein biosynthesis 2399. 


effect on tRNA Trp aminoacylation-bovine tRNA 
(tryptophanyl) synthetase 5587. 

Magnesium acetate, 

effect on rabbit globin <?2m>RNA translation, cell-free 
system 193. 

Magnesium chlorate, 

denaturation-phage A DNA, spectroscopy/electron 
microscopy 3907. 

Magnesium ion, 

binding-DNA, theory 1496. 

binding tRNA 1326. 

binding-tRNA Phe, barley embryo 1334. 

binding site, yeast (RNA Phe 4200. 

binding-yeast tRNA Phe, X-ray diffraction 2567. 

effect on chromatin structure transition 2133. 

effect on DNA helix-coil transition 4413, 4416. 

effect on Escherichia coli ribosomal subunit association 
1368. 

effect on poly (C) template activity-avian myeloblastosis 
virus reverse transcriptase 1309. 

effect on repressor(lac) operator DNA interaction 1807. 

Magnolia soulangiana, 

angiosperm, nuclear DNA content 363. 

Maize, 

see also Zea mays 

tRNA isopentenyltransferase, purification/characterization 
4770. 

Maize streak virus, 

characterization-DNA 354]. 

Maleic acid, 

effect on ribosome activity/structure, Escherichia coli 2223. 

Maleic anhydride, 

inactivation-Escherichia coli ribosomal subunit 30S, 
identification-poly (U) binding protein 762. 

Malnutrition, 

effect on RNA metabolism, rat, during pregnancy 872. 

Malobacterium cutirubrum, 

rRNA SS, nucleotide sequence 249. 

Malt, 

isolation/characterization-DNase 1103. 

Mammalian, 

cell, DNA damage, iodine-125-labelleq uridine (iododeoxy) 
5519. 

cell, UV-irradiation induced excision-repair, DNA insertion 
sequence size 1610. 

cell, Rous sarcoma virus-transformed, absence-adenosine 
deaminase activity 5283. 

cell culture, DNA biosynthesis duration, relationship- 
replication fork movement 2071. 

cell culture, hydroxyurea induction-strand breakage-DNA 
during replication 1517. 

cell culture, RNA polymerase, inhibition-antitumour agent 
1129. 

mitochondrial/cytoplasmic ribosome, characterization 1366. 

pancreas, RNase, comparison, use-immunological method 
5211. 

testis, sperm histone, phosphorylation during spermiogenesis 
4618. 

Mammalian leucosis virus, 

infected human diploid cell, DNA repair mechanism 1614. 

Mammary gland, 

epithelium, rat normal/neoplastic, DNA biosynthesis, effect 
of hormone 1031. h 

explant, mouse, ribosome content/activity, regulation-insulin/ 
prolactin/hydrocortisone 3025. 

mouse, RNA biosynthesis, induction-oestradiol 1430. 

mouse, mRNA biosynthesis, regulation 4327. 
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Mammary gland,(continued) 
rabbit, casein mRNA, effect of prolactin/glucocorticoid 3079. 
rabbit, RNA biosynthesis, effect of polyamine 4339. 
rat. casein biosynthesis/casein mRNA, inhibition- 
progesterone during pregnancy 2648. 
rat, chromatin template activity-transcription, during 
development 5337. 
rat. DNA/RNA content, effect of hormone replacement/ 
hypophysectomy 1581. 
rat, mRNA. translation-cell-free system, secretory protein 
biosynthesis 5604. 
tissue, normal/preneoplastic, DNA repair 2764. 
tumour, hormone-dependent, rat, detection-casein mRNA 
1389. 
tumour cell, mouse mammary tumour virus RNA 
biosynthesis. effect of glucocorticoid 3833. 
Mammary tumour virus, 
deoxynucleotidyl! transferase terminal activity 2842. 
DNA polymerase, interaction-alkyl-agarose matrix 2837. 
DNA/RNA content, during exogenous mammary tumour 
virus transformation, Balb/c mammary epithelium 5652. 
mouse, gene, regulation-dexamethasone/restriction 
endonuclease analysis 5932. 
mouse, gene expression 4531. 
mouse, linear/circular DNA, restriction endonuclease 
mapping 5917. 
mouse, RNA biosynthesis, effect of glucocorticoid, 
mammary gland tumour cell 3833. 
mouse, specific DNA, comparison-Mus musculus /Mus 
caroli /Mus cervicolor 1556. 
RNA, relationship-A-type particle-associated RNA/DNA 
805. 
tRNA content, characterization 4740. 
transcription, effect of dexamethasone, monkey chromatin 
cell-free system 1432. 
unintegrated DNA production, infected rat hepatoma cell, 
effect of dexamethasone 6015. 
Manganese, 
complex-ADP, n.m.r. 119. 
complex formation-ADP/ATP/AMP, thermodynamics 134, 
Neti 
Manganese ion, 
binding-tRNA 1326. 
binding-yeast tRNA Phe, ESR 1875. 
effect on chloroplast/nuclear DNA, physical properties/ 
chemical properties 5070. 
effect on human DNA polymerase f in vitro activity 2099. 
effect on poly (C) template activity-avian myeloblastosis 
virus reverse transcriptase 1309. 
substitution, effect on restriction endonuclease cleavage 
specificity 2818. 
Mansonia uniformis, 
Kawino virus, RNA, characterization 5690. 
Marek’s disease virus, 
nonintegrated DNA, characterization, transformed 
lymphoblastoid cell 5927. 
'Mason-Pfizer monkey virus, 
chronic infection, monkey cell culture, effect on DNA 
biosynthesis/reverse transcriptase activity 6005. 
deoxynucleotidy] transferase terminal activity 2842. 
DNA polymerase, interaction-alkyl-agarose matrix 2837. 
Mass spectra, 
identification/localization-protecting group, 
polydeoxyribonucleotide 2958. 
| Matthiola, 
seed, fate-Micrococcus lysodeikticus DNA 6086. 


A 


Matthiola incana, 

DNA, rRNA gene distribution 2737. 

Measles virus, 

associated RNA replicase, characterization 4573. 

infected-HeLa cell, DN biosynthesis, effect of DNAA- 
suppressing factor 2753. 

membrane protein mRNA, comparison-subacute sclerosing 
panencephalitis 5688. 

replication, inhibition-ribavirin, Vero cell 473. 

Melanin, ' 

biosynthesis, chick retinal pigment epithelium, effect of a- 
amanitin, control-mRNA transcription 1444. 

precursors, inhibition-DNA polymerase a 5262. 

Melanocyte, 

human, DNA biosynthesis, effect of vitiligo therapy 5146. 

Melanoma, 

B16, cell, growth/differentiation, effect of GTP 3355. 

human malignant cell line, thymidine uptake, inhibition- 
normal stimulated lymphocyte 3351. 

Melipona quadrifasciata, 

salivary gland, DNA content during larva development 1486. 


salivary gland, DNA content during larval development 357. 

Melphalan, 

DNA cross-linking, formation/repairemouse leukaemia L 
1210 cell 4965. 

Membrane, 

Candida albicans , binding-ribosome 5635. 

differentiation, cardiac myoblast, effect of exogenous RNA 
3100. 

Ehrlich ascites cell, DNA-protein complex, characterization 
6316. : 

Escherichia coli , interaction-chromosome 4647. 

glycoprotein, mRNA, vesicular stomatitis virus, translation 
in vitro 5791. 

rat/mouse liver, attachment-ribosome, characterization 5622. 

uridine (bromodeoxy)-dependent cell line, effect of uridine 
(bromodeoxy) transformation 2544. 

Mengovirus, 

antiviral activity, pyrimidine derivative 2930. 

infected Ehrlich ascites carcinoma, RNA replicase activity 
3626. 

infected Ehrlich ascites cell, fate-histone MRNA 3485. 

infected Ehrlich ascites cell, poly(A)-containing mRNA, 
coding capacity 2304. 

infected L-929 cell, RNA biosynthesis 4871. 

infected/uninfected, Ehrlich ascites cell, cell-free system, 
RNA translation 4922. 

infection, Ehrlich ascites cell, effect on histone H1 
heterogeneity 5305. 

infection, inhibition-RNA biosynthesis, L cell/HeLa cell/ 
HEp-? cell/Vero cell 5742. 

infection-Ehrlich ascites cell, ribosomal protein S6 
phosphorylation 4248. 

inhibition-DNA biosynthesis, mechanism 476. 

replication, inhibition-dipyridamole, L cell/FL cell 290. 

RNA, comparison-standard/dense virion 4831. 

RNA, selective translation, infected Ehrlich ascites cell 3465. 

RNA, stability/translation, Ehrlich ascites cell cell-free 
system 1472. 

tRNA utilization, L cell, effect of interferon treatment 5572. 

Mepacrine, 

binding-DNA/poly(I-C) 916. 

Mephitis mephitis, 

occurrence-retrovirus DNA sequence 4930. 

Mercuric chloride, 

effect on DNA replication, CHO cell 1048. 
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Mercury ion, 

interaction-oligonucleotide/polynucleotide, circular 
dichroism 3363. 

Mesitoyl chloride, 

activation-nucleotide/oligonucleotide phosphate group 1311. 

acylation-oligonucleotide, effect of aqueous treatment 698. 

Mesitylene carboxylic acid, 

mixed anhydride-nucleotide, inhibition-ATPase 1736. 

Metal, 

see also specific metals 

complex-thiosemicarbazone, inhibition-Rous sarcoma virus 
reverse transcriptase 5277. 

mutagen/carcinogen, effect on DNA biosynthesis fidelity 
20235 

mutagen/carcinogen, effect on RNA biosynthesis 2290. 

uracil/thymine complex, preparation 62. 

Metal ion, 

complex-DNA, spectroscopy 3868. 

concentration, effect on closed circular DNA supercoiling 
4422. 

effect on adenine nucleotide interaction-catecholamine, NMR 
138. 

effect on DNA conformation 3898. 

effect on DNase activity, rat parotid 4004. 

interaction-Escherichia coli tRNA(methionyl)synthetase, 
NMR 3760. 

ternary complex-UTP + 2,2'-bipyridyl, stability 4159. 

Metergoline, 

effect on protein/RNA biosynthesis, rat brain 1952. 

d,1-Methadone, 

inhibition-RNA/protein biosynthesis, mouse, effect of 
naloxone/naltrexone 5768. 

Methanococcus vannielii, 

tRNA, nucleoside composition/characterization 2564. 

Methionine, 

isoaccepting tRNA Met, incorporation-rabbit globin 3111. 

role-nucleoside Q starvation, Escherichia coli tRNA Asp 
719. 

Methoprene, 

effect on DNA/RNA/protein biosynthesis, Calliphora vicina 
4485. 

Methotrexate, 

effect on DNA precursor uptake, rat tumour/normal tissue 
1053. 

effect on ribonucleoside diphosphate reductase activity, 
mammalian cell 1746. 

effect on uridine (deoxy)/thymidine (deoxy)/uridine 
incorporation, colony forming cell 4149. 

interaction-dihydrofolate reducatase, effect on DNA 
biosynthesis, leukaemia cell 2785. 

therapeutic effectiveness, effect of purine + pyrimidine 1270. 

2-Methoxy-5-nitrotropone, 

inactivation, use-ribosomal protein identification, mRNA 
binding site, Escherichia coli ribosomal subunit 30S 3012. 

8-Methoxypsoralen, 

binding-nuclear DNA, irradiated human fibroblast 2698. 

binding-tRNA 3368. 

combination-UV-irradiation, effect on phage sd DNA 4969. 

combination-UV-irradiation, induction-sister chromatid 
exchange, CHO cell 6298. 

polydeoxyribonucleotide photochemical-4,/5',8- 
>trimethylpsoralen, interaction-role 5517. 

5-Methoxytryptamine, 

radioprotection mechanism, Escherichia coli 5105. 

Methyl methanesulphonate, 

combined treatment-X-irradiation, effect on DNA repair, 


mouse spermatid 5110. 
DNA single-stranded breakage, human lymphoid cell, 
detection 395. 
effect on DNA biosynthesis/thymidine kinase induction, 
regenerating rat liver 5116. 

effect on DNA content, regenerating rat liver 1021. 

effect on DNA repair pattern, comparisor- 
dimethyInitrosamine, rat liver 2033. 

induced, mutagenesis, repair deficient Escherichia coli , effect 
of R factor 4388. 

inhibition-DNA biosynthesis, Chinese hamster cell 6033. 

treated, rabbit, DNA repair, spermatozoa 6030. 


Methylacetimidate, 
cross-linking-histone, rat liver nucleosome 6239. 


Methylacrylic acid, 

copolymerization-uracil (1-vinyl)/adenine (1-vinyl) 5422. 

3-Methyladenine-DNA glycosylase, 

Escherichia coli , characterization 6227. 

Methylazoxymethanol acetate, 

methylation-DNA, rat colon/duodenum/liver 5861. 

20-Methyicholanthrene, 

stimulation-uridine incorporation-RNA, mouse skin 3844. 

3-Methylcholanthrene, 

binding-DNA, mouse embryo cell culture 393. 

effect on ribosome accumulation, mouse skin hyperplasia 
2220. 

interaction-DNA 5859. 

Methyldiazonium ion, 

methylation product pattern, DNA/RNA 376. 

3'-Methy!-4-Dimethylaminoazobenzene, 

effect on rat liver/hepatoma ribonucleoprotein protein 
composition 5300. 

2-(4-Methyl-2,6-Dinitroanilino) -N-methylpropionamide, 

effect on rRNA biosynthesis, radish seedling 4347. 

Methylene blue, 

use-DNA nucleotide sequence determination 3148. 

Methylglyoxal bis(guanylhydrazone), 

combination-a-methylornithine, inhibition-DNA 
biosynthesis, lymphocyte 1046. 

effect on Escherichia coli RNA polymerase 2453. 

inhibition-uridine/thymidine incorporation, Trypanosoma 
brucei 2758. 

Methylhydrazine, ; 

interaction-pyrimidine(aza)/pyrimidine(methylthio)/ 
pyrimidine(thio) 44. 

O-Methylhydroxylamine, 

effect on phage cy 4395. 

Methylmercuric hydroxide, 

effect on phage T7 DNA sedimentation rate/viscosity 4432. 

N-Methyl-N’-nitro-N-nitrosoguanidine, 

adaptive response, DNA repair, Escherichia coli 2026. 

damage-mammalian mitochondrial DNA 907. 

effect on Candida tropicalis DNA secondary structure 959. 

effect on DNA repair, Rana pipiens /human cell 2386. 

effect on DNA repair, xeroderma pigmentosum cell culture 
483. 

effect on mouse DNA 3135. 

induction-mutagenesis, Saccharomyces cerevisiae 6027. 

methylation-tRNA, rat liver 3752. 

N-Methyl-N-nitrosourea, ; 

alkylation-DNA, reactivity-thymidylyl-(3'-5 '-)-thymidine ~~ 
4958. 

antitumour activity, role-poly(ADP-ribose) polymerase, 
HeLa cell 162. 

carcinogenesis, DNA repair, normal/precancerous/ 
cancerous human cervix fibroblast 2762. 
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N-MethyI-N-nitrosourea,(continued) 

cleavage-Escherichia coli DNA 2689. 

DNA damage, detection method 5862. 

effect on Candida tropicalis DNA secondary structure 959. 


effect on DNA repair synthesis, mammalian cell-culture 1594. 


effect on guanine(6-methyl) accumulation, rat bladder 
epithelium DNA 2688. 

induction-DNA methyl phosphodiester formation, stability in 
vivo 4959. 

methylation-DNA, effect of polyamine, rat liver 5863. 

methylation-poly d(A-T), thymine (O?-methyl) formation 
4169. 

modified DNA, properties 1504. 

induced. DNA degradation/repair, rat hepatoma 2042. 

a-Methylornithine, 5 

combination-methylglyoxal bis(guanylhydrazone), inhibition- 
DNA biosynthesis, lymphocyte 1046. 

2-Methyl2,4-Pentanediol, 

aqueous. interaction-RNase A 2438. 

Metronidazole, 

binding-DNA/RNA 1500. 

Micrococcus luteus, 

apurinic site-specific endonuclease/DNA N-glycosidase, 
purification/characterization 6223. 

DNA gyrase, mechanism, model 6222. 

DNA-unwinding protein, purification/characterization 1793. 

endonuclease, action mechanism 3612. 

endonuclease, purification/characterization 3611. 

endonuclease, role-DNA repair, UV-irradiation 3613. 


RNA polymerase. purification/characterization 4566. 


RNA polymerase £-subunit, hybrid formation-Escherichia 
coli a-subunit 4012. 

Micrococcus lysodeikticus, 

DNA, complex formation-fluorescein mercuric acetate, 
kinetics 1515. 

DNA, fate, Cucumis melo seed 6089. 

DNA, fate, Lactuca sativa seed 6090. 

DNA, fate, Matthiola seed 6086. 

DNA, fate, soybean 6088. 

Micrococcus radiodurans, 

y-irradiation, effect of oxygen 3502. 


nuclease, purification/characterization 5201. 
Micrococcus varians, 
nuclease, characterization 3252. 
Microsome, 
_membrane, association-polyribosome <?m>RNA 320. 
membrane, rat liver, binding-polyribosome, role-cytochrome 
P-450 2228. 
rat liver, activation oestrogen binding-DNA/poly(G) 380. 
Microtubule, 
associated protein, binding-DNA, hamster fibroblast 5356. 
‘associated protein, hog brain, binding-mouse satellite DNA 
5362. 
Milk, 
cow, DNA/RNA content 3860. 
Misgurnus fossilis, 
cytoplasm, free informosome, occurrence 4660. 
Misonidazole, 
effect on DNA single-stranded breakage, hypoxic 
mammalian cell 5120. 
effect on irradiation damage, DNA, aqueous sclution 4970. 
' Mithramycin, 
_Use quantitative determination-DNA 347. 


Mitochondria, 

CHO cell, occurrence-tR NA (asparaginyl) 5560. 

protein biosynthesis, effect of oxidative phosphorylation 
uncoupler 1372. 

rat liver, poly(A)-containing mRNA 7.58, isolation/ 
characterization 1938. 

rat liver, mRNA isolation, characterization-complementary 
DNA 3553. 

rat liver, RNase (alkaline), purification/characterization 2081. 

transformation-respiration deficient Saccharomyces 
cerevisiae 5194. 

Mitochondrial DNA, 

Allomyces macrogynus , isolation/characterization 3925. 

Aspergillus nidulans , restriction endonuclease cleavage map 
3174. 

biosynthesis, regulation, Saccharomyces cerevisiae 981. 

biosynthesis, relationship-ribonucleoside diphosphate 
reductase/thymidine kinase activity, during regeneration, rat 
liver 1040. 

Drosophila melanogaster , structure/replication 965. 

elongation, human KB cell, rolee DNA polymerase f 1727. 

gene product, identification, yeast 3990. 

HeLa cell, mapping 3932. 

heterogeneity, plant 459. 

human leukocyte, structure/replicative form, effect of age 
4464. 

mammalian, damage-N-methyl-N’-nitro-N-nitrosoguanidine/ 
(4-)nitroquinoline 1-oxide 907. 

mouse, transcription map 3929. 

mutation, Saccharomyces cerevisiae , effect on ribosome 
interaction-mitochondrial membrane 5634. 

Neurospora , interaction-mutant (poky) + wild-type 4536. 

Paramecium aurelia , characterization 3920. 

Paramecium aurelia , cleavage-restriction endonuclease 
EcoRI 5050. 

Physarum polycephalum , biosynthesis/distribution 5988. 

Podospora anserina , electron microscopy 5953. 

ram spermatozoa, characterization 4462. 

rat, analysis, use-restriction endonuclease EcoRI 455. 

rat, restriction endonuclease analysis 5064. 

rat, restriction endonuclease cleavage map 2010. 

rat, restriction endonuclease EcoRI cleavage site mapping 
3181. 

rat liver, localization-nucleotide site 1558. 

rat liver, restriction endonuclease EcoR1/BamH 1/Hpal 
cleavage mapping 3554. 

recombinant, Saccharomyces cerevisiae mutant (petite), 
organization, electron microscopy 961. 

replication, Paramecium aurelia 2743. 

replication mechanism, mouse L cell 3192, 3193. 

role-pollen abortion, Zea mays , male sterlity 5162. 

Saccharomyces cerevisiae , antibiotic resistance-carrying 
segment, characterization 3175. 

Saccharomyces cerevisiae , coenzyme QH,2: cytochrome c 
reductase gene mapping 5954. 

Saccharomyces cerevisiae , gene loci mapping 5054. 

Saccharomyces cerevisiae , identification-cytochrome c 
oxidase gene 5052. 

Saccharomyces cerevisiae , |ocalization-variant protein gene 
964. 

Saccharomyces cerevisiae , mapping-locus tsr 1 5952. 

Saccharomyces cerevisiae , mutation model 1079. 

Saccharomyces cerevisiae , region, preferential deletion- 
ethidium bromide/3-carbethoxypsoralen 5866. 

Saccharomyces cerevisiae , replication 5987. 

Saccharomyces cerevisiae , RNA 4S gene, mapping 963. 

Saccharomyces cerevisiae /Saccharomyces carlsbergensis 
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Mitochondrial DNA,(continued) 
mapping 2005. 

Saccharomyces cerevisiae /Saccharomyces carlsbergensis . 
mapping 2004, 2006. 

single-stranded, characterization 3144. 

Tetrahymena pyriformis , alkali stability 448. 

transformed hamster cell, restriction endonuclease cleavage 
map 3551. 

Xenopus laevis , characterization 2732. 

Xenopus laevis /Xenopus borealis , mapping 2364. 

yeast, degradation-UV-irradiation 4399. 

Zea mays . restriction endonuclease analysis 3187. 

7S, human, analysis 3185. 

Mitochondrial RNA, 

biosynthesis, enucleated African green monkey cell 4341. 

biosynthesis during sea urchin embryo cleavage 2636. 

poly (A)-containing, messenger activity, rat liver 5793. 

poly (A)-containing, purification, rat liver 5668. 

Mitogen, 

induction-DNA biosynthesis, chick lymphocyte, effect of 
interferon 5135. 

Mitomycin C, 

effect on DNA biosynthesis/RNA biosynthesis, cell culture 
3961. 

effect on DNA synthesis, Blaberus 5096. 

effect on phage pA DNA/growth, infected Escherichia coli 
85173: 

effect on sister chromatid exchange, CHO cell 6289. 

induced DNA lesion, repair normal/Xeroderma 
pigmentosum/Fanconi’s anaemia human cell 2034. 

induction-alkaline phosphatase, choriocarcinoma cell 118. 

induction-DNA polymerase, rat fibroblast 3266. 

induction-SV40 DNA replication, transformed hamster 
kidney cell 6019. 

inhibition-DNA replication-associated pyrimidine nucleotide 
(deoxyribo) biosynthesis, phage T4 990. 

relationship-virus induction/sister chromatid exchange, SV40- 
transformed hamster cell line 4645. 

Mitosis, 

Chinese hamster cell, effect of protein synthesis inhibition 
6288. 

Modeccin, 

effect on protein biosynthesis, mouse 1889. 

inhibition-protein biosynthesis, HeLa cell 2580. 

Mollusc, 

see also specific species 

nerve tissue, RNA biosynthesis, determination 4853. 

Moloney leukaemia virus, 

detection-RNA 30S subunit 233. 

double-stranded DNA, mapping 5923. 

genome RNA, mapping-host range specific oligonucleotide 
3802. 

genome RNA, structure 4279. 

reverse transcriptase, binding-tRNA 4031. 

reverse transcriptase, inhibition-ansamycin 5271. 

RNA biosynthesis, effect of interferon 4867. 

RNA 21S, occurrence-RNase T1 oligonucleotide 4285. 

Monkey, 

kidney cell, SV40-infected, DNA-protein complex, 
characterization 624. 

kidney cell, SV49 replication, effect of uridine (5-iodo-2'- 
deoxy) pretreatment 1848. 

Moraxella bovis, 

DNase (endo), purification/characterization 549. 

Morphine, 

effect on RNA biosynthesis, rat brain nucleus 4901. 


Morris hepatoma, 

albumin mRNA analysis 5798. 

tritiated thymidine uptake, inhibition-normal rat liver extract 
1845. 

Mouse, 

A-type particle, sequence comparison-Mus musculus /Mus 
cervicolor genome 972. 

ascites cell, DNA polymerase f, association-nucleosome 
4029. 

ascites sarcoma cell, DNA biosynthesis/DNA polymerase 
activity, inhibition-aurintricarboxylic acid in vitro 1721. 

ascites tumour/liver. RNA polymerase, inhibition-glycerol 
2096. 

bladder, DNA biosynthesis, effect of dibutylnitrosamine 
4493. 

bladder epithelium, DNA biosynthesis, effect of propylene 
glycol 5141. 

bladder epithelium, DNA biosynthesis/cell proliferation, 
effect of dibutylnitrosamine 2769. 

bone marrow, DNA/RNA biosynthesis, effect of cytidine 
arabinoside 4513. 

bone marrow, erythroid-enriched, globin mRNA precursor 
4806. 

brain, androgen/oestrogen receptor, binding-DNA 5363. 

brain, purine/pyrimidine/nucleoside incorporation 3711. 

carcinogen-transformed cell, DNA-binding protein, 
characterization 4091. 

casein mRNA biosynthesis, regulation-hormone 5746. 

cell, transformed, chromosome binding-herpes simplex virus- 
related antigen 6278. 

chromatin, histone H1 pattern, effect of age 3289. 

chromatin, tritium distribution 1765. 

chromosome, digestion-DNase I 5346. 

chromosome, effect of triethylenemelamine 4646. 

chromosome DNA, localization-A-T rich region 3552. 

cytosine arabinoside, induction-transplacental dysgenetic 
hydrocephalus 72. 

distribution-uracil (5-astato)/uridine (5-astatodeoxy) 1265. 

DNA, base composition, electron microscopy, relationship- 
chromosome banding 5965. 

DNA, condensation, chromatin 612. 

DNA, effect of ethyl methanesulphonate nitrogen mustard 
hydrochloride N-methyl-N’-nitro-N-nitrosoguanidine 4- 
nitroquinoline 1-oxide 3135. 

DNA, fractionation, use-histone H1 precipitation 3865. 

DNA, guanine-cytosine base pair formation, blocking- 
glyoxal 3140. 

DNA, structure/physical properties, comparison-Ehrlich 
ascites cell 457. 

DNA biosynthesis, induction-isoproterenol, effect of age 
PRT 

DNA biosynthesis during myocardium development 4477. 

DNA biosynthesis/polymerase, effect of tumour-induced 
suppressor cell 5153. 

DNA biosynthesis/RNA biosynthesis/protein biosynthesis, 
effect of X-irradiation 3210. 

DNA elongation, comparison-mitogen-stimulated thymocyte/ 
splenocyte 982. 

DNA repair, effect of daunomycin/irradiation 2390. 

DNA repair, X-irradiation-induced damage, effect of 
interferon 4494. 

egg, DNA biosynthesis during development 1627. 

egg ribosome, characterization 1365. 

embryo, cell, RNA polymerase activity/poly(A)-conaining 

m RNA accumulation, during proliferation 557. 


embryo, development in vitro, effect of exogenous nucleoside 
Le 
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Mouse,(continued) 

embryo, DNA biosynthesis, effect of hydroxyurea 6069. 

embryo, effect of tritiated thymidine 5509. 

embryo, fibroblast, DNA repair, UV-irradiation-induced, 
relationship-life span 3957. 

embryo, rRNA gene activation during development 1082. 

EMT-6 cell, mitochondrial DNA polymerase y, inhibition- 
intercalating drug 5261. 

encephalomyocarditis virus infection, effect of poly C (5'- 
hydroxy)/poly (I) 2975. 

epidermis, DNA, UV-irradiation-induced pyrimidine dimer, 
absence-photoreactivation 4663, 4974. 

epidermis, histone biosynthesis, stimulation-12-O- 
tetradecanoylphorbol-13-acetate/phorbol 1761. 

epidermis. 12-O-tetradecanoyl-phorbol-13-acetate-induced 
DNA biosynthesis, effect of fluocinolone acetonide 1038. 

erythroid cell, a-globin/B-globin mRNA accumulation during 
differentiation 2245. 

erythroleukaemia cell, dimethylsulphoxide-induced, globin 
mRNA biosynthesis 5772. 

exogenous DNA, pyrimidine nucleotide cluster, effect on 
growth/radiation resistance 3977. 

fibroblast, DNA biosynthesis, effect of phorbol derivatives 
1050. 

fibroblast, uptake/aminoacylation-exogenous tRNA 729. 

Fy-1 cell, transfection-murine leukaemia virus integrated 
DNA 3985. 

genome, sequence comparison-A-type particle DNA 972. 

germ cell, DNA biosynthesis, temperature sensitivity 4510. 

germ line/myeloma, DNA, noncontiguous variable + 
constant region gene 2365. 

B-globin gene, DNA, sequence 5966. 


f-globin gene, intervening DNA sequence, identification 3182. 


globin/immunoglobulin gene sequence 2333. 

globin mRNA, purification, use-Nitrocell S chromatography 
3035. 

globin mRNA 5’-terminal, methylation sequence 4857. 

hairless, skin, DNA, UV -irradiation, induction-thymine 
dimer 1982. 

heart, sinoatrial node/atrioventricular node, DNA 
biosynthesis during cardiogenesis 466. 

heavy chain immunoglobulin mRNA, isolation/purification/ 
characterization 3429. 

hepatocyte, cytoplasmic RNA content, effect of irradiation 
4879 

hepatocyte, nucleus, DNA localization 889. 

hepatoma, chromatin, DNA fragment size/periodicity 4092. 

herpes simplex virus 2 infection, effect of poly (I-C)/poly 
(i-C)-poly-L-lysine complex 5555. 

histone H1/histone H3/histone H4, electrophoresis 4616. 

hypoxanthine-guanine phosphoribosyltransferase/adenine 
phosphoribosyltransferase activity 4036. 

immunoglobulin gene, location-chromosome 4644. 

immunoglobulin gene, organization, DNA restriction 
endonuclease EcoRI fragment 5967. 

immunoglobulin gene, sequence 4460. 

immunoglobulin light chain gene, structure/expression, 
eview 4675. 

immunoglobulin light chain mRNA, determination-3’- 
terminal region non-coding sequence 1937. 

immunostimulation-poly (I.C) 2196. 

interferon, binding-poly(I)/poly(U)/poly(G) 159. 

interferon mRNA, translation-Xenopus laevis oocyte/rabbit 
reticulocyte lysate 4919. 

interfollicular epidermis, DNase (acid) activity, effect of 
croton oil 1691. 

intestinal mucosa, irradiation-induced DNA repair, effect of 


heterologous DNA 6082. 

UV -irradiation-induced chromatid breakage, role-protein 
damage 2897. 

kinetochore, ribonucleoprotein occurrence 6236. 

L cell, DNA, occurrence-single-stranded region 4461. 

L cell, DNA replication temperature-sensitive, chromatin 
organization 4071. 

L cell, initiation factor activity, effect of interferon 227. 

L cell, protein biosynthesis/rRNA biosynthesis, inhibition-L- 
histidinol 1953. 

L cell, rRNA, uridine (pseudo) content 4299. 

leukaemia, DNA biosynthesis, effect of cannabinoid 
derivative 2784. 

leukaemia, ribosome precursor, protein characterization 
4238. 

leukaemia L 1210 cell, DNA cross-linking, formation repair, 
melphalan/nitrogen mustard 4965. 

leukaemia lymphoblast, DNA repair, effect of X-irradiation 
sensitivity 1603. 

liver, chromatin-nucleolus complex, characterization 6269. 

liver, DNA, binding-8-propiolactone, adenine (1-(2- 
carboxyethyl)) formation 1503. 

liver, histone-binding protein, characterization, 
chromatography (affinity) 2881. 

liver, nonhistone protein metabolism, effect of urethane 4620. 

liver, normal/tumour, chromatin/DNA melting curve 4640. 

liver, nuclear ribonucleoprotein, enzyme activity 2484. 

liver, nucleotide, separation/identification, use- 
chromatography (anion-exchange) 687. 

liver, nucleotide/RNA, orotate inccrporation, effect of 
pyrimidine (2-thio-4-hydrazino) 661. 

liver, polyribosome structure/function, effect of cadmium 
chloride 2216. 

liver, ribosome, attachment-membrane, characterization 
5622. 

liver, RNA biosynthesis inhibition-ethionine, effect of 
adenine/ATP/methionine 1447. 

liver, tRNA Tyr, binding-L-dopa 4744. 

liver/fibroblast cell culture, poly(A)-containing/lacking 
mRNA sequence complexity 4300. 

liver nucleus, restriction endonuclease EcoRI-digested 
chromatin, satellite DNA content 4061. 

liver nucleus, RNA polymerase I/RNA polymerase II 
activity, effect of cycloheximide/chlorotetracycline 5250. 

liver/serum/ascites fluid/Ehrlich ascites cell, RNase (alkaline) 
heterogeneity 1681. 

loop-tail mutant, brain, DNA content 5815. 

lymphoma cell, nucleotide permeable, poly (ADP-ribose) 
polymerase activity 2197. 

lymphoma cell, orotic acid/orotidine/nucleotide content, 
effect of uridine (6-aza) 1292. 

lymphoma cell, purine (6-thio) determination, 
chromatography (high-pressure liquid) 2519. 

mammary gland, RNA biosynthesis, induction-oestradiol 
1430. 

mammary gland, mRNA biosynthesis, regulation 4327. 

mammary tumour virus, specific DNA, comparison-Mus 
musculus /Mus caroli /Mus cervicolor 1556. 

mammary tumour virus gene expression 4531. 

maternal DNA antibody, effect on immune response, 
offspring 590. 

meiosis, nucleolar organizer ultrastructure/activity 4540. 

microcell, DNA content 4378. 

mitochondrial DNA, transcription map 3929. 

molar, 5’-nucleotidase, localization 6219. 

myeloma, DNA polymerase a, inhibition-TTP arabinoside/ 
CTP arabinoside 6201. 
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Mouse,(continued) 

myeloma. DNA polymerase a, polynucleotide recognition 
569. 

myeloma, DNA polymerase isolation, use-heparin 6193. 

myeloma, immunoglobulin mRNA, 5’-terminal nucleotide 
sequence 3822. 

myeloma. nucleus factor, stimulation-RNA biosynthesis 
1451. 

myeloma cell, immunoglobulin light chain gene, cloning/ 
mapping 2013. 

myeloma cell. RNA biosynthesis, inhibition-vesicular 
stomatitis virus infection 3467. 

myeloma MOPC 21, polyribosome/mRNA, isolation method 
1388. 

neurocyte, RNA biosynthesis. effect of partial 
desympathization 307. 

nuclear protein, poly(ADP-ribose) incorporation 606. 

one-cell embryo, RNA biosynthesis, characterization 4859. 

oocyte. DNA content during meiosis 2310. 

oocyte, UV -irradiation/carcinogen-induced DNA repair 
during meiotic maturation 5113. 

oocyte, UV -irradiation-treated, DNA excision-repair 2032. 

oocyte, rRNA gene localization/structure/activity during 
meiosis 6127. 

ovum, incorporation-adenosine, RNA adenylation/protein 
ADP ribosylation 4708. 

peritoneal macrophage, 5’-nucleotidase activity, regulation 
5280. 

pinna skin epidermis/sebaceous gland, determination-DNA 
biosynthesis 465. 

pituitary tumour, poly (A)-containing mRNA translation, 
cell-free system, corticotropin precursor biosynthesis 5797. 

pituitary tumour cell culture, corticotropin mRNA activity, 
effect of glucocorticoid 4921. 

plaque-forming cell suppression, nucleoside tolerance 6231. 

plasmacytoma/normal lymphocyte, immunoglobulin 
biosynthesis, effect of uridine (5-bromo) 2179. 

pregnancy-dependent mammary tumour, DNA biosynthesis, 
effect of progesterone/oestrogen 480. 

preimplantation embryo, poly (A)-containing RNA 
biosynthesis 1942. 

primary/sarcoma/L-cell chromosome, satellite DNA 
organization 1212. 

protein biosynthesis, effect of modeccin 1889. 

removal-single-stranded DNA, mechanism/kinetics 3849. 

restriction endonuclease DNA degradation, antibody- 
mediated cytotoxicity 2425. 

tRNA gene fragment, purification/cloning 1494. 

RNA/protein biosynthesis, inhibition-d,1-methadone, effect 
of naloxone/naltrexone 5768. 

rRNA 18S primary structure, comparison-Bombyx mori / 
Dictyostelium discoideum /wheat germ 4296. 

sarcoma cell, methotrexate-resistant, dihydrofolate reductase 
gene multiplication 5197. 

satellite DNA, binding-microtubule-associated protein, hog 
brain 5362. 

scrapie infection, effect on poly (A)-containing RNA 
metabolism 4322. 

Shigella flexneri infection, effect of RNA 4927. 

skin, DNA, UYV-irradiation-induced pyrimidine dimer, 
excision 3211. 

skin, DNA biosynthesis, 1-decanol-induced epidermal 
hyperplasia 5140. 

skin, DNA biosynthesis, effect of 12-O-tetradecanoylphorbol- 
13-acetate/12-Ohexadecanoylphorbol-13-acetate/ 
dexamethasone/fluocinolone acetonde 2777. 

skin hyperplasia, ribosome accumulation, effect of 3- 


methylcholanthrene 2220. } 

sperm, isolation/characterization-chromatin protein 1 178. 

spermatid, DNA repair, effect of X-irradiation + methyl 
methanesulphonate combined treatment 5110. 

spermatid, X-irradiation-treated, DNA repair 2387. 

spermatid/spermatocyte, y-irradiation mutagenicity, effect of 
DNA 3978. 

spermatozoa/testis, nuclear DNA content 2307, 2308. 

spleen, colony-forming cell, effect of poly (I-C) 2193. 

spleen, DNA biosynthesis/excision-repair, effect of 
prostaglandin 4492. 

spleen, immunized, accumulation-immunoglobulin mRNA 
2659. 

spleen cell, antitumour antibody synthesis, induction-immune 
RNA 3641. 

spleen cell, erythroleukaemia, poly(A) polymerase activity 
3748. 

spleen cell, normal, incorporation-immune RNA 330. 

spleen/leukaemia cell, purine nucleotide/pyrimidine 
nucleotide pool, effect of uracil (5-fluoro) 1832. 

spleen lymphocyte, Neisseria gonorrhoeae ribosome 
mitogenicity 4242. 

staphylococcal nuclease antibody, gene raapping 5964. 

submandibular gland, RNA content, effect of 19- 
nortestosterone 3031. 

submandibular salivary gland, DNA biosynthesis/protein 
biosynthesis, effect of isoproterenol 5138. 

testis, diethylstilbestrol-stimulated, Leydig cell, DNA 
biosynthesis 2773. 

thymocyte, DNA biosynthesis 983. 

thymus, chromatin degradation 4079. 

thymus, T-lymphocyte, occurrence-immunoglobulin light 
chain mRNA 4260. 

thymus/liver/seminiferous epithelium, histone, 
electrophoresis 5304. 

tolerance-DNA, mechanism 1171. 

Trypanosoma cruzi infection, effect of immune RNA 3103. 

tumour-bearing, measurement-DNA turnover, use-iodine- 
125-labelled uridine( 494. 

tumour cell, thymidine toxicity 1288. 

tumour/embryo derived RNA, antitumour activity 871. 

uterus, DNA biosynthesis, effect of oil 6058. 

uterus, DNA biosynthesis following stimulation-decidual cell 
reaction 4511. 

uterus/liver, .t -RNA(aminoacy]) transferase content, 
effect of oestradiol 176. 

Mouse hepatitis virus, 

hepatitis, effect of ribavirin, mouse 5521. 

RNA, characterization 3436. 

RNA, occurrence-poly (A) sequence 1401. 

Mucor bacilliformis, 

sporangiophore, DNA/RNA/protein content 3493. 

Mucor racemosus, 

RNA biosynthesis during sporangiospore germination 3066. 

translation rate regulation during morphogenesis 4220. 

Multiplication-stimulating activity, 

effect on cell cycle, chick embryo fibroblast 484. 

Mumps virus, 

replication, chick embryo cell, adenine(9-methyl)/uracil(1- 
methyl)/thymine(1-methy}), antiviral activity 1269. 

Murine leukaemia virus, 

amphotropic, DNA, characterization 3169. 

DNA biosynthesis, inhibition-poly(I) 160. 

helper-defective murine sarcoma virus complex, gene 
expression, 3T3 cell 5198. 


infection, effect on chromatin properties, mammalian cell 
6272. 
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Murine leukaemia virus,(continued) 

integrated DNA, transfection-mouse Fv-1 cell 3985. 

recombinant, RNase T1-resistant oligonucleotide, properties 
4187. 

replication, inhibition-poly (9-vinylpurine) 5092. 

reverse transcriptase, purification/characterization 4583. 

mRNA, characterization 3806. 

RNA, RNase TI oligonucleotide mapping 3798. 

RNA, role-reverse transcriptase encapsidation 867. 

RNA biosynthesis, effect of interferon 3477. 

RNA translation, nuclease-treated reticulocyte 2303. 

mRNA 21S, 5'-terminal leader sequence, analysis 3801. 

RNase T1-resistant oligonucleotide, characterization/ 
mapping 2619. 

Murine sarcoma virus, 

defective-murine leukaemia virus helper complex, gene 
expression, 3T3 cell 5198. 

genome, mapping 3049. 

infection, effect on chromatin properties, mammalian cell 
6272. 

reverse transcriptase, characterization 4581. 

RNA, sarcoma-specific sequence, localization 5028. 

RNA translation, nuclease-treated reticulocyte 2303. 

transformed BALB/3T3 cell, characterization-poly(A)- 
containing RNA 802. 

Muscle, 

cell, chick embryo, identification-DNA polymerase, during 
differentiation 566. 

Muscular distrophy, 

chicken, chromatin hyperchromicity 2130. 

Mustela vison, 

lung cell line, C-type virus, characterization 4824. 

Mustelus mento, 

aminoacylation-tRNA 742. 

Mutagen, 

see also specific compounds 

metal, effect on DNA biosynthesis fidelity 2023. 

Mutagenesis, 

Escherichia coli , UV-irradiation-induced 4487. 

UV-irradiation-induced, effect on DNA biosynthesis, phage 
9X174 DNA substrate 6018. 

review 3314. \ 

Mutant, 

Escherichia coli , erythromycin-resistant, ribosomal subunit 
analysis 2583. 

Mutant (dam), 

Escherichia coli , adenine (6-methyl) role-mutation avoidance 
5433. 

Mutant (dna), 

Escherichia coli , phage G4 double-stranded DNA 
replication 5089. 

Mutant (petite), 

Saccharomyces cerevisiae , recombinant mitochondrial 
DNA, organization, electron microscopy 961. 

Mutation (relA), 

effect on growth, Escherichia coli tRNA 
nucleotidyltransferase mutant 3762. 

Mutation (uvrD), 

effect on survival/repair, X-irradiation-treated Escherichia 
coli K12 1015. 

Mycobacterium, 

DNA, nucleotide composition 2727. 


extraction/purification-DNA 370. 
Mycobacterium butyricum, 
phage, DNA. characterization 5002. 


Mycobacterium fortuitum, 

ribosome, cross reacting antigen-Nocardia , review 3323. 

Mycobacterium phlei, 

phage, DNA, characterization 5002. 

ribosome, cross reacting antigen-Nocardia , review 3323. 

Mycobacterium smegmatis, 

ribosomal subunit, association/dissocition, effect of viomycin 
5627. 

ribosome, cross reacting antigen-Nocardia , review 3323. 

tRNA/tRNA (aminoacyl) synthetase, characterization 4196. 

transformation, characterization 4533. 

Mycobacterium tuberculosis, 

tRNA/tRNA (aminoacy!) synthetase, characterization 4196. 

Mycococcus, 

ribosome content, relationship-growth phase 5630. 

Mycoplasma, 

rRNA electrophoresis, comparison-A choleplasma /bacteria 
808. 

Mycoplasma gallisepticum, 

DNA biosynthesis/RNA biosynthesis/effect of, cell division 
cytochalasin B 2765. 

infection, chick embryo cell culture, effect on DNA/RNA 
metabolism 5127. 

UV-irradiation-induced damage, repair, lack 1585. 

Mycoplasma hyorhinis, 

infected cell, uracil phosphoribosyltransferase activity 1735. 

Mycoplasma mycoides, 

tRNA fMet, nucleotide sequence 2566. 


Mycoplasmavirus, 

single-stranded DNA, electron microscopy 5933. 
Mycoplasmavirus MVLS51, 

protein biosynthesis, Acholeplasma laidlawii 5597. 
Mycotoxin, 

effect on DNA, mammal 4394. 

Myeloblast, 

human, labelling-uridine (iododeoxy) 1291. 
Myeloma, 


cell, immunoglobulin biosynthesis, review 4669. 

cell, mouse, RNA biosynthesis, inhibition-vesicular stomatitis 
virus infection 3467. 

DNA biosynthesis, inhibition-anti-idiotypic antibody 3590. 

human, proliferating/non-proliferating, RNA turnover/ 
protein synthesis template stability 3476. 

mouse, DNA polymerase a, polynucleotide recognition 569. 

mouse, DNA polymerase isolation, use-heparin 6193. 

mouse, immunoglobulin mRNA, 5’-terminal nucleotide 
sequence 3822. 

nucleus factor, mouse, stimulation-RNA biosynthesis 1451. 

Myeloma MOPC 21, 

mouse, polyribosome/mRNA, isolation method 1388. 

Myoblast, 

rat, uridine(5-bromodeoxy)-substituted DNA, effect on f- 
galactosidase gene expression 2543. 

Myocardium, 

rat, RNA biosynthesis, effect of burning 1445. 

rat, RNA precursor incorporation, effect of necrosis 1951. 

Myofibril, 

fraction, muscle tissue, RNase activity 3996. 

Myosin, 

heavy chain, MRNA, characterization, chick embryo skeletal 
muscle 879. 

heavy chain mRNA, detection during myogenesis, chick 
embryo skeletal muscle 880. 

heavy-chain mRNA, chick fibroblast, content during 
myogenesis 2247. 

interaction-DNA 4950. 

light chain MRNA, accumulation during differentiation, 
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Myosin,(continued) 
muscle cell culture 1473. 
Myotube, 
culture, DNA polymerase activity 4021. 
Myxococcus xanthus, 
chromosome replication 2497. 
phage MX4, DNA, characterization 2711. 
MI cell, 
adrenergic neuroblastoma, RNA metabolism 5731. 


NAD, 

stimulation-DNA biosynthesis, human bone marrow cell 
4516. 

Naegleria gruberi, 

transformation, RNA biosynthesis pattern 4889. 

uridine(S-bromodeoxy), induction-virus-like particle 130. 

Nafoxidine, 

effect on RNA biosynthesis initiation site, rat uterus 5747. 

Nalidixic acid, 

effect on phage T7 alkylated DNA recombination 1068. 

Naloxone, 

effect on RNA/protein biosynthesis inhibition-d, | - 
methadone, mouse 5768. 

Naltrexone, 

effect on RNA/protein biosynthesis inhibition-d, l- 
methadone, mouse 5768. 

Narciclasine, 

binding-eukaryote ribosomal subunit 60S 4245. 

Nebularine, 

NMR 105. 

Nectria coccinea, 

DNA content, effect of fungicide 2670. 

Neisseria, 

transformation, heterologous DNA 1657. 

Neisseria gonorrhoeae, 

pathogenicity study, use-DNA-mediated transformation 
1660. 

pilation/virulence, transformation 3245. 

ribosome, mitogenicity, spleen lymphocyte, mouse 4242. 

Neocarzinostatin, 

cleavage-DNA, mechanism 5848. 

DNA cleavage, nucleotides specificity 343. 

effect on nucleosome DNA, CHO cell 5852. 

induced strand breakage, DNA, terminal analysis 5853. 

Neomycin, 

interaction-ribosome/rRNA, Escherichia coli 4241. 

Neonatal calf diarrhoea virus, 

RNA, characterization 3804. 

Nephrotic syndrome, 

human, purification/characterization-R Nase (alkaline) 538. 

Netropsin, 

binding-DNA, model 3874. 

inhibition-DNA polymerase/RNA polymerase, review 3318. 

interaction-DNA, kinetics 3876. 

interaction-DNA-histone H1/polypeptide complex 4617. 

interaction-UV -irradiation-damaged DNA 1497. 

polyd(A-T) complex, NMR 1868. 

Neural retina, 

chick embryo, glutamine synthetase accumulation, effect of 
cytosine arabinoside 120. 

Neuraminidase, 

gene. identification, influenza virus B 1959. 

gene. influenza virus A, electrophoresis, effect of temperature 
5030. : 


Neuroblastoma, 

cell, mouse. DNA. incorporation-uridine (5-bromodeoxy) 
4719. 

cell, mouse. DNA polymerase a/DNA polymerase activity, 
during differentiation 4028. 

cell, poly (A)-containing RNA content during terminal 
differentiation 1387. 

cellular RNA distribution during differentiation 2248. 

guanine (6-thio)-resistant, hypoxanthine-guarine 
phosphoribosyltransferase content 1744. 

Neurospora, 

DNA, sequence relatedness 3173. 

endoexonuclease. purification/characterization 6131. 

mitochondrial DNA, interaction-mutant (poky) + wild-type 
4536. 

Neurospora crassa, 

adenine transport 67. 


conidia, genome transcription, effect of ethylene glycol 4878. 
cytoplasmic initiator tR NA, nucleotide sequence 1877. 


DNA, homology-Neurospora intermedia /Neurospora 
sitophila /Neurospora tetrasperma 449. 


gene (inl), transformation 1661. 

germination, RNA biosynthesis activation, role-carbon 
source 2652. 

histone, amino acid sequence 2486. 

mitochondrial tRNA Met, structure/function 1878. 

mutant (nit-2), purine transport 4690. 

nuclease, purification/characterization 2427. 

nuclease, substrate specificity/mechanism 2428. 

nuclease/RNase activity, control 4544. 

poly (A)-containing mRNA, 5‘-terminal structure 3816. 

protein biosynthesis, effect of temperature 4790. 

ribosome, association/dissociation 2218. 

RNA-bound reverse transcriptase, characterization 4030. 

RNA methylase, methylation-poly (A)-containing RNA 5’- 
terminal cap 6229. 

small stable RNA, characterization 2625. 

Neurospora intermedia, 

DNA, homology-Neurospora sitophilg /Neurospora 
tetrasperma /Neurospora crassa 449. 

Neurospora sitophila, 

DNA, homology-Neurospora intermedia /Neurospora 
tetrasperma /Neurospora crassa 449. 

Neurospora tetrasperma, 

DNA, homology-Neurospora sitophila /Neurospora 
intermedia /Neurospora crassa 449. 

Newcastle disease virus, 

infected cell culture, RNase antiviral activity 2433. 

vaccine, adjuvant activity-RNA double-stranded 1169. 

Nickel, 

complex-pyrimidine( .2- hydrazino .-4- hydroxy -6- 
_ methyl), IR spectroscopy/NMR 52. 

occurrence-calf thymus deoxyribonucleoprotein 1754. 

Nicotiana, 

coupling factor I gene, chloroplast DNA + nuclear DNA- 
associated 4541. 

DNA/RNA, gametes fusion, effects on 620. 


tobacco mosaic virus-infected, occurrence-double-stranded 


RNA 4255. ;, 
Nicotiana glauca, 
chloroplast DNA, distribution 1489. 


DNA, incorporation-uridine(S-bromodeoxy), effect on 
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Nicotiana glauca,(continued) 
proliferation 129. 

Nicotiana glutinosa, 

tobacco mosaic virus + sunhemp mosaic virus mixed 
infection, coat protein MRNA characterization 2658. 

Nicotiana langsdorffii, 

chloroplast DNA, distribution 1489. 

Nicotiana tabacum, 

Agrobacterium tumefaciens -infected, crown gall tumour, 
detection-plasmid gene 5180. 


alfalfa mosaic virus-infected, characterization-RNA replicase 
1126. 
callus, «RNA/ rRNA, incorporation-kinetin 68. 


callus. rRNA/tRNA, incorporation-adenine (N®-furfuryl) 
659. 
cell culture, chloroplast differentiation, inhibition-uridine( 5- 
bromo-2'-deoxy) 127. 
crown gall tumour, activity DNA polymerase 2466. 


explant. DNA biosynthesis 987. 


flowering. induction-DNA 5161. 
pollen, tRNA biosynthesis during germination 3371. 


pollen tube, 2rRNA biosynthesis 288. 
pollen tube, RNA biosynthesis/polyribosome formation 287. 


protein biosynthesis, effect of tobacco mosaic virus infection 
4775. 


ribosome biosynthesis during leucoplast-chloroplast 
transformation 213. 


tRNA (leucy!) synthetase, biosynthesis/activity control 5585. 

streptomycin-resistant mutant, chloroplast, ribosomal protein 
4787. 

tobacco mosaic virus-infected, RNA biosynthesis, effect of 
uracil (2-thio) 4335. 


tobacco mosaic virus RNA, fate 323. 


RNA replicase, characterization 6184. 
Nitidine, 
inhibition-- 't RNA methylase, rat liver 173. 
Nitrate reductase, 
activity, Ankistrodesmus braunii /Chlorella /Dunaliella , 
effect of purine (6-methyl) 3726. 
Nitric acid, 
use-RNA isolation, rat liver/kidney/testis 4270. 
Nitrobenzene, 
interaction-DNA, ESR 2331. 
Nitrofuran, 
derivate, effect on RNA biosynthesis/DNA biosynthesis/ 
Escherichia coli B/r 5129. 
derivative, binding- DNA/RNA, rat kidney 2320. 
effect on DNA biosynthesis, bacteria 4108. 
Nitrofurantoin, 
inhibition-Escherichia coli mRNA translation 3107. 
Nitrogen, 
effect on y-irradiation-induced single-stranded breakage, 
mouse leukaemia cell culture DNA 910. 
Nitrogen dioxide, 
effect on DNA biosynthesis, hamster lung 497. 
Nitrogen mustard, 
PNA cross-linking, formation/repair, mouse leukaemia L 


1210 cell 4965. 
induction-DNA repair, rat lens epithelium 6028. 
treated, mouse leukaemia cell, DNA damage/repair 1026. 
Nitrogen mustard hydrochloride, 
effect on mouse DNA 3135. 
Nitronium tetrafluoroborate, 
use-uridine (5-nitro-2’-deoxy) synthesis 2941. 
p-Nitrophenol, 
complex-purine (2-methylthio-6-benzamido), X-ray 
diffraction 5402. 


4-Nitrophenyl pheny! phosphorochloride, 
phosphorylating agent, use-oligonucleotide synthesis 1858. 


4-Nitroquinoline-1-oxide, 

binding-DNA, induction-y-irradiation 2321. 

damage-mammalian mitochondrial DNA 907. 

damage, mouse cell line, DNA excision-repair 1611. 

effect on DNA, Bacillus subtilis assay system 1516. 

effect on DNA repair, xeroderma pigmentosum cell culture 
483. 

effect on mouse DNA 3135. 

induction-DNA repair, rat lens epithelium 6028. 

interaction-nucleotide (deoxyribo), NMR 2955. 

N-Nitrosodimethylamine, 

DNA damage, detection method 5869. 

Nitrosourea, 

treated, mouse leukaemia cell, DNA damage/repair 1026. 

4-Nitrotrifluoromethylisobutyranilide, 

effect on RNA biosynthesis/DNA biosynthesis/proein 
biosynthesis, rat prostate gland/seminal vesicle 1427. 

Nitrous acid, 

damage, Escherichia coli DNA, repair 1593. 

reaction-pyrimidine( 2- -)hydroxy 4- methyl)/ 
pyrimidine( 2- mercapto-methyl)/pyrimidinef 2- 

Jamino -4- -methyl) 45. 

Nitrous oxide, 

effect on y-irradiation-induced single-stranded breakage, 
mouse leukaemia cell culture DNA 910. 

NMR, 
cis- diclorobis(. 1- methylimidazole .2- thiol)pa/ 
- ‘cis- dichlorobis(. 1- methylimidazole- -2  thiol)p, 
reaction-guanosine/cytidine/91. 

adenine (9-8-Dxylofuranosyl) methylated derivative 3346. 

adenine nucleotide interaction-catecholamine, effect of metal 
ion 138. 

adenine nucleotide thiophosphate analogue 2180. 

adenosine (3-deaza)/adenosine (3-deaza-8-aza) solution 
conformation 5463. 

adenosine (2',3'-O-isopropylidene derivative 5462. 

adenosine(2'-amino-2'-deoxy)/adenosine(3'-amino-3'-deoxy)/ 
puromycin, solution conformation analysis 674. 

ADP/ATP/IDP/ITP/GDP/GTP, aqueous solution 1295. 

ADP/ATP reaction-mesitoic acid anhydride 5527. 

AMP, oxygen-18 isotope shift 5524. 

AMP complex-thyroliberin/histidine 2956. 

AMP conformation 3730. 

AMP conformation, aqueous solution 1853. 

Aspergillus oryzae RNase T1 4000. 

bisulphite effect on yeast RNA 792. 

bisuiphite interaction-uridine/uridine (5-fluoro)/UMP 5472. 

carbon-1]3-labelled uracil, Salmonella typhimurium rRNA 
5S 4839. 

chromatin, binding-sodium ion 5344. 

comparison-Escherichia coli ribosomal protein purification 
method 3773. 

cytidine/guanosine-silver complex 2169. 

cytidine/uridine(pseudo)/pyrazomycin 677. 
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NMR.(continued) 

cytidylyl-(3’+5’)-cytidine conformation, effect of ribose 
methylation 1308. 

cytosine, interaction-gold complex 649. 

dinucleotide (deoxy)-9-aminoacridine complex 4727. 

DNA, calf thymus chromatin nucleosome core particle 3183. 

DNA/polynucleotide, effect of y-irradiation 2696. 

Escherichia coli ribosomal protein S4 conformation 200. 

Escherichia coli tR NA(methionyl)synthetase interaction- 
metal ion 3760. 

formycin/nebularine/adenosine( 2- aza) 105. 

histone complex 3654. 

histone H1 5309. é 

histone H1 phosphorylation/interaction-DNA, effect of 
phosphorylation 2124. 

y-irradiation effect on DNA/polynucleotide hydration 2694. 

netropsin-polyd(A-T) complex 1868. 

nucleoside/nucleotide copper complex 107. 

nucleoside polyphosphate-metal complex, model 5523. 

nucleotide (deoxyribo), interaction-4-nitroquinolinel -oxide 
2955. 

oligonucleotide helix-coil transition 1303. 

phage M13 gene (V) protein, unwinding-DNA 1792. 

phosphodiester group blocking, oligonucleotide synthesis 
5542. 

poly.,d(A-T) intercalation-proflavine 1869. 

poly (G), neutral solution 2969. 

poly(ADP-ribose) 706. 

propidium diiodide interaction-dinucleoside monophosphate 
705. 

proton acceptor site detection, uracil/thymine/uracil (5,6- 
dihydro)/uracil (4-thio)/uracil (S-bromo) 2529. 

purine nucleoside/pyrimidine nucleoside 676. 

purine/purine (8-aza) 5401. 

pyrimidine, effect of methyl/amino group substitution 5415. 

pyrimidine( 2- hydrazino -4- hydroxy -6- -methyl) 
complex-copper/cobalt/zinc/nickel 52. 

pyrimidine( 5- nitro -1,2,3,4- tetrahydro), trifluoroacetic 
acid slution 49. 

pyrimidine(pyrrolo|2,3-d])/nucleoside( 7- deaza) 54. 

ribonuclease I, histidine H-*H exchange 5219. 

RNA/tRNA hydroxyl group 3043. 

tRNA structure, effect of cation 1329. 

tRNA structure-solution 1330. 

tRNA Val, uridine (dihydro)/adenosine (6-methy])/guanosine 
(7-methyl)/thymidine (ribo) 1841. 

RNase, binding-EDTA 2807. 

RNase A, acid denaturation, effect of phosphate 2439. 

RNase A tyrosine residue 5221. 

RNase/deoxyribonucleoprotein conformational mobility 
3998. 

RNase I complex-substrate analogue 6143. 

2-substituted pyrimidine 5412. . 

TMP (5'-amino-5'-deoxy) derivative 5535. 

uridine (6-methyl-2-deoxy)/UMP (6-methyl-2-deoxy) 5474. 


- yeast tRNA Phe hexanucleotide conformation, role- 


nucleoside Y 3757. 

yeast tRNA Phe proton exchange rate 1332. 

yeast tRNA Phe structure 724. 

Nocardia, 

i base composition/homology, relationship-taxonomy 

545. 

Nocardia amarae, 

DNA homology-Nocardia autotrophica /Nocardia 
rhodochrous 5941. 

Nocardia asteroides, 

ribonucleoprotein, cell-mediated immunity, guinea pig 1802. 


ribosome, cross reacting antigen-Mycobacterium , review 
3323: 

Nocardia autotrophica, 

DNA homology-Nocardia amarae /Nocardia rhodochrous 
5941. 

Nocardia citrea, 

DNA, nucleotide composition 5938. 

Nocardia corallina, 

DNA, nucleotide composition 5938. ; 

ribosome, cross reacting antigen-Mycobacterium , review 
3323: 

Nocardia rhodochrous, 

DNA homology-Nocardia autotrophica /Nocardia amarae 
5941. 

Nodamura virus, 

RNA, translation, cell-free system 1470. 

Nonanucleotide, 

solid-phase synthesis 699. 

Nonhistone protein, 

acetylation, rat brain, modulation-adrenaline/noradrenaline 
5306. 

acetylation, rat liver chromatin, effect of age 3294. 

ADP-ribosylated, purification/characterization, rat liver 
3655. 

ADP-ribosylation, rat liver, effect of polyamine 6251. 

binding-benzo(a)pyrene, activation-microsome/nuclear 
envelope 1977. 

binding-glucocorticoid-receptor complex, rat liver chromatin 
5339. 

calf thymus, inhibition-RNA biosynthesis in vitro 2129. 

calf thymus, ubiquitin isolation/identification 5317. 

characterization, comparison-neuronal/glial chromatin 4621. 

chromatin, disappearance during erythroid differentiation, 
Friend leukaemia cell 6273. 

chromatin/nuclear sap, interaction-DNA, effect of y- 
irradiation 4949. 

complex-DNA, centrifugation 4060. 

content, brain, rabbit/guinea pig/rat 4622. 

content, cattle, normal/leukaemia (lymphatic) 4936. 

content, hepatocyte nucleus, effect of a-amanitin 6266. 

content, rat liver chromatin 5335. 

contining, acrylamide gel, use-chromatin fractionation 1203. 

DNA binding, sequence formation-DNA, sequence 
specificity 4059. 

fractionation, chromatography (affinity), use-histone 2885. 

fractionation, hamster heart 5321. 

fractionation, use-daunomycin-CH-Sepharose 4B 
chromatography (column) 3662. 

fragment, amino acid sequence 2491. 

Friend cell nucleosome-associated, characterization 4608. 

HeLa cell, role-histone gene expression 6254. 

high-mobility-group, calf thymus, conformation/interaction- 
DNA 4089. 

high mobility group, calf thymus, purification/ 
characterization 6253. 

oo mobility group, characterization, chicken erythrocyte 

661. 

high mobility group, interaction-DNA 1763. 

high-mobility-group, tissue specificity, calf thymus/liver/ 
spleen/kidney 6257. 

high mobility group 14, isolation-pig thymus 1192. 

ae leukocyte, comparison-normal/leukaemia, review 
5392. 

incorporation-cystamine, effect on chromatin degradation/ 
sulphydry! group level 4067. 

interaction-uridine(5-bromodeoxy)-substituted DNA 1194. 

isolation, method 1193. 
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Nonhistone protein,(continued) 
lymphocyte, chromatography (affinity), DNA-agarose 5320. 
lymphocyte, DNA-binding properties 5316. 
metabolism, mouse liver, effect of urethane 4620. 
nuclear ribonucleoprotein, effect of serum stimulation, 
human fibroblast 607. : 
phosphorylation, hamster heart 5319. 
phosphorylation, inhibition-adenosine (3'-deoxy)/ATP (3'- 
deoxy), rat liver 4141. 
phosphorylation, relationship-age, effect of calcium 3292. 
protein kinase substrate, review 5378. 
purification/fractionation 6256. 
rat liver, isoelectric focusing 5315. 
rat testis, characterization 5322. 
release during DNase I digestion, duck erythrocyte 
chromatin 1191. 
removal, effect on chromatin properties 4651. 
rich, chromatin fragment, isolation-chicken erythrocyte/calf 
thymus 1767. 
RNA (heterogeneous nuclear)-associated, characterization 
2884. 
RNA (heterogeneous nuclear)-associated, depletion, rat liver, 
effect of RNA biosynthesis inhibition 4058. 
role, chromatin solubility 2895. 
role-chromatin activation during hyperthyroidism, rat 
myocardium 4642. 
role-HeLa cell metaphase chromosome structure 1220. 
role-prostate gland chromatin interaction-androgen receptor 
complex 5323. 
Spirogyra chromatin, characterization 4057. 
tumour-specific, characterization, rat colon 6255. 
Zea mays meristem, characterization 5318. 
Nonhistone protein HMG2, 
interaction-DNA 1763. 
Nonidet P-40, 
activation-Dane particle DNA polymerase 4022. 
Nor-pseudo-pelletierene-N-oxide, 
effect on irradiation damage, DNA, aqueous solution 4970. 
Noradrenaline, 
' effect on calf thymus deoxyribonucleoprotein dissociation 
4050. 
modulation-histone/nonhistone protein acetylation, rat brain 
5306. 
oxidation, copper ion-catalyzed, effect of polynucleotide 
3364. 
Norharman, 
inhibition-benzo(a)pyrene binding-DNA 3134. 
interaction-DNA 904. 
_19-Nortestosterone, 
effect on RNA content, mouse submandibular gland 3031. 
Nostoc muscorum, 
sulphur-containing nucleotide-peptide complex, isolation/ 
activity 1852. 
Notophthalmus viridescens, 
blastemata, DNA biosynthesis/protein biosynthesis, 
stimulation-insulin, association-nerve function 427. 
Novikoff hepatoma, 
cytoplasm, mRNA methylation, inhibition-S- 
tubercidinylhomocysteine 1435. 
mRNA, fractionation, use-complementary DNA-cellulose 
3791. 
nuclear RNA, adenosine (N°,O?’- dimethyl), isolation/ 
characterization 2935. 
nucleolar ribonucleoprotein distribution, effect of adriamycin/ 
| actinomycin D 4051. 
| purine nucleoside phosphorylase, role-uracil (5-fluoro) 
~ sensitivity 4584. 


rat, ribonucleoside diphosphate reductase characterization, 
review 4673. 

mRNA, analysis, use-DNA chromatography (affinity) 1923. 

RNA biosynthesis, effect of irradiation (ionizing) 1948. 

RNA metabolism, effect of radiation 304. 

RNA methylation, inhibition-ellipticine/hycanthone/ethidium 
bromide 1434. 

tRNA Phe, base composition, comparison-Ehrlich ascites 
cell/normal mouse/rat liver 2994. 

rRNA 18S, nucleotide sequence 5970. 

Nuclear DNA, 

base composition, Lathyrus 460. 

binding-8-methoxypsoralen, irradiated human fibroblast 
2698. 

content, assay 4928. 

content, Echinostelium minutum 5132. 

content, ependymoma/plexus papilloma, cytophotometry 
362. 

content, Euglena gracilis /Astasia longa 5811. 

content, heart infarction, periphery 1045. 

content, Lathyrus , evolution 5825. 

content, metaplastic/neoplastic squamous cell 5820. 

content, mouse spermatozoa/testis 2307, 2308. 

content, Pinus rigida 2676. 

content, plant, relationship-development rate 3122. 

content, Saccharomyces cerevisiae , chromosome 
organization 355. 

content-Liriodendron tulipifera/Magnolia soulangiana/ 
Cinnamomum camphora/Illicium anisatum angiosperm 363. 

distribution-guinea pig epidermis, during keratinization 513. 

foldback sequence, organization, Physarum polycephalum 
5950. 

leukaemia myeloblast, localization-avian myeloblastosis 
virus-specific DNA 509. 

methylation, regenerating rat liver 3586. 

physical properties/chemical properties, effect of manganese 
ion 5070. 

single-stranded, human, isolation/characterization 5067. 

wheat, characterization-inverted repeat sequence 4470. 

Nuclear membrane, 

association-DNA biosynthesis, Chironomus thummi 2744. 

plant, localization-late replicating DNA 5824. 

Nuclear polyhedrosis virus, 

Autographa californica /Trichoplusia ni , DNA, restriction 
endonuclease analysis 5034. 

DNA, properties, Trichoplusia ni /Pseudoplusia includens / 
Autographa californica /Rachiplusia ou 1538. 

DNA, restriction endonuclease analysis, use-virus 
identification 3615. 

Orgyia pseudotsugata, DNA, characterization 1536. 

Orgyia pseudotsugata , DNA nucleotide sequence 2348. 

replication, effect of cytosine arabinoside, Spodoptera 
frugiperda cell culture 119. 

replication-Spodoptera frugiperda cell line, DNA 
characterization 5916. 

Spodoptera , characterization DNA 445. 

Nuclear protein, 

ADP-ribosylation, effect on DNA biosynthesis, chick 
embryo/chicken liver 4508. 

analysis, Xenopus laevis embryo, during development 5324. 

dissociation, supercoiled DNA, human cell 2485. 

interaction-DNA, spermatozoa, mechanisms 645. 

intracellular migration, Xenopus laevis oocyte 2908. 

mouse, poly(ADP-ribose) incorporation 606. 

phosphorylation, regenerating rat liver 1181. 

sheep spermatid, characterization 3650. 
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Nuclear RNA, 

comparison-normal/leukosis human leukocyte 2607. 

distribution-guinea pig epidermis, during keratinization 513. 

hybridization- Drosophila hydei locus 2-48BC 2266. 

identification/characterization-HeLa cell, biosynthesis RNA 
polymerase I 1386. 

low-molecular weight, human normal!/leukaemia (lymphoid) 
lymphocyte 3820. 

low-molecular weight. precursor, localization, HeLa cell 
4810. 

methylation, L1210 cell, inhibition-cordycepin/adenosine 
(xylosyl) 3727. 


Novikoff hepatoma, adenosine (N®°,O?’- dimethyl), isolation/ 


characterization 2935. 

poly(A)-containing, biosynthesis, stimulation- 
triiodothyronine, rat liver 3838. 

rat tissue, nucleotide sequence complexity 2269. 

tobacco, sequence complexity 4849. 

Nuclease, 

see also RNase, DNase, Endonuclease, Exonuclease 

activator, purification, interferon-treated Ehrlich ascites cell 
6142. 

activity, control, Neurospora crassa 4544. 

activity, creatine phosphokinase, effect on mRNA stability 
4545. 

activity, DNA protection-histone 1189. 

Bombyx mori , comparison-midgut/digestive juice 2077. 

Bombyx mori , inhibition-leucine 2075. 

degradation, use-chromatin structure determination 1777. 

detection, use-sodium dodecyl sulphate-polyacrylamide gel 
electrophoresis 525. , 

dextran-bound, Serratia marcescens , antitumour activity 
1670. 

effect on hybridization kinetics 526. 

mammalian, review 20. 

Micrococcus radiodurans , purification/characterization 
5201. 

Micrococcus varians , characterization 3252. 

Neurospora crassa , purification/characterization 2427. 

Neurospora crassa , substrate specificity/mechanism 2428. 

phage T5 gene, (D15)role-DNA nicking 1086. 

purification/characterization, wheat root 524. 

sheep kidney, use-dinucleotide preparation 6129. 

Staphylococcus aureus , assay 5205. 

structure/function, review 5. 

thymine dimer excision activity, detection-K B cell human 
3606. 

Nuclease B, 

Staphylococcus aureus , characterization 1671. 

Nuclease PI, 

biosynthesis, stimulation-phytin, Penicillium citrinum 528. 

characterization, Penicillium 527. 

use-RNA 5'-terminal/3’-terminal sequence analysis 1398. 

Nuclease S1, 
Aspergillus oryzae , degradation- DNA/RNA, HeLa cell 

. lysate, presence-urea/sodium dodecylsulphate 344. 

detection-DNA damage/repair, (y- irradiation-treated rat 
gliosarcoma 3964. 

phage PM2 DNA cleavage 489. 

use-RNA mapping 170. 

use-wheat embryo rRNA 5S conformation study 4306. 

Nucleolar organizer, 

ultrastructure/activity, mouse meiosis 4540. 

Nucleolus, : 

Ehrlich ascites carcinoma, identification-Sendai virus RNA 
biosynthesis complex 292. 

fibroblast, RNA biosynthesis/RNA content, effect of 
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adriamycin 1433. 
Physarum polycephalum , RNA transcription, control 3077. 
rat liver, rRNA analysis 2680. 
rat liver, RNA polymerase I/nucleolar template activity, 
effect of cycloheximide 1121. 
rat liver, rRNA processing/migration 2638. 
Nucleoplasm, 
rat liver, rRNA analysis 2680. 
rat liver, rRNA processing/migration 2638. 
Nucleoprotein, 
see also Deoxyribonucleoprotein, Ribonucleoprotein 
Andean potato mottle virus, characterization 3647. 
complex, replicating SV40, associated DNA polymerase a, 
characterization 4577. 


complex, SV40, interaction-rat liver DNA unwinding protein 


3646. 
complex, SV40, transcription in vitro 1791. 
composition, brome mosaic virus/cowpea chlorotic mottle 


virus following replication, Chenopodium hybridum 4601. 


content, myocardium, during heart hypertrophy, rat 597. 

core, model, SV40 1172. 

degradation, y- irradiation-induced, effect of 
cycloheximide/pyromycin, rat thymocyte/mouse thymus 
598. 


gene, influenza virus A, electrophoresis, effect of temperature 


5030. 
helix-coil transition 3645. 


influenza virus, identification-phosphorylated amino acid 594. 


Kilham rat virus, isolation/characterization 2868. 

model, histone H1 + DNA complex, binding-actinomycin D 
6250. 

polyoma virus, nuclease digestion, comparison-mouse 
chromatin 2120. ; 

turnip yellow mosaic virus, RNA size distribution 2259. 

yeast, purification/catalatic activity 2483. 

Nucleoside, 

see also specific nucleosides 

analogue, adenine((5)-9-(2,3-dihydroxypropy]l)) antiviral 
activity 4705. 

analysis, m RNA, use-chromatography (thin layer) 82. 

analysis, urine, chromatography (high performance liquid) 
4697. 

analysis, use-chromatography (high performance liquid) 78. 

antibiotic, tunicamycin, Streptomyces lysosuperficus , 
structure 2945. 

assay, colorimetry 1833. 

bridged, aminoacy! derivative, synthesis 4699. 

copper complex, NMR 107. 

daunosamine derivative, synthesis 90. 

derivative, detritylation, use-trifluoroacetic acid 4134. 

detection, chromatography (thin layer) 1276. 

effect on B-galactosidase biosynthesis, Escherichia coli K12 
5479. 


exogenous, effect on mouse embryo development in vitro 117. 


identification, chromatography (reversed-phase) 1834. 

immobilization method 2533. 

interaction-tricarbonylcyclohexadienyliron cation 4701. 

interaction-triose reductone 4114. 

2',3'-O-isopropylidene derivative, synthesis 1278. 

modification-triphenylphosphane/diethyl azidocarboxylate 
system 3717. 

phosphorylation 3718. 

poly(iminoethylene)-containing, synthesis/properties 92. 

prebiotic synthesis 2524. 

role-phosphosphingolipid biosynthesis, Bacteroides 
melaninogenicus 5478. 

separation, chromatography (affinity) 41. 
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Nucleoside,(continued) 

separation. chromatography (high peformance liquid) 79. 

separation-chromatography (high pressure) 4696. 

structure, determination method 5468. 

synthesis. method 5452. 

synthesis, use-alkylation 670. 

tetrazole, antiviral activity, absence, association- 
conformation 2946. 

titrimetric determination, use-iodide 80, 81. 

tolerance. suppression-plaque-forming cell, mouse 6231. 

transport, HeLa cell, effect of streptolysin O 5502. 

transport, regulation, Achlya 4307. 

tritiated, suiciding-tumour clone cell 680. 

tritium incorporation, aqueous solution 4139. 

Nucleoside (8,2'’-S-Cyclo), 

synthesis 4128. 

Nucleoside (7-deaza), 

NMR 54. 

Nucleoside (deoxyribo), 

assay. chromatography (thin-layer) 5442. 

effect on DNA biosynthesis, phage T4-infected cell 4147. 

inhibition-differentiation, embryo cell culture 116. 

synthesis 2938. 

Nucleoside (2',5'-Di-O-Acyl), 

separation, chromatography (column) 54. 

Nucleoside (3’,5’-Di-O-Acy)), 

separation, chromatography (column) 54. 

Nucleoside (diazepine), 

synthesis, use-uracil halocarbene adduct 96. 

Nucleoside (5-Halo-5'-Amino), 

antiviral activity 5477. 

Nucleoside (4’-hydroxymethy]), 

synthesis 669. 

Nucleoside (imidazo][ 4,5-d]pyridazine), 

synthesis 4133. 

Nucleoside (2,3’-O-isopropylidene), 

configuration 3347. 

Nucleoside (keto), 

antitumour activity, mouse leukaemia 1285. 

Nucleoside (2'-Keto), 

biological properties, KB cell 5492. 

Nucleoside (seleno), 

NMR spectroscopy 675. 

Nucleoside (4-Thiotetrofuranose), 

synthesis 5458. 

C-Nucleoside, 

synthesis 101. 

synthesis, method 2942. 

Nucleoside diphosphatase, 

isoenzyme, onion root, inhibition-sodium fluoride/ 
glutaraldehyde 1737. 

role-lactose biosynthesis-associated uridine nucleotide cycle, 
rat mammary gland Golgi apparatus 1158. 

Nucleoside diphosphate, 

addition-oligonucleotide, catalysis-phage T4 RNA ligase 
4041. 

effect on Escherichia coli RNA polymerase 
polyribonucleotide synthesis/pyrophosphorolysis 6165. 

modified, substrate activity-polynucleotide phosphorylase 
4037. 

modified, synthesis, incorporation-oligonucleotide, use-phage 
T4 RNA ligase 3729. 

pyrimidine analogue-containing, use-polynucleotide 
phosphorylase catalysis-oligodeoxyribonucleotide synthesis 
3356. 

synthesis 132. 

Nucleoside diphosphokinase, 

chromatography (affinity) 4033. 


Nucleoside monophosphate, 

assay, colorimetry 1833. 

binding-cobalt ion, relationship-structure/hydration 4155. 

inhibition-Eschericia coli DNA polymerase I exonuclease 
(3’-5') activity 4024. 

8-quinolyl ester, preparation, use-oligodeoxyribonucleotide 
synthesis 5531. 

titrimetric determination, use-iodide 80, 81. 

Nucleoside phosphazidate, 

synthesis/properties, effect on elongation factor G/elongation 
factor Tu reaction 131. 

Nucleoside 5'-Phosphoroamidate, 

synthesis 3719. 

Nucleoside phosphorylase, 

activity, islets of Langerhan, comparison-rat/rabbit 1149. 

activity during cell cycle, Tetrahymena pyriformis 1733. 

deficiency, association-immunodeficiency, review 4668. 

deficiency, association-T lymphocyte immunodeficiency 
1150. 

Nucleoside phosphotransferase, 

activity, potato tuber slice 574. 

rat liver, characterization 576. 

Nucleoside polyphosphate, 

metal complex, model, X-ray diffraction/NMR/circular 
dichroism 5523. 

Nucleoside Q, 

biosynthesis, Escherichia coli tRNA Asp, role-methionine 
719. 

containing, tRNA Asp, Drosphila melanogaster , 
purification/nucleoside composition 4750. 

precursor, detection-Escherichia coli methyl-deficient tRNA 
Asn 1275. 

precursor, guanosine (7-(aminomethyl)-7-deaza), Escherichia 
coli tRNA, structure determintion 5464. 

synthesis 2167. 

Nucleoside triphosphatase, 

activity, during malignant transformation, rat liver epithelium 
6220. 

avian myeloblastosis virus, purification/characterization 
1738. 

Nucleoside triphosphate, 

incorporation, isolated cell nucleus 4161. 

interaction-Escherichia coli RNA polymerase 6174. 

multiple binding sites, Escherichia coli RNA polymerase 
5244. 

phosphorus-32-labelled, preparation 136. 

synthesis 132. 

Nucleoside Y, 

role-yeast tRNA Phe hexanucleotide conformation, NMR 
STON 

Nucleosidediphosphate kinase, 

kinetics, cattle 2860. 

Nucleosidephosphonate, 

synthesis 1279. 

Nucleosome, 

aggregate, organization, microscopy 4054. 

calf thymus, structure, use-histone H2B/histone H3/histone 
H4 antibody 2496. 

chick erythrocyte/calf thymus, binding-additional histone 
4631. 

Chinese hamster cell, histone composition 1186. 

core, model 4629. 

core, structure, chromatin 1766. 

core, structure, reconstituted histone-DNA complex 6240. 

core particle, denaturation, chicken erythrocyte 2498. 

core particle, DNA, NMR, calf thymus chromatin 3183. 

core particle subunit, structure, model 4070. 
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Nucleosome,(continued) 

DNA. CHO cell, effect of neocarzinostatin 5852. 

DNA, histone sequence, Ehrlich ascites carcinoma 1184. 

DNA-histone complex 3659. 

double chain, chromatin fragment 4076. 

goose erythrocyte, structure, effect of thermal denaturation 
O2nue 

HeLa cell. newly replicated DNA-associated, conformation 
4626. 

isolation-histone H1-depleted calf thymus chromatin 2132. 

mouse ascites cell. association-DNA polymerase £ 4029. 

occurrence-protein A24, rat liver 2901. 

phasing, occurrence-chromatin 1198. 

rat, relationship-DNA nucleotide sequence 6280. 

rat liver, histone cross-linking liver 2490. 

rat liver, histone cross-linking-methylacetimidate 6239. 

rat liver nucleus. endogenous transcription complex 2832. 

release-chromatin. effect of bleomycin 1201. 

repeat length. during erythropoiesis, chick 4628. 

spacer DNA, heterogeneity 2886. 

structure, calf thymus chromatin, effect of isolation method 
4630. 


structure. control-DNA excision repair rate, human cell 3213. 


structure. electron microscopy 6279. 

structure, model 1769. 

structure, role-histone H3 disulphide dimer formation 2874. 

structure during replication/trancription, model 6281. 

Nucleotidase, 

assay 2112. ~ 

rat spleen, purification/characterization 2116. 

5'-Nucleotidase, 

activity, absence-leukaemia (chronic lymphocytic) 
lymphocyte 3274. 

activity, comparison-soluble/plasma membra-bound 2141. 

activity, diploid cell culture 6215. 

activity, effect of detergent 6214. 

activity, effect of hormonal regeneration-mouse seminal 
vesicle 578. 

activity. HeLa cell, effect of poliovirus 1 2854. 

activity, lymphocyte plasma membrane, effect of lectin 5281. 

activity, mouse peritoneal macrophage, regulation 5280. 

activity. serum, breast cancer 3273. 

assay 4588, 6217. 

assay, human blood 1161. 

Bacillus cereus , purification/characterization 6218. 

content, Malpura sheep 1162. 

localization-rat hippocampus 4587. 

mouse molar, localization 6219. 

occurrence, cord blood lymphocyte 6216. 

plasma membrane lymphocyte, purification/characterization 
$282. 

purification/properties, human erythrocyte 580. 

Nucleotide, 
UV- irradiation, spectrum 416. 

analysis, use-chromatography (high performance liquid) 78. 

binding-amino acid sequence, review 1815. 

copper complex, NMR 107. 

crystal, preparation 688. 

derivative, synthesis/properties, review 3696. 

detection, chromatography (thin layer) 1276. 

DNA ligase affinity, chick embryo 2115. 

hypermodified, HeLa cell rRNA 18S/Saccharomyces 
carlsbergensis rRNA 17S, biosynthesis 1418. 

identification. RNA biosynthesis intermediate, yeast 4162. 

immobilization method 2533. 

interaction-gold ion, spectroscopy 89. 

interaction-poly (4-vinylpyridine) complex-adenine (9-(w- 


chloroalkyl!))/thymine (1-(2-bromoethy]))/adenine (9-(2- 
chloroethyl)) 4113. 

interaction-triose reductone 4114. 

interaction-yeast RNA polymerase I subunit 4014. 

isolation-herring sperm DNA 4157. 

lysine complex, preparation/immobilizatior 700. 

mercurated, use-chromatin transcription 6264. 

mixed anhydride-mesitylene carboxylic acid, inhibition- 
ATPase 1736. 

modified, isolation, tRNA 5565. 

orotate incorporation, effect of pyrimidine (2-thio-4- 
hydrazino), mouse liver 661. 

partitioning, relationship-prebiosis 2548. 

peptide complex, isolation/activity, Chlorella vulgaris / 
Scenedesmus acutus /Cosmarium margaritiferum / 
Stichococcus bacillaris Anabaena cylindrica /Nostoc 
muscorum 1852. 

peptide complex, tissue specificity 4094. 

phosphate group, activation-mesitoy] chloride 1311. 

physical properties 410. 

reduction, relationship-evolution, review 2505. 

separation, chromatography (reversed-phase) 1856. 

separation/identification, Saccharomyces cerevisiae /mouse 
liver, use-chromatography (anion-exchange) 687. 

site, localization-rat liver mitochondrial DNA 1558. 

synthesis 133. 

synthesis, Coxiella burnetii , role-RNA biosynthesis 2291. 

uridine/adenine/guanosine-containing, interaction-2-propanol 
Soi. 

Nucleotide (cyclic), 

effect on RNA biosynthesis/ATP level, Ehrlich ascites cell 
865. 

effect on RNA polymerase activity, rat heart nucleus 1703. 

induction-alkaline phosphatase, choriocarcinoma cell 118. 

Nucleotide (deoxyribo), 

addition, catalysis-polynucleotide phosphorylase, 
oligodeoxyribonucleotide synthesis 3358. 

biosynthesis, role-edCMP deaminase, phage T4 2473. 

DNA ligase affinity, chick embryo 2115. 

interaction-4-nitroquinoline l-oxide, NMR 2955. 

monomethyl ester, chromatography 5532. 

n.m.r. 110. 

relationship-DNA biosynthesis, review 4107. 

Nucleotide pyrophosphatase, 

organ distribution/characterization, human/rat/dog 1160. 

zinc content/requirement, Saccharomyces 1159. 

Nucleus, 

DNA content, assay, use-fluorochrome 351. 

isolated, bovine lymphocyte, chromatin replication 5325. 

isolated, nucleoside triphosphate incorporation 4161. 

Physerum polycephalum , RNA transcription, control 3077. 

rat heart, RNA polymerase activity, effect of nucleotide 
(cyclic) 1703. 

rat liver, RNA biosynthesis 3824. 

rat liver, RNA biosynthesis, stimulation triiodothyronine 
2287. 


Ochratoxin A, 

oe ee subtilis tRNA (phenylalaryl) synthetase 
inhibition-protein biosynthesis, Streptococcus faecalis 4219. 
Octanucleotide, 

self-complementary, synthesis-modified triester method 5540. 
solid-phase synthesis 699. 
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Odontophrynus americanus, 

spermatocyte. chromatin structure 4625. 

Oestradiol, 

effect on DNA biosynthesis, human mammary gland tissue 
explant 3203. 

effect on mouse uterus/liver 
transferase content 176. 

effect on RNA biosynthesis, rat uterus 3835. 

effect on RNA biosynthesis initiation site, rat uterus 5747. 

effect on RNA methylation/nucleoside incorporation, rat 
uterus 1426. 

induction-RNA biosynthesis, mouse mammary gland 1430. 

receptor complex, distribution-rat uterus chromatin 2889. 

178-Oestradiol, 

stimulation-RNA (heterogeneous nuclear)/rRNA 
biosynthesis, rat uterus 1428. 

withdrawal, effect on RNA biosynthesis, rabbit corpus 
luteum 1429. 

effect on preprolactin mRNA activity, rat pituitary gland 
1945. 

effect on RNA (heterogeneous nuclear) biosynthesis, rat 
uterus 4326. 

induction-vitellogenin mRNA, rooster liver 3078. 

stimulation, effect on vitellogenin mRNA accumulation/ 
vitellogenin biosynthesis, chicken liver 3468. 

stimulation-DNA polymerase a, uterus, rats, age, effects on 
542. 

Oestriol, s 

effect on RNA biosynthesis initiation site, rat uterus 5747. 

stimulation-RNA (heterogeneous nuclear)/rRNA 
biosynthesis, rat uterus 1428. 

Oestrogen, 

binding-DNA/poly(G), activation-rat liver microsome 380. 

effect on DNA biosynthesis, pregnancy-dependent mouse 
mammary tumour 480. 

effect on reconstituted histone 3293. 

effect on rooster vitellogenin mRNA 2603. 

induction-conalbumin/ovalbumin mRNA biosynthesis, chick 
oviduct culture 4874. 

induction-vitellogenin mRNA, kinetics, cockerel 2647. 

induction-Xenopus laevis vitellogenin mRNA, kinetics, 
measurement-complementary DNA hybridization 1393. 

receptor, binding-DNA, mouse brain 5363. 

receptor, concentration, effect of progesterone, chick oviduct 
1716. 

receptor, interaction-DNA, specificity 4401. 

stimulation-DNA biosynthesis, rat uterus 6017. 

stimulation-poly(A)-containing RNA biosynthesis, chicken 
liver 3834. 

Oil, 

effect on DNA biosynthesis, mouse uterus 6058. 

Okazaki fragment, 


?t_ RNA(aminoacyl) 


biosynthesis during SV40 DNA replication, asymmetry 1034. 


formation, Escherichia coli DNA replication fork, effect of 
“ dUTP 2182. 

formation, Escherichia coli mutant, role-uracil incorporation 
2159. 

growth direction, during DNA replication, SV40 5980. 

initiation-DNA primase, polyoma virus DNA biosynthesis 
4593. 

terminal determination, Escherichia coli DNA cleavage- 
Diplococcus pneumoniae restriction endonuclease 2726. 

Okra mosaic virus, j 

detection-coat protein mRNA 5654. 

Oligo (A), 

single-stranded base stacking, calorimetry 1306. 


Oligo d(A-T), 

structure, X-ray diffraction 151. 

Oligo d(G-C), 

containing, DNA fragment, isolation, use-poly (C)-Sephadex 
chromatograhy 5827. 

Oligodeoxyribonucleotide, 

analysis, use-chromatography (high performance liquid) 143. 

complementary interaction 2972. 

inhibition-Rous sarcoma virus replication/chick embryo 
fibroblast transformation 2195. 

mass spectra, analysis 709. 

purification, Sephadex 145. 

synthesis 4728. 

synthesis, polynucleotide phosphorylase catalysis-nucleotide 
(deoxyribo) addition 3358. 

synthesis, polynucleotide phosphorylase catalysis, use- 
pyrimidine analogue-containing nucleoside diphosphate 3356. 

synthesis, use-cyclic enediol pyrophosphate 697. 

synthesis, use-nucleoside monophosphate 8-quinolyl ester 
5531. 

Oligonucleotide, 

acylation-mesitoy] chloride, effect of aqueous treatment 698. 

addition-nucleoside diphosphate, catalysis-phage T4 RNA 
ligase 4041. 

adenosine (N°-(N-threonylcarbony]))-containing, synthesis 
4167. 

base analysis, method 151. 

binding-DNA/RNA, determination 1866. 

complementary, binding-Escherichia coli /Bacillus 
stearothermophilus RNA 5S, identification-single-stranded 
region 3445. 

complex formation-ribosomal protein $1 1310. 

derivative, modification- DNA/RNA 895. 

determination-nucleotide sequence 1302. 

fragment, ?t RNA, sequence determination, use- 
chromatograrhy (thin layer) 167. 

helix-coil transition, NMR 1303. 

helix-coil transition, polyelectrolyte theory 2963. 

host range specific, mapping, Moloney leukaemia virus 
genome RNA 3802. 

incorporation-modified nucleoside3',5'-bisphosphate, use- 
phage T4 RNA ligase 3729. 

interaction-mercury ion, circular dichroism 3363. 

interaction-oligopeptide, kinetics 4180. 

interferon-treated L cell, inhibition-protein biosynthesis, cell- 
free system 3745. 

labelled, electrophoresis, use-RNA fingerprinting 1397. 

lysine complex, preparation/immobilization 700. 

phosphate group, activation-mesitoy! chloride 1311. 

phosphomonoester/phosphodiester group reactivity.4 166. 

prebiosis 146. 

primer, inhibition-phage T5 induced DNA polymerase 
hydrolysis-template DNA 1667. 

priming-DNA synthesis, phage fd/phage pX 174 template 
1314. 

protein biosynthesis inhibitor, interferon-treated chick 
embryo cell, comparison-mouse low-molecular weight 
inhibitor 3744. 

protein biosynthesis inhibitor, isolation/characterization, 
interferon-treated cell 2183. 

protein biosynthesis inhibitor, synthesis-rabbit reticulocyte 
lysate 3367. 

RNase T1, occurrence-Moloney leukaemia virus RNA 21S 
4285. 

RNase T1-resistant, characterization/mapping, murine 
leukaemia virus 2619. 

RNase T1-resistant, murine leukaemia virus recombinant, 
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Oligonucleotide,(continued) 
properties 4187. 

synthesis 2962, 3739. 

synthesis. phage T4 RNA ligase, substrate specificity 3747. 

synthesis. phosphodiester group blocking, NMR 5542. 

synthesis, use-<5->substituted pyrimidine nucleoside/R Nase 
165. 

synthesis, use-condensing reagent, triphenylphosphine 
carbon tetrachloride 5541. 

synthesis. use-4-nitrophenyl phenyl phosphorochloride 
phosphorylating agent 1858. 

5'-terminal. distribution-SV40 nascent DNA 2349. 

5’-terminal. identification, phage A/phage T7 RNA transcript 
4823. 

5'-terminal. RNA in vitro transcript, analysis. use- 
chromatography (thin-layer) 4822. 

Oligonucleotidyl-(5'+N)-Amino acids, 

synthesis 125. 

Oligonucleotidyl-(5'>N)-Peptides, 

synthesis 125. 

Oligopeptide, 

interaction-oligonucleotide, kinetics 4180. 

Olivomycin, 

inhibition-DNA polymerase/RNA polymerase, review 3322. 

Onchorhynchus masou, 

tRNA Arg content/tRNA (arginyl) synthetase activity, 
spermatogenesis 168. 

Oncornavirus, 

see also C-type virus 

book review 5364. 

characterization- DNA/detection-DNA polymerase/reverse 
transcriptase. HEp-2 cell 3913, 4437. 

classification. use-RNA 5’-terminal structure 4837. 

DNA biosynthesis in vitro 5982. 

DNA polymerase inhibitor, review 1234. 

endogenous, isolation/characterization-DNA, Presbytis 
obscurus 938. 

infection/endogenous expression, inhibition-antiviral agent 
5722. 

oncogenesis. molecular biology, review 4666. 


provirus.DNA expression/synthesis, inhibition-poly (C) 5557. 


reverse transcriptase, inhibition-antitumour agent, base 
specificity 6210. 

RNA, oligonucleotide fingerprinting, review 3686. 

RNA, transcription/translation, review 3690. 

structure, review 2518. 

Oncornavirus (avian), 

protein biosynthesis, review 4667. 

recombinant, RNA, 3’-terminal/5’-terminal sequence, 
parental identification 4351. 

reverse transcriptase, associated unwinding activity 4582. 

reverse transcriptase, transcription-RNA 1140. 

Oncornavirus (mammalian), 

protein biosynthesis, review 4667. 

Onion, 

root, nucleoside diphosphatase isoenzyme, inhibition-sodium 
fluoride/glutaraldehyde 1737. 

Operator, 

DNA, interaction-repressor(lac), effect of magnesium ion/ 
sodium ion 1807. 

Operator (lac), 

Escherichia coli , synthesis/cloning 6119. 

recognition sequence, containing, DNA, cloning-Escherichia 
coli 6093. 

Operon, 

biotin, regulation fragment, Escherichia coli DNA, isolation 
5940. : 


Operon (deo), 

Escherichia coli , transcription unit overlapping 447. 

Escherichia coli , transcription initiation regulation 3064. 

regulation. Escherichia coli 3246. 

structure, Escherichia coli 956. 

Operon (lac), 

Escherichia coli , restriction endonuclease HindII fragment. 
insertion-phage M13 517. 

fusion-gene (ilvC), Escherichia coli K12 , characterization 
2064. 

molecular model 1060. 

mRNA, Escherichia coli , stability/translation kinetics 877. 

mRNA, degradation, role-translation 4368. 

mRNA, transcription, Escherichia coli cell extract. coupling 
translation 2292. 

Operon (leu), 

enzyme level, relationship-mRNA content, Escherichia coli 
781. 

Operon (rpoBC), 

transcription, effect of RNA polymerase subunit gene 
mutation, Escherichia coli 2827. 

Operon (trp), 

Escherichia coli , operator region, sequence analysis 5037. 

Escherichia coli , promoter-operator region, nucleotide 
sequence 5036. 

Escherichia coli /Salmonella typhimurium , structure/ 
regulation-transcription termination 1955. 

Escherichia coli /Salmonella typhimurium , initial 
transcribed region, nucleotide sequence, comparison 5038. 

Salmonelia typhimurium , promoter-operator region, 
nucleotide sequence 5039. 

transcription, chloramphenicol-treated Escherichia coli , 
mRNA release 4877. 


Orang utan, 
chromosome, human satellite DNA complementary sequence 
distribution 456. 


Orgyia pseudotsugata, 
nuclear polyhedrosis virus, DNA, characterization 1536. 


Orgyia pseudotsugata, 
nuclear polyhedrosis virus, DNA nucleotide sequence 2348. 


Ornithine decarboxylase, 

activity, regenerating rat liver, relationship-DNA 
biosynthesis 2048. 

regulation-RNA polymerase I activity 3265. 


Ornithogalum elatum, 
endosperm, nucleolar DNA amplification 467. 


Orotic acid, 
incorporation-RNA, mouse/rat/human tumour 847. 


Orthophosphate, 

inhibition-phage QB RNA polymerase, effect of metal ion/ 
substrate/template 5239. 

Oryza sativa, 

embryo, histone mRNA biosynthesis 826. 

Oryzias latipes, 

DNA content, effect of age 4376. 

Osmium tetraoxide, 

reaction-poly A (1,N®-etheno) 135. 

use-DNA nucleotide sequence determination 3148. 

use-polynucleotide electron microscopy 1861. 

Ouabain, ‘ 

effect on Sindbis virus RNA biosynthesis, ouabain-sensitive/ 
resistant Aedes albopictus 4315. 

Ovalbumin, 
m RNA, chick, isolation, agarose gel 238. 
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Ovalbumin,(continued) 
m RNA. coding sequence, presence-chicken DNA 
restriction fragment 454. 

gene. fragment. isolation, use-cloning 4539. 

gene. organization. chicken DNA 3179. 

gene. purification, chick DNA 1493. 

gene. restriction endonuclease mapping, detection-intragenic 
DNA spacers 3550. 4 

gene. sequence, chicken DNA 5962. 

gene. transcription-RNA polymerase II, hen oviduct 3071. 

mRNA. biosynthesis. induction-oestrogen/progesterone, 
chick oviduct culture 4874. 

mRNA. chicken, nucleotide sequence 5063. 

mRNA. chicken, 5’-terminal nucleotide sequence 5710. 

mRNA. chromatography. use-complementary DNA- 
cellulose 5662. 

mRNA. isolation-chicken oviduct polyribosome 1394. 

mRNA. secondary structure, comparison-complementary 
DNA transcript 1927. 

mRNA. translation-reticulocyte lysate 2208. 

Ovary, 

Carcinus maenas .tRNA methylation, inhibition-androgenic 
gland extract 721. 

Oviduct, 

chick. DNA polymerase activity/oestrogen receptor 
concentration. effect of progesterone 1716. 

hen. elongation factor EF-2, purification/characterization 
224. 


hen, initiation factor IF-2, purification/characterization 3421. 


Ovomucoid, 

mRNA. isolation-chicken oviduct polyribosome 1394. 

Ovum, 

Owenia fusiformis, 

chromatin, nuclear protein incorporation during regeneration 
3302. 

DNA biosynthesis, during development 5077. 

Oxalyl chloride, 

interaction-pyrimidine (4,6-dichloro-2-amino) 1821. 

Oxoglutarate, 

_ effect on thiol content/spleen chromatin 5342. 

Oxygen, 

concentration, effect on DNA strand breakage, irradiated 
Chinese hamster cell 1508. 

effect on y-irradiation, Micrococcus radiodurans 3502. 

effect on poly (A-U)/DNA -OH adduct 4726. 

stimulation-poly (ADP-ribose) biosynthesis, chick embryo 
heart cell culture 4736. 

Oxypurinol, 

effect on xanthine dehydrogenase, turkey liver 4597. 

Oxytricha, 

histone characterization 603. 

macronucleus, DNA terminal sequence 2003. 

macronucleus DNA, inverted terminal repeat sequence, 
isolation/characterization 4454. 

Ozone, 

effect on DNA degradation, Escherichia coli K12 3251. 

induced, DNA repair, Escherichia coli 5099. 


induction-DNA breakage, aerosolized Escherichia coli 1985. 


modification-R Nase T1 4557. 


i 


Pagurus pollicaris, 

satellite DNA, nucleotide sequence 2361. 

satellite DNA first-neighbour frequency, circular dichroism 
3548. 

Palladium, 

complex-adenine, IR-spectroscopy 635. 

Panax ginseng, 

extract, stimulation-DNA biosynthesis/RNA biosynthesis, 
rat bone marrow 2771. 

root extract, stimulation-DNA biosynthesis/protein 
biosynthesis, rat testis 5139. 

Pancreas, 

bovine, histone characterization 1759. 

bovine, tRNA (tryptophanyl) synthetase activity, role- 
histidine residue 4769. 

dog, amylase mRNA, isolation/translatior in vitro 1962. 

rat, DNA biosynthesis, effect of bovine pancreatic 
polypeptide 1006. 

rat, poly (A)-containing RNA frequency distribution during 
development 1461. 

Panicum miliaceum, 

style/stigma/pollen, RNA content 1390. 

Papaverine, 

inhibition-protein biosynthesis, Xenopus laevis oocyte 3002. 

Papaya mosaic virus, 

RNA, 5’-terminal structure 5693. 

Papilloma virus (human), 

DNA, palindrome sequence, characterization 1537. 

DNA heterogeneity 5929. 

DNA homology 5926. 

isolation/properties 944. 

Papio cyanocephalus, 

endogenous virus reverse transcriptase, purification/ 
characterization 1731. 

Papovavirus, 

DNA, detection, multiple sclerosis 352. 

review 5379. 

Paracentrotus lividus, 

mitochondria, DNA polymerase activity during development 
565. 

Paracetamol, 

effect on DNA biosynthesis/protein biosynthesis following 
yirradiation, Escherichia coli 1013. 

Paramecium aurelia, 

chromatin repeat unit analysis 1770. 

mitochondrial DNA, characterization 3920. 

mitochondrial DNA, cleavage-restriction endonuclease 
EcoRI 5050. 

replication-mitochondrial DNA 2743. 

Paramecium tetraurelia, 

cell cycle, DNA content 5809. 

cell cycle, regulation-DNA content 3562. 

DNA/protein biosynthesis, effect of excess DNA 6053. 

Paraquat, 

effect on DNA biosynthesis, rat lung 1623. 

Parotid gland, 

bovine, DNase I, purification/characterization 1694. 

Parthenocissus, 

tRNA, extraction, use-Sepharose 4B chromatography 4192. 

Parvovirus (bovine), 

infected spleen cell, DNA polymerase activity 5256. 

Parvovirus Lulll, 

DNA replication, Brij-58 lysed NB cell 6002. 
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Pea, 

see also Pisum 

poly (A)-containing mRNA. high-molecular weight ribulose 
bisphosphate subunit precursor biosynthesis 4323. 

root. nucleus, deoxyribonucleoprotein DNA, binding- 
aluminium 1755. 

seed, ribosomal protein, pH acidic 3398. 

seedling. DNA characterization following injury 3558. 

Peanut stunt virus, 

associated satellite-like RNA, characterization 5697. 

Pemphigus vulgaris, 

epithelium cell, uptake-tritium-labelled thymidine 121. 

Penicillium, 

characterization nuclease P| 527. 

Penicillium brevicompactum, 

RNase, 2’.3’-CMP cleavage, reaction mechanism 2080. 

Penicillium chrysogenum, 

mycophage, double-stranded RNA, induction-interferon, 
comparison-Penicillium chrysogenum mycophage/reovirus 
1455. 


purification/characterization-R Nase 546. 

virus, RNA, terminal structure 257. 

Penicillium citrinum, 

nuclease P1 biosynthesis, stimulation-phytin 528. 


virus, double-stranded RNA, characterization 2627. 

Penicillium claviforme, 

RNase. isolation/characterization 6137. 

Penicillium roqueforti, 

PR toxin, inhibition-rat liver. protein biosynthesis 5600. 

Pentagastrin, 

effect on protein biosynthesis, rat stomach mucosa ribosome, 
cell-free system 2226. 

Peptide, 

chain initiation, effect of abrin, wheat germ cell-free system 
228. 

interaction-adenine + cytosine-containing polynucleotide, 
circular dichroism 3742. 

interaction-DNA, use of-proflavine probe 3129. 

nucleotide complex, tissue specificity 4094. 

Peptidyltransferase, 

centre, Escherichia coli ribosome, substrate specificity 3780. 


Escherichia coli , substrate, adenine nucleoside aminoacyl 
derivative 112. 


Perichromatin, 

granule, rat hepatocyte, effect of cortisol/cycloheximide 1776. 

like granule, rat liver, nucleolar origin 5329. 

structure/cytochemistry 3300. 

Peridinium balticum, 

chromatin, isolation-histone 2136. 

Periplaneta americana, 

haemocyte, localization-RNA/DNA 3859. 

Peritoneal exudate cell, 

immune RNA-mediated transfer-tumour antigen response 
2119. 

Peromyscus, 

chromosome, genome characterization 6303. 

Peromyscus eremicus, 

heterochromatin DNA, transcript RNA, characterization 
2630. 

metaphase chromosome, localization-satellite DNA/poly(A)- 
containing RNA sequence 1782. 

Petroselinum hortense, 

mRNA, control-phenylalanine ammonia-lyase activity 3113. 

mRNA, translation-Xenopus laevis oocyte 1965. 


Petroselinum sativum, 

DNA sequence organization 2736. 

Petunia, ‘ 

root, RNA content, effect of petunia mottle virus infection 
836. 

Petunia hybrida, 

DNA content during development 324. 

DNA polymerase, transcription-bacterial DNA 1723. 

DNA repair, UV-irradiation-induced 5122. 

protoplast, uptake-Escherichia coli DNA 3594. 

Petunia mottle virus, 

infection, effect on petunia root RNA content 836. 

Pf1 virus, 

DNA, packaging, comparison-Xf virus 1534. 

H, 

silos on acridine orange DNA staining during mitosis 1477. 

effect on cytidine (O-ethyl)/cytidine (O*-ethy!)/uridine (O?- 
ethyl)/uridine (O4-ethy!)/thymidine (O?-ethyl)/thymidine (O*- 
ethyl) staility 2944. 

effect on DNA biosynthesis, Strongylocentrotus purpuratus 
egg 1037. 

effect on elongation factor G GTPase activity regulation 
5645. 

effect on normal/uracil (5-fluoro)-containing tRNA 
properties, Escherichia coli B 728. 

effect on poly (A), UV-spectroscopy 5548. 

effect on poly(A)-containing RNA, extraction-Glycine max 
seed 240. 

effect on RNA biosynthesis promoter site initiation 4881. 

effect on RNA/protein biosynthesis, Candida utilis 4891. 

Phage, 

Bacillus licheniformis /Bacillus thuringiensis , DNA, 
degradation-restriction endonuclease EcoRI 485. 

DNA, detection, use-ethidium bromide fluorescence 3491. 

DNA, hyperchromism 4429. 

DNA, molecular weight, use-electron microscopy 926. 

DNA, mycobacterium butyricum /mycobacterium phlei 
characterization 5002. 

DNA, uptake, Escherichia coli Ccell surface 
lipopolysaccharide/membrane protein mutation, effects on 
microvirid phage DNA transfection 6076. 

DNA rearrangement, review 2515. 

infection, human lymphocyte, effect on DNA biosynthesis 
5086. 


mutant, DNA length, electron microscopy 426. 


repressor inactivation, mechanism 3572. 

RNA biosynthesis, relationship-Escherichia coli rRNA 
biosynthesis 827. 

single-stranded DNA, growth-Escherichia coli replication 
mutant 5999. 

Phage a3, 

DNA biosynthesis, Escherichia coli replication mutant 2748. 

Phage £, 

DNA, relationship-phage y 2712. 

Phage 1, 

DNA, transfection-Bacteroides thetaiotaomicron 1066. 

Phage y, 

DNA, relationship-phage 8 2712. 

Phage A, 

b2 deletion, measurement 1993. 

chromosome integration, role-DNA insertion sequence IS 
3982. 

cro protein, action mechanism 4093. 

deletion/substitution mutant, DNA, mapping 927. 

DNA, att site structure 928. 


—eeoaeoe—————————eEeEeEeeeeeeeyeEeyeE>EEEEEE—————————————— ee 


166 


IRL©1979 


Nucleic Acids Abstracts 


eS ee ee ee ee eee ee 


Phage A,(continued) 
DNA, attachment site, nucleotide sequence 3521. 
DNA. cos site. nucleotide sequence 3908. 
DNA, denaturation-magnesium chlorate, spectroscopy/ 
electron microscopy 3907. 
DNA. effect of psoralen-damaged phage A superinfection, 
Escherichia coli 2792. 
DNA. effect of psoralen-damaged phage 186, Escherichia 
coli 2793. 
DNA. Escherichia coli transfection efficiency 6105. 
DNA. function, relationship-sequence 4528. 
DNA. in vitro transcription 2274. 
DNA, interaction-furocoumarin 4408. 
DNA. UV-irradiation-induced binding-angelicin/xanthotoxin 
2332. 
DNA. isolation-Escherichia coli genome attachment site- 
containing restriction fragment 2678. 
DNA, localization-Escherichia coli ribosome binding site 
2710. 
DNA. restriction endonuclease cleavage site, mapping 1995. 
DNA, restriction endonuclease mapping 2342, 2343, 2344, 
5899. 
DNA biosynthesis, requirement-Escherichia coli gene (dnaJ)/ 
gene (dnaK) 6000. 
DNA late transcription, depression-Escherichia coli minicell 
849. 
DNA length, electron microscopy, dependence-dehydration 
3161. 
DNA packaging. electron microscopy 5896. 
DNA packaging, role-cohesive end site/gene (A) protein 
2708. 
DNA packaging, role-gene (D) protein 2709. 
DNA repair, Escherichia coli gene (dnaB) mutant, effect of 
temperature shift 1584. 
DNA repair, role-gene (lex) 6022. 
DNA replication, nitrous acid-induced deletion 988. 
DNA replication, review 3697. 
DNA replication, role-gene (O)/gene (P) product 3965. 
DNA replication initiation in vitro, gene (P) product 
promotion 2377. 
DNA sequence homology-phage 980/981 2707. 
DNA vector, construction/characterization 6106. 
exclusion-phage T1 3239. 
_ galactose operon containing recombinant plasmid, 
construction 5167. 
gene (cro), nucleotide sequence 1527. 
gene (cro)/gene (clI)-containing DNA, nucleotide sequence 
4430. 
gene (N) protein, identification 6108. 
head, DNA arrangement, X-ray diffraction 932. 
integration/excision, review 3695. 
mediated transduction, plasmid ColE1 DNA 2411. 
mouse globin gene containing, cloning 1065. 
penetration-Escherichia coli, role-phosphoenolpyruvate- 
Sugar phosphotransferase 5187. 
phage g80 hybrid, DNA, restriction endonuclease Hind/ 
Escherichia coli RNA polymerase cleavage pattern 1665. 
promoter, enhancement-cloned plasmid transcription 6107. 
promoter(trp) mRNA stability, role-gene(tof) product 1651. 
prophage DNA, transfection-Escherichia coli spheroplast 
5181. 
protein(cro), protein, properties/structure 1222. 
replication origin-containing plasmid, construction 5166. 
replication protein, biosynthesis-cell-free system 1346. 
_ repressor, amino acid sequence 3679. 
repressor, expression, control-gene (tof) 6104. 
"RNA, characterization-Escherichia coli ribosome binding 


site 795. 

RNA biosynthesis, effect of salt concentration/heparin/ 
enzyme-DNA ratio/temperature 4882. 

RNA transcript, identification-5’-terminal oligonucleotide 
4823. 

mRNA transcription, specificity 5732. 

rRNA gene promoter region, cloning 2072. 

structure/assembly, review 3692. 

transducing, DNA, restriction endonuclease EcoRI cleavage 
mapping 3522. 

transducing, rRNA transcription 3826. 

transducing, use-Escherichia coli K12 cysteine mRNA 
biosynthesis regulation determination 1949. 

transduction-gene (rep), Escherichia coli 2061. 

transfection-Escherichia coli K 12, calcium chloride- 
dependent system, characterization 5188. 

Phage Afus2, 

carrying, Escherichia coli ribosomal protein gene, 
organization/identification 1998. 

Phage Afus3, 

DNA, use-Escherichia coli ribosomal protein gene mapping 
2001. 

Phage Agt, 

hybrid-plasmid pMB9, transduction-Escherichia coli 3238. 

Phage AplacS, 

DNA, RNA polymerase binding site 1992. 

Phage @A, 

DNA/growth, infected Escherichia coli , effect of mitomycin 
@3573: 

Phage @B, 

Brevibacterium flavum , DNA, characterization 3524. 

DNA, denaturation map 930. 

DNA, partial denaturation, effect of denaturation condition 
5901. 

Phage ge, 

Bacillus subtilis , DNA, characterization, comparison-phage 
SP82/phage SPO1 5913. 

Phage pLL55, 

infected Lactobacillus lactis, DNA biosynthesis/RNA 
biosyntesis/protein biosynthesis 3568. 

Phage pXsBI, 

restriction, Escherichia coli B restriction endonuclease 
recognition site DNA 5900. 

Phage pXtB, 

DNA, restriction endonuclease Haelll fragment, comparison- 
phage gX174/phage St-1 5003. 

Phage @X174, 

closed double-stranded circular DNA, interaction-single- 
stranded DNA, endonuclease digestion 2685. 

codon use, pattern 3767. 

DNA, denaturation map 5897. 

DNA, duplex region, cleavage-Haemophilus aegyptius 
restriction endonuclease 1698. 

DNA, heterologous transfection system 4529. 

DNA, irradiation treated, effect of H radical 4397. 

DNA, nucleotide sequence 5898. 

DNA, photodynamic effect-proflavine 3132. 

DNA, photodynamic inactivation-proflavine, mechanism 
917. 

DNA, replication in vitro, uracil excision-repair, during 5101. 

DNA, replication origin, nucleotide sequence 4431. 

DNA, restriction endonuclease Haelll fragment, comparison- 
phage gXtB/phage St-1 5003. 

DNA, substrate, DNA biosynthesis, efect of UV-irradiation- 
induced mutagenesis 6018. 

DNA biosynthesis, Escherichia coli mutant (dnaH), effect of 
rifampicin/uracil depletion 3567. 
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Phage 9X174,(continued) 

DNA biosynthesis. role-Escherichia coli gene(dnaB) protein 
989. 

DNA biosynthesis in vitro, dependence-replicative form 
DNA 462. 

DNA melting curve 1529. 

DNA photodynamic inactivation-proflavine hemisulphate 
385. 

DNA replication cycle, electron microscopy 3162. 

Escherichia coli, coinfection-phage G4, dimeric replicative 
form DNA, origin 5907. 

gene (dnaB protein, characterization/role-DNA biosynthesis 
5087. 

gene (G)-containing plasmid pg XG, construction/ 
characterization 2790. 

infected Escherichia coli , eclipsed particle production 3972. 

UV irradiation treated, DNA biosynthesis, native/UV- 
irradiation treated Escherichia coli 2755. 

single-stranded DNA, photosensitization-proflavine, effect of 
sulphur compound 4957. 

single-stranded DNA biosynthesis, effect of chloramphenicol/ 
rifampicin 2384. 

superhelical DNA, effect of bleomycin 5849. 

template, DNA synthesis, priming-oligonucleotide 1314. 

Phage 9105, 

Bacillus subtilis superinfection, phage DNA degradation 
4473. 

infected Bacillus subtilis , DNA transfection activity/ 
structure 6103. 

Phage g15, 

DNA, restriction endonuclease target site distribution 1528. 

Phage 929, 

DNA, restriction endonuclease target site distribution 1528. 

DNA, transfection-Bacillus subtilis , dose response 1640. 

DNA-protein complex, characterization 3305, 4657. 

DNA 5'-terminal-associated protein, isolation/ 
characterization 6312. 

mRNA biosynthesis/properties, UV-irradiation-treated 
Bacillus subtilis 3827. 

Phage 96, 

RNA, fixation, chromic acid + formaldehyde 3523. 

Phage 980, 

DNA, restriction endonuclease mapping 2344. 

DNA sequence homology-phage A/@81 2707. 

phage A hybrid, DNA, restriction endonuclease Hind/ 
Escherichia coli RNA polymerase cleavage pattern 1665. 

prophage induction. Escherichia coli , role-gene (recBC) 
DNase 5229. 

Phage 981, 

DNA sequence homology-phage A/@80 2707. 

Phage w3, 

DNA. transfection, pneumococcus 2412. 

Phage A25, ; 

replication, interference mechanism, Streptococcus pyogenes 
5088. 

Phage c,, 

effect of O-methylhydroxylamine 4395. 

Phage DDVI, 

DNA methylase activity, effect of S-adenosyl/S-uridyl/S- 
cytidyl/S-inosyl homocysteine 5288. 

Phage Dp-4, 

DNA, transfection-Streptococcus pneumoniae 3983. 

Phage fd, 

DNA, interaction-Escherichia coli RNA polymerase, 
binding site mapping, electron microscopy 430. 

DNA, interaction-Escherichia coli RNA polymerase, 
dissociation kinetics 553. 
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DNA, melting curve/denaturation map 5905. 

DNA, melting region, mapping 3164. 

DNA-binding protein, interaction-DNA, characterization 
6308. 

DNA replication origin, nucleotide sequence 2345. 

DNA-RNA helix, photochemical cross-linking-psoralen 
derivative 2699. 

single-stranded-replicative form conversion origin, RNA 
sequence determination 2615. 

template, DNA synthesis, priming-oligonucleotide 1314. 

transposition-Escherichia coli kanamycin resistance 
sequence 3240. 

Phage FIC, 

growth, host-dependent restriction, Escherichia coli 3840. 

Phage f1, 

DNA, gene (IV) fragment, nucleotide sequence 3529. 

gene (5) product, interaction-DNA/polynucleotide 3871. 

infected Escherichia coli , RNA translation in vitro 4904. 

protein A, gene (3) product, complex-DNA, characterization 
6313. 

replication origin, nucleotide sequence 431. 

Phage f2, 

double-stranded-RNA, induction-interferon, human 
leukocyte 3097. 

RNA, secondary structure 246. 

Phage gi2, 

DNA, characterization 4434. 

Phage g16, 

DNA, characterization 4434. 

Phage g18, 

DNA, characterization 4434. 

Phage g3, 

DNA, characterization 4434. 

Phage G4, 

closed double-stranded circular DNA, interaction-single- 
stranded DNA 2684. 

closed double-stranded circular DNA, interaction-single- 
stranded DNA, branch migration 2686. 

closed double-stranded circular DNA, interaction-single- 
stranded DNA, endonuclease digestion 2685. 

DNA, negative strand initiation site, nucleotide sequence 
5005. : 

DNA replication initiation, Escherichia coli gene (dnaG) 
protein RNA primer, characterization 5703. 

double-stranded DNA replication, Escherichia coli mutant 
(dna) 5089. 

Escherichia coli coinfection-phage 9X 174, origin-dimeric 
replicative form DNA 5907. 

gene K identification 4435. 

replicative form DNA, synthesis 2749. 

replicative form DNA, synthesis, origin 2714. 

replicative form location, 3’-terminal location 933. 

single-stranded DNA, synthesis 2715. 

viral/complementary DNA biosynthesis origin, nucleotide 
sequence 3166. 

Phage g8, 

DNA, characterization 4434. 

Phage JI, ; 

DNA, physical properties 929. 

Phage MS2, 

codon use, pattern 3767. 

poly(A)-containing RNA transcript, in vitro synthesis-avian 
myeloblastosis virus reverse transcriptase 1139. 

RNA, binding-platinum surface 242. 

RNA fragment, regulation activity 3096. 

Phage Mu, 

adsorption, role-DNA G segment orientation 3909. 
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Phage Mu,(continued) 

oat mutant, DNA characterization, electron microscopy 
934. 

DNA, G segment orientation, role-growth 3530. 

DNA G segment, inversion 5010. 

immunity gene, cloning 2059. 

infectivity, rolee- DNA G segment orientation 3906. 

integration mechanism 5185. 

protein biosynthesis, infected Escherichia coli minicell 5595. 

protein biosynthesis in vitro 4215. 

Phage Mu-1, 

early functions, role-Escherichia coli chromosome 
aberration 3676. 

inhibition-Escherichia coli mutant (recA) DNA breakdown 
6128. 

use-Escherichia coli plasmid RP4 transposition 6100. 

Phage MX4, 

Myxococcus xanthus , DNA, characterization 2711. 

Phage M13, 

DNA. replicative intermediate, structure 4433. 

DNA, transcription mechanism 4850. 

DNA-binding protein, cross-linking-single-stranded DNA, 
Escherichia coli UV-irradiation 1223. 

DNA replication, electron microscopy 1570. 

DNA replication, role-DNA polymerase I-associated 
nuclease (exo) 1087. 

duplex DNA, replication, cell-free system 4472. 

gene (V) protein, unwinding-DNA, NMR 1792. 

hairpin DNA, isolation/characterization 2679. 

insertion-Escherichia coli operon(lac) restriction 
endonuclease HindIl fragment 517. 

nascent replicative form DNA, structure 2346. 

replicative form DNA, electron microscopy 1533. 

single-stranded DNA, UV-irradiation cross-linking-DNA- 
binding protein 2904. 

single-stranded-DNA, methylation, introduction-restriction 
endonuclease cleavage site 5906. 

single-stranded DNA, transcription-Escherichia coli RNA 
polymerase, effect of Escherichia coli DNA-binding protein 
1224. 

Phage M2, 

Bacillus subtilis , genome DNA, mapping 1531. 

DNA, restriction endonuclease target site distribution 1528. 

Phage Nf, 

DNA. restriction endonuclease target site distribution 1528. 

Phage N4, 

RNA polymerase, structure/transcription selectivity 6163. 

RNA polymerase, template requirement 6169. 

Phage PBS2, 

DNA polymerase, inhibition-dextran sulphate DNA 
contamination 5258. 

RNA polymerase, transcription specificity 2095. 

Phage PL-1I, 

Lactobacillus casei , DNA characterization/transcription 
5009. 

Phage PM2, 

circular DNA, ethanol solution, circular dichroism 3528. 

DNA, binding-iodine-125-labelled proflavine (iodo), 
induction-double-stranded breakage 3131. 

DNA, methyl methanesulphonate-alkylated, repair, 
requirement-DNA N-glycosidase/apurinic site-specific 
endonuclease 1011. 

DNA replication, localization-infected Pseudomonas 
membrane 4483. 

double stranded DNA, fragmentation-bleomycin 4951. 

Phage PRS, 

DNA, characterization 5909. 


Phage PS8, 

Agrobacterium tumefaciens , DNA physicochemical 
properties 2713. 

Phage P1, 

DNA, Iccalization-insertion sequence IS1 5903. 

DNA G segment, inversion 5010. 

plasmid maintenance mutant, Escherichia coli , 
characterization 4986. 

Phage P2, 

DNA, maturation 5125. 

DNA replication, strand-specific breakage 3945. 

mutual derepression, phage P4 5182. 

Phage P22, 

DNA, restriction endonuclease mapping 3165. 

DNA packaging, analysis 3199. 

head, DNA arrangement, X-ray diffraction 932. 

lysogen-excision defective, replication/DNA encapsidation 
5090. 

repressor (c2), purification/properties 1800. 

transduction-Salmonella typhimurium , prophage excision 
defect 6109. 

Phage P4, 

DNA, restriction endonuclease cleavage mapping 5908. 

genome, mapping 3532. 

genome, transcription map 3533. 

hybrid-plasmid ColE1, eodsimiction) oharaciaucslion 6097. 

mutual derepression, phage P2 5182. 

Phage P7, 

DNA G segment, inversion 5010. 

Phage Qf, 

clone, RNA nucleotide sequence heterogeneity 3432. 

coat cistron initiator region site-directed mutation, effect on 
RNA binding-ribosome 2255. 

coat protein gene segment, enzymatic synthesis 4189. 

host factor, RNA-binding protein, use-phylogeny study, 
Pseudomonas 4652. 

poly(A)-containing RNA transcript, in vitro synthesis-avian 
myeloblastosis virus reverse transcriptase 1139. 

RNA, recognition site, Escherichia coli ribosomal protein S1 
il 

RNA, secondary structure 246. 

RNA polymerase, inhibition-orthophosphate/pyrophosphate, 
effect of metal ion/substrate/template 5239. 

RNA replication, polymer formation rate 4883. 

RNA 68, nucleotide sequence, interaction-RNA replicase 
4277. 

variant, RNA, inactivation-UV -irradiation 790. 

Phage R17, 

DNA, interaction-benzo(a)pyrene 7,8-dihydrodiol-9, 10-oxide 
5858. 

Phage S-2L, 

DNA, adenine, purine (2,6-diamino)-substituted 5911. 


Phage SD, 
DNA, interaction-sodium bisulphite 365. 
DNA packaging, use-light-induced capsid degradation 428. 


Phage sd, 

DNA, effect of 8-methoxypsoralen + UV-irradiation 4969. 

UV-irradiation-induced mutagenesis, role-thymine dimer 
1495, 

Phage SPO1, 

Bacillus subtilis , DNA, characterization, comparison-phage 
SP82/phage ge 5913. 

DNA, binding-Bacillus subtilis RNA polymerase, effect of 
transcription inhibitory protein 5249. 

gene (31) temperature-sensitive mutant, DNA biosynthesis 
6048. 
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Phage SPO1,(continued) 

modified, Bacillus subtilis RNA polymerase subunit, 
purification 2829. 

modified Bacillus subtilis RNA polymerase, promoter 
recognition 3622. 

mRNA, translation, Bacillus subtilis minicell 5789. 


Phage SPP 1, 
DNA. complementary strand polarity 5914. 


Phage SP82, 

Bacillus subtilis , DNA, characterization, comparison-phage 
SPO1/phage ge 5913. 

DNA, transcript localization 1916. 

modification-Bacillus subtilis RNA polymerase, effect on- 
transcription specificity 5245. 

RNA translation product, in vivo/in vitro 2302. 

Phage SP82G, 

renatured DNA, biological activity 1641. 

mRNA. translation, Bacillus subtilis minicell 5789. 

Phage Stl, 


DNA, restriction endonuclease HaellI fragment, comparison- 


phage 9X174/phage gXtB 5003. 

Phage Tg9, 

DNA, denaturation map 930. 

DNA, partial denaturation, effect of denaturation condition 
5901. 

Phage Tl, 

DNA, UV -irradiation-induced damage, immunological 
activity 1751. 

exclusion-phage A 3239. 

iodine-125 decay, DNA breakage/repair 5868. 

Phage T2, 

DNA. binding-Escherichia coli RNA polymerase 1111. 

DNA, double-stranded breakage, production-bleomycin 384. 

DNA methylase, adenine-specific, sequence specificity 3276. 

high-molecular weight DNA, physical properties, effect of 
sodium chloride concentration 3525. 

infected. Escherichia coli , RNA polymerase kinetics 2821. 

UV -irradiation/X-irradiation-treated, effect on Escherichia 
coli RNA biosynthesis 4321. 

tRNA, 3'-terminal residue biosynthesis, evolution 4745. 

Phage T3, 

DNA, in vitro packaging 5006. 

DNA transcription-RNA polymerase, Escherichia coli cell- 
free system, effect of temperature 3828. 

plasmid F’ DNA protection-host-controlled restriction, 
Escherichia coli 2410. 

RNA polymerase, transcript size/interaction-DNA 2098. 

Phage T4, 

amber mutant, suppressed, mutator/antimutator phenotype 
2058. 

anti-late RNA biosynthesis, regulation 289. 

dCMP deaminase, role-nucleotide (deoxyribo) biosynthesis 
2473. 

deoxynucleotide kinase mRNA stabilization, role- 
Escherichia coli ribosome 4243. 

DNA, cloning 2057. 

DNA, complex-ethidium bromide, fluorescence 
depolarization 386. 

DNA, endonuclease cleavage kinetics 1666. 

DNA, fragment, cloning 1069. 

DNA, packaging 3527. 

DNA, purine (2-amino) incorporation, mutation frequency, 
effect of temperature 1266. 

DNA, resistance-restriction endonuclease, role-gene 2 
product 2799. 

DNA, uptake-human cell culture 3592. 


DNA arrangement 1532. 

DNA ligase, joining-DNA restriction endonuclease fragment 
5287. 

DNA ligase activity, effect of ATP analogue 5286. 

DNA packaging 427. ; : 

DNA polymerase, biological properties, effect of amino acid 
substitution 1717. 

DNA polymerase, inhibition-dextran sulphate DNA 
contamination 5258. 

DNA polymerase, interaction-dCMP hydroxymethylase 
1714. 

DNA replication-associated pyrimidine nucleotide 
(deoxyribo) biosynthesis, inhibition-mitomycin C/proflavine 
990. 

DNA unwinding protein, interaction-DNA/poly d(A-T) 3681. 

DNA unwinding protein, interaction-poly (dA)/poly (dT)/ 
poly d(A-T)/poly d(A-T), circular dichroism 3680. 

early RNA biosynthesis, infected Escherichia coli . 
relationship-DNA replication/gene (55) product 5734. 

endonuclease V, effect on photoproduct-containing DNA 
2432. 

endonuclease V, stimulation-DNA repair, uy-irradiation- 
treated human cell 6132. 

Escherichia coli B, cytosine-containing DNA 5804. 

gene (dar), role-DNA replication 5183, 5184. 

gene(rII)-containing recombinant plasmid, construction/ 
properties 2788. ; 

gene(49) mutant, gene(X) mutation-containing, 
pseudorevertant DNA structure 931. 

head, DNA organization, electron microscopy/X-ray 
diffraction 5912. 

infected cell, DNA biosynthesis, effect of nucleoside 
(deoxyribo) 4147. 

iodine-125 decay, DNA breakage/repair 5868. 

UV-irradiation-treated, recombination, effect of Escherichia 
coli gene (polA)/gene (recA)/gene (uvrA) 6110. 

late gene expression, relationship-DNA biosynthesis 1067. 

modified RNA polymerase, transcription-phage T4 late gene 
in vitro 2823. 

mutagenesis, induction-UV-irradiation 3885. 

mutant, infection-Escherichia coli , RNA biosynthesis 1420. 

mutant (PseT 1), polynucleotide kinase, characterization 3632. 

t-peptide, Escherichia coli tRNA (valyl) synthetase 
modifying, purification/properties 1887. 

T-peptide, modified Escherichia coli tRNA (valyl) 
synthetase, structure 1888. 

polynucleotide kinase, polynucleotide3'-phosphatase activity 
L152; 

polynucleotide ligase, joining-synthetic DNA 5293. 

recombination-deficient mutant, DNA biosynthesis 991. 

tRNA, 3’-terminal residue biosynthesis, evolution 4745. 

tRNA Arg, nucleotide sequence 2562. 

tRNA Arg suppressor (psu,top), isolation/characttrization 
2563. 

RNA ligase, catalysis-nucleoside diphosphate addition- 
oligonucleotide 4041. 

RNA ligase, catalysis-trinucleotide joining 4042. 

RNA ligase, DNA joining 5294. 

RNA ligase, oligonucleotide synthesis, substrate specificity 
3747. 

RNA ligase, use-modified nucleoside3’,5'-bisphosphate 
incorporation-oligonucleotide 3729. 

tRNA Thr, nucleotide sequence 4195. 

stimulation-DNA biosynthesis, temperature-sensitive 
Escherichia coli mutant 496. 

thymidine kinase, purification/characterization 2110. 
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Phage TS, 

DNA fragment, 3’-terminal sequence 1530. 

gene nuclease, (D15)role-DNA nicking 1086. 

genome DNA, restriction endonuclease mapping 429. 

induced, DNA polymerase, dead-end complex 
characterization 1720. 

induced, DNA polymerase, primer template replication 1719. 

induced deoxynucleotide monophosphatase, properties 1157. 

induced DNA polymerase, template DNA hydrolysis, primer 
oligonucleotide-mediated inhibition 1667. 

promotor, interaction-Escherichia coli RNA polymerase 
2089. 

Phage T6, 

tRNA, 3'-terminal residue biosynthesis, evolution 4745. 

Phage T7, 

alkylated DNA, recombination, effect of nalidixic acid 1068. 

depurinated DNA, repair in vitro 3204. 

DNA, accumulation-Escherichia coli assembly blocking 
mutant 6078. 

DNA, binding-Escherichia coli RNA polymerase 1111. 

DNA, binding-Escherichia coli RNA polymerase, 
displacement-heparin 1700. 

DNA, cloning, use-gene mapping 5012. 

DNA, compiex-Escherichia coli RNA polymerase 1110. 

DNA, early region restriction endonuclease fragment, 
hybridization nfapping 433. 

DNA, Escherichia coli RNA polymerase primed abortive 
initiation-RNA biosynthesis 4334. 

DNA, fractionation-endonuclease $1 523. 

DNA, interaction-benzo(a)pyrene 7,8-dihydrodiol-9, 10-oxide 
5858. 

DNA, interaction-Escherichia coli RNA polymerase, 
photochemical cross-linking 6172. 

DNA, y-irradiation-induced cross-linking-protein, 
measurement 5843. 

DNA, linear dichroism 4436. 

DNA, promoter-containing fragment, differential melting 
curve measurement 5902. 

DNA, promotor/terminator isolation, use-restriction 
endonuclease BsuR 5836. 

DNA, replicative intermediate, structure/maturation 5904. 

DNA, ribosome binding site, electron microscopy 5Q11. 

DNA, sedimentation rate/viscosity, effect of methylmercuric 
hydroxide 4432. 

DNA, spermidine-induced condensation, electron 
microscopy 382. 

DNA, terminal redundant region, role-phage production 
2787. 

DNA biosynthesis, removal-associated RNA 814. 

DNA infectivity, Escherichia coli transfection 1644. 

DNA mapping-Escherichia coli RNA polymerase binding 
site 5004. 

DNA packaging in vitro 5007. 

early region, DNA, restriction endonuclease cleavage 

‘ mapping 5910. 

early mRNA, stability, role-Escherichia coli ribosome 4349. 

gene (4) protein + DNA polymerase, DNA product, 
characterization 5008. 

gene (4) protein, purification/characterization, stimulation- 
DNA polymerase 5359. 

gene(0-3) mRNA, mapping-ribosome binding site 796. 

head, DNA arrangement, X-ray diffraction 932. 

late gene, transcription, regulation 2641. 

lysozyme mRNA, size, effect of RNase III 5672. 

lysozyme mRNA, translation efficiency, effect of RNase III 
SS. 


~ mutation, effect on gene (0.3) protein biosynthesis 5673. 


plasmid F' DNA protection-host-controlled restriction, 
Escherichia coli 2410. 

poly (A) biosynthesis/R NA biosynthesis, effect of template/ 
primer 4888. 

promoter, DNA, polynucleotide sequence, synthesis 2959. 

protein kinase, phosphorylation-Escherichia coli initiation 
factor IF-3 775. 

replicating/recombining DNA, purification/characterization, 
infected Escherichia coli 3531. 

RNA biosynthesis, effect of salt concentration/heparin/ 
enzyme-DNA ratio/temperature 4882. 

RNA biosynthesis, initiation kinetics 4361. 

RNA polymerase, RNA/poly (A), initiation specificity 2830. 

RNA polymerase product, hybridization-DNA restriction 
fragment 1112. 

RNA polymerase promoter, structure 432. 

RNA transcript, identification-5'-terminal oligonucleotide 
4823. 

superinfection-Escherichia coli , effect on DNA transfer 
6077. 

Phage Vi, 

DNA, determination-single-stranded fragment 1479. 

Phage 186, 

DNA, effect of psoralen-damaged phage 186, Escherichia 
coli 2793. 

Phage 2C, 

DNA biosynthesis, Bacillus subtilis 2378. 

Phage 52HJD, 

infected Staphylococcus aureus , DNA replication 992. 

Phagocyte, 

human mononuclear, effect on DNA biosynthesis, 
lymphocyte 1630. 

Phagocytosis, 

human leukocyte, role-RNA metabolism 315. 

Pharbitis nil, 

photoinduced flowering, relationship-RNA biosynthesis 4346. 

Phaseolus, 

tRNA, extraction, use-Sepharose 4B chromatography 4192. 

Phaseolus aureus, 

chromatin, RNA biosynthesis, effect of endogenous RNase 
1678. 

DNA, rRNA gene distribution 2737. 

tRNA (cysteinyl) synthetase, purification/characterization 
4763. 

Phaseolus vulgaris, 

chloroplast, tRNA Phe primary structure, comparison- 
Euglena gracilis 1336. 

protein G1 mRNA, translation/product characterization, cell- 
free system 5799. 

mRNA, in vitro translation product 3854. . 


mRNA analysis, role-polyribosome formation 272. 


RNA biosynthesis/protein biosynthesis, effect of ethanol/ 
acetone 1452. 

Phenanthreneoxide, 

interaction-guanosine/inosine 88. 

Phenanthridine, 

inhibition-RNA biosynthesis 848. 

1,10-Phenanthroline, 

effect on DNA biosynthesis/RNA biosynthesis, mouse liver/ 
spleen 6057. 

Phenol, 

use-alkylated DNA/RNA extraction, L1210 leukaemia cell 
4266. 

Phenosafranine, 

binding-DNA, characterization 3890. 
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Phenosafranine,(continued) 

interaction-DNA, circular dichroism 4393. 

interaction-DNA, spectroscopy 4956. 

interaction-DNA/RNA, spectroscopy 4955. 

Phentermine, 

effect on DNA biosynthesis, rat kidney/liver 2050. 

Phenylalanine, 

effect on protein biosynthesis, brain 3005. 

Phenylalanine ammonia-lyase, 

activity. control-mRNA, Petroselinum hortense 3113. 

N-Phenyl-N-Methyl-w-Chloroalkylsulphonamide, 

interaction-pyrimidine (hydroxy) 3704. 

Phenylpyruvate, 

effect on calf brain tRNA (aminoacyl) synthetase 734. 

Phenytoin, 

effect on DNA biosynthesis, human bone marrow 6067. 

Philosamia cynthia X ricini, 

RNA virus, isolation/characterization 4835. 

Phleomycin, 

antibacterial activity, potentiation-pyrimidine (thiazolol 5,4- 
d]) derivative, Escherichia coli 2931. 

induction-alkaline phosphatase, choriocarcinoma cell 118. 

Phoenix dactylifera, 

RNA biosynthesis 4860. 

Phorbol, 

derivatives, effect on DNA biosynthesis, mouse fibroblast 
1050. 

stimulation-histone biosynthesis, mouse epidermis 1761. 

Phosgene, 

interaction-uridine (6-aza) 85. 

Phosphate, 

deficiency, Spirodela oligorrhiza , effect on alkaline 
phosphatase/R Nase activity 529. 

effect on acid denaturation-RNase A 2439. 

role, DNA biosynthesis during 3T3 cell growth 2782. 

Phosphodiesterase, 

Crotalus adamanteus , DNA-specific endonuclease single- 
stranded, characterization 2431. 

Phosphodiesterase I, 

organ distribution/characterization, human/rat/dog 1160. 

Phosphoenolpyruvate carboxykinase, 

mRNA, translation-cell-free system 1961. 

Phosphogluconate dehydrogenase, 

mRNA, quantitation, rat liver 4807. 

Phosphonoacetic acid, 

effect on DNA biosynthesis, Epstein-Barr virus-infected 
human lymphocyte 3200. 

inhibition-African swine fever virus DNA replication, 
infected Vero cell 3966. 

inhibition-DNA replication, varicella zoster virus 1618. 

inhibition-Epstein-Barr virus transformation-human B- 
lymphocyte 6008. 

inhibition-eukaryote DNA polymerase a 5263. 

sensitivity, DNA polymerase, temperature-sensitive herpes 
simplex virus mutant 1130. 

Phosphonoformate, 

inhibition-eukaryote DNA polymerase a 5263. 

N-Phosphonylacetylaspartate, 

antitumour activity/toxicity, effect of uridine, mouse lung 
carcinoma 685. 

Phosphoprotein, 

acidic, HeLa cell ribosomal subunit 60S, comparison-rat 755. 

binding site, distribution-Rauscher leukaemia virus genome 
RNA 1400. 

nuclear, phosphorylation, stimulation-histone 1190. 

Phosphoprotein phosphatase, 

HeLa cell ribonucleoprotein, characterization 2873. 


Phosphorus oxychloride, 

interaction-adenine arabinoside 2150. 

Phosphosphingolipid, ; 

biosynthesis, Bacteroides melaninogenicus , role-nucleoside 
5478. 

Photobacterium phosphoreum, 

purification-2’-GMP/3'-GMP 1297. 

Physarum, 

RNA polymerase pattern during growth/differentiation 4013. 

Physarum polycephalum, 

chromatin, localization-rRNA 19S/rRNA 26S gene 4068. 

chromatin structure 4623. 

DNA analysis, use-netropsin/caesium chloride density 
gradient 2360. 

DNA polymerase, characterization 2845. 

endonuclease, purification/characterization 1672. 

mitochondrial DNA, biosynthesis/distribution 5988. 

nuclear DNA, foldback sequence organization 5950. 

nucleolus, chromatin structure 6267. 

nucleus/nucleolus, RNA transcription, control 3077. 


polyribosome, preparation 765. 


protein biosynthesis during nuclear division 1891. 
replicon, direction-DNA replication 5990. 
RNA, isolation/properties during mitosis 3790. 


RNA, transcription-nucleus/nucleolus/chromatin 818. 
RNA biosynthesis, modification-cadmium 4894. 
tRNA gene, chromatin structure 2007. 


tRNA gene, stability during active growth 5158. 
RNA polymerase II, purification method 4016. 
RNA polymerase II activity, during differentiation 2097. 


RNase I, use-RNA sequencing 540. 
RNase I/RNase II, isolation/characterization 5220. 


rRNA gene, replication 980. 

tRNA biosynthesis during division cycle 720. 

Phytin, 

stimulation-nuclease P1 biosynthesis, Penicillium citrinum 
528. 

Phytohaemagglutinin, 

induction-thymidine kinase, human lymphocyte 577. 

stimulation, effect on RNA polymerase I activity during 
lysine deprivation, human lymphocyte 552. 

stimulation, human lymphocyte, effect on DNA biosynthesis 
kinetics 3588. 

stimulation, human lymphocyte, effect on RNA polymerase 
I/RNA polymerase II pool activity 6179. 

stimulation-DNA biosynthesis, human lymphocyte, DNA 
characterization 3589. 

stimulation-DNA biosynthesis, leukaemia cell 2409. 

stimulation-human lymphocyte during amino acid starvation. 
effect on protein biosynthesis/RNA biosynthesis/DNA 
biosynthesis 1349. 

Pibobromane, 

effect on Triticum aestivum DNA/RNA content 3862. 

Picea, ; 

crossability pattern, evaluation, DNA reassociation kinetics 
85595 

Pichinde virus, 

RNA, characterization 3799, 5675. 
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‘Pig, 
ee deaminase, sulphydry! group determination 
634. 
intestinal tract, substance, inhibition-bacterial DNase 2443. 
1 “Spatioas factor EF-1a, purification/characterization 
9: 
liver, elongation factor EF-1£, purification/properties 226. 
liver, elongation factor EF-2, role-translocation 1915. 
lymphocyte, sister chromatid exchange frequency 6302. 
pancreas, RNase I, conformation/stability, effect of 
heterosaccharide 2083. 
vascular endothelium, adenosine uptake/metabolism 2173. 
Pigeon, 
DNA, restriction endonuclease fragment, molecular weight 
distribution 952. 
erythroid cell, comparison-rRNA 28S/RNA 28S globin/ 


nuclear messenger-like RNA 28S, melting properties 1412. 


genome, isolation/characterization-DNA repetitive sequence 
Si7 lz 

genome, poly d(A) content 4457. 

globin m RNA, poly(U) sequence 266. 

Pila globosa, 

DNA/RNA content, effect of aestivation 3968. 

Pinus lambertiana, 

seed, protein biosynthesis, effect of stratification 220. 

Pinus nigra, 

Strasburger cell, DNA/RNA content 1968. 

Pinus rigida, 

nuclear DNA content 2676. 

Piperazine, 

effect on-Triticum aestivum DNA/RNA content 3862. 

Pisum, 

see also Pea 


DNA, template activity/physical properties, effect of 
aluminium 5974. 

Pisum sativum, 

Agrobacterium tumefaciens tumorigenicity, role-RNA 5725. 

chloroplast, rRNA biosynthesis, stimulation-blue light 4344. 

‘chromosome DNA, replication unit 1568. 

DNase activity, relationship-DNA replication during 
germination 3935, 4003. 

protein biosynthesis, cell-free system 4224. 

seedling, uridine diphosphatase activity 1740. 

Pituitary factor, 


effect on DNA biosynthesis, adrenocortical tumour cell 1583. 


Pituitary gland, 
anterior, rat, RNA biosynthesis, effect of castration/ 
androgen sterilization 311. 
intermediate lobe, immunoreactive cell culture, DNA 
biosynthesis 1009. 
rat, DNA biosynthesis, effect of haloperidol/bromocriptine/ 
diethylstilboestrol 6016. 
rat, preprolactin mRNA activity, effect of 17£-oestradiol 
1945. 
Placenta, 
‘human, t RNA Val, nucleotide sequence, comparison- 
mouse myeloma 171. 
human, tRNA (aminoacy]l) synthetase detection/purification 
1341. 
human, RNase activity, effect of maternal malnutrition 530. 
rat, RNA methylase activity 1883. 
Plant, 
see also various species 
r RNA gene, purification, use-equilibrium centrifugation 
ie 374. 
"cell, fate-exogenous DNA, review 16. 
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cell, virus-infected, identification/localization-double- 
stranded/single-stranded RNA 4805. 

cell culture, RNase H activity 5226. 

DNA, cytosine (5-methyl) content, effect of flowering 
gradient 4523. 

histone, evolution 5308. 

mitochondrial DNA heterogeneity 459. 

nuclear DNA content, relationship-developmert rate 3122. 

nuclear membrane, localization-late replicating DNA 5824. 

protoplast, incorporation/maintenance-recombinant DNA 
plasmid 4527. 

RNA polymerase II, structure/properties 4015. 

RNA polymerase II, subunit structure/properties 5253. 

virus, structure 2261. 

Plasmacytoma, 

cell, mouse, RNA (heterogeneous nuclear) size, effect of uv- 
irradiation/post-irradiation incubation 4880. 

cell line, ribosomal subunit ratio, growth dependence 3785. 

variant, translation-immunoglobulin IgA heavy chain mRNA 
1475. 

Plasmacytoma MOPC, 

reverse transcriptase, purification/characterization 4583. 

Plasmacytoma MOPC 315, 

variant, immunoglobulin light chain/heavy chain mRNA 
occurrence 5660. 

Plasmid, 

Agrobacterium tumefaciens , restriction endonuclease 
analysis 4997. 

antibiotic-resistance/degradative, DNA, Pseudomonas putida 
transformation 3237. 

Bacillus subtilis , detection/characterization 4372. 

characterization, Bacillus thuringiensis 3152. 

chloramphenicol-resistance, Escherichia coli , DNA, 
characterization 5892. 

chromosome complex, Escherichia coli /Salmonella 
typhimurium , role-plasmid replication 5349. 

cloned, transcription, enhancement-phage A promoter 6107. 

Col, molecular weight determination 3159. 

conjugation, review 3311. 

degradative, molecular relationship 4426. 

DNA, Bacillus brevis , isolation/characterization 5834, 5968. 

DNA, gene recombination, use-restriction endonuclease 
EcoRI 1648. 

DNA, isolation, Streptococcus 4943. 

DNA, molecular weight, use-electron microscopy 926. 

DNA, Proteus morganii , physical properties 3157. 

DNA, Pseudomonas , classification/physical properties 4995. 

DNA, recombination, biohazards 2911. 

DNA, Saccharomyces cerevisiae , characterization 4985. 

DNA rearrangement, review 2515. 

DNA replication, Proteus mirabilis 3195. 

DNA replication initiation 5082. 

DNA replication origin, regulation/characterization 3581. 

Enterobacteriaceae, characterization 4998. 

erythromycin/lincomycin/vernamycin Ba resistance, 
Streptococcus sanguis , characterization 3905. 

Escherichia coli replication origin-carrying, isolation 5832. 

F factor restriction endonuclease DNA fragment-containing, 
construction/analysis 5177. 

gene, detection-crown gall tumour, Agrobacterium 
tumefaciens -infected Nicotiana tabacum 5180. 

Haemophilus influenzae , restriction endonuclease analysis 
5886. 

hybrid, Escherichia coli B/r gene (ara)-containing, 
construction 5179. 

hybrid, Escherichia coli DNA fragment-containing, 
construction/cloning 2421. 
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Plasmid,(continued) 

Inc P-2, DNA, isolation-Pseudomonas aeruginosa 4944. 

killer, replication, Saccharomyces cerevisiae 2055. 

molecular weight determination 4981. 

nonintegrated, complex-folded chromosome, relationship- 
plasmid replication 5178. 

nonintegrated DNA, isolation-Escherichia coli 4942. 

pADI, Bacillus brevis , isolation/characterization 5895. 

pBR 322 x pML 21 hybrid, tetracycline resistance 
expression, Escherichia coli 6123. 

pBR313, Escherichia coli , DNA, reconstitution-tobacco 
mosaic virus protein 4996. 

phage A replication origin-containing, construction 5166. 

phage P1, maintenance mutant, Escherichia coli , 
characterization 4986. 

pIE099, Klebsiella pneumoniae , characterization 2703. 

Pseudomonas putida , DNA, characterization 3153. 

Pseudomonas putida , DNA, restriction endonuclease 
cleavage site analysis 5888. 

pTi-B6-806, Agrobacterium tumefaciens , DNA restriction 
endonuclease mapping 4982. 

pUB110, replication-Bacillus subtilis mutant (dna Ts) 5085. 

recombinant, Bacillus subtilis /Escherichia coli , 
construction/replication 6098. 

recombinant, DNA, incorporation/maintenance, plant 
protoplast 4527. 

recombinant, phage A galactose operon-containing. 
construction 5167. 

recombinant, phage T4 gene(rII)-containing, construction/ 
properties 2788. 

recombinant, Xenopus laevis globin gene-containing, 
construction 5196. 

replication, Staphylococcus aureus , temperature-sensitive 
mutant 5189. 

RSF 1010, replication, Escherichia coli K12 5979. 

R1, Escherichia coli, DNA coding-RNA 4S 6094. 

RIdrd-19/F'lac, replication-Escherichia coli 5084. 

R538-1, Escherichia coli , restriction endonuclease fragment, 
mapping/cloning 4999. 

Staphylococcus aureus , transformed Bacillus subtilis, DNA 
characterization 3904. 

Streptococcus faecalis , chromosome determinant transfer 
Syliek 

Streptococcus mutans , DNA, characterization 5887. 

structure R, role-DNA translocating segment terminal 5171. 

tetracycline resistance, Staphylococcus aureus , temperature- 
sensitive replication 5123. 

use-gene cloning, review 3689. 

yeast, inverted repetitive region, DNA sequence 1526. 

Plasmid £, 

Streptococcus faecalis , transfer 6096. 

Plasmid Adv, 

carrying, Escherichia coli , DNA-binding protein, 
purification/characterization 2143. 

Plasmid Clo DF 13, 

ampicillin-resistance DNA sequence, integration site 5000. 

deletion mutant, in vitro construction 6092. 

Escherichia coli, gene product analysis 2999. 

gene mapping 3158. 

gene organization, use-transposon probe 4991. 

replication, Enterobacter cloacae/Escherichia coli 2922. 

Plasmid ColE1, 

containing, minicell, protein biosynthesis 3386. 

DNA, double-stranded breakage, production-bleomycin 384. 

DNA, modification-benzo(a)pyrene metabolite 2318. 

DNA, phage A mediated transduction 2411. 

DNA, restriction endonuclease fragment complementary 


strand separation, chromatography (high pressure) 2677. 

DNA, restriction-restriction endonuclease Eco RI, effect of 
4,6'-diamidine-2-phenylindole 4562. 

DNA, RNA transcription product, characterization 4862. 

DNA, strand breakge-benzo(a)pyrene diol epoxide 406. 

DNA recombination, mechanism 516. 

DNA replication origin, nucleotide-nucleotide (deoxyribo) 
linkage 3163. 

gene expression 5174. 

hybrid-phage P4, construction/characterization 6097. 

in vivo DNA replication 3218. 

mediated restriction endonuclease EcoRI, Escherichia coli 
5234. 

replication region, characterization 4989. 

Plasmid F’, 

DNA, host-controlled restriction, protection-phage T3/phage 
T7, Escherichia coli 2410. 

Plasmid F, 

DNA, restriction endonuclease EcoRI fragment, tra cistron 
assignment 5168. 

excision, Escherichia coli , role-gene(recA) 1061. 

gene (srnA), mapping 2417. 

replication region, characterization 4989. 

Plasmid F'lac, 

elimination, Escherichia coli DNA interaction-acridine 
orange 4392. 

replication, association-Escherichi coli cetl cycle 2015. 

Plasmid F me, 

Salmonella typhimurium /Salmonella wien /Salmonella 
typhi, characterization 2340. 

Plasmid FI, 

incompatibility gene, mapping 4994. 

Plasmid FIl, 

incompatibility gene, mapping 4994. 

Plasmid peXG, 

phage gX174 gene (G)-containing, construction/ 
characterization 2790. 

Plasmid pAS8, 

characterization 1991. 

deletion mutant, genetic mapping 1990. 

Plasmid pAT2010, 

hybrid, cloning/transcription-Escherichia coli , Bacillus 
subtilis 2789. 

Plasmid pBGP 120, 

§-galactosidase expression, regulation, Escherichia coli 3980. 

Plasmid pBR345, 

DNA, replication origin 2704. 

Plasmid pC 194, 

DNA cloning, Bacillus subtilis 3981. 

Staphylococcus aureus , characterization 5893. 

Plasmid pIE098, 

Enterobacter cloacae , characterization 2703. 

Plasmid pJY5, 

replication, characterization 2368. 

Plasmid pMB9, 

DNA cloning, ovalbumin gene 2056. 

Escherichia coli gene (uvrB)-containing, construction 2791. 

hybrid-phage Agt, transduction-Escherichia coli 3238. 

Plasmid pMG1, 

isolation/characterization 4941. 

Plasmid pMGS, 

isolation/characterization 4941. 

Plasmid pSC 101, 

DNA biosynthesis, gene(dnaA) requirement 2016. 

Escherichia coli , origin 1062. 

Plasmid pSC 105, 

site-specific DNA deletion, effect of-ampicillin resistance 
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Plasmid pSC 105,(continued) 
element insertion 4530. 

Plasmid pSC 138, 

F factor isolation/characterization 3156. 

Plasmid PSM, 

insertion sequence IS] DNA, nucleotide sequence 2705. 

Plasmid pSN1, 

Staphylococcus aureus , restriction endonuclease cleavage 
map 4427. 

Plasmid pS 194, 

Staphylococcus aureus , characterization 5893. 

Plasmid pUB110, 

use-Bacillus subtilis DNA cloning 5190. 

Plasmid pXir 11, 


DNA biosynthesis, Xenopus laevis egg enzyme system 3201. 


Plasmid P15, 

restriction endonuclease, mechanism-reaction 530. 

Plasmid P15A, 

DNA cloning vehicle construction/characterization 6095. 

Plasmid R, 

mediated transfer-tetracycline/ampicillin resistance, 
Haemophilus parainfluenzae 1650. 

properties/control, book review 3308. 

recombinant, characterization 1649. 

Plasmid RK2, 

replication 461. 

replication region, characterization 4989. 

Plasmid ROR 12, 

DNA replication, Proteus mirabilis 3196. 

Plasmid RP 1, 

DNA, electron microscopy 4428. 

restriction endonuclease mapping 5889. 

Plasmid RP4, 

DNA, electron microscopy 4428. 

DNA, restriction endonuclease Bam HI/Sal I/Sma I 
recognition site 4563. 

Escherichia coli, transposition, use-phage Mu-1 6100. 

incorporation, Escherichia coli chromosome, effect of 
transposon Tn1 5169. 

Plasmid RP8, 

DNA, electron microscopy 4428. 

Plasmid RSc, 

ampicillin transposon-carrying, characterization 4987. 

generation/replication, Escherichia coli 3198. 

Plasmid RSF2124, 

cloning-Bacillus subtilis \eucine gene 2416. 

Plasmid Rts1, 

DNA replication, nonpermissive temperature 1569. 

replication 5074. 

Plasmid R100-1, 

replication microscopy, electron/origin 425. 

Plasmid R12, 

replication, Escherichia coli 6047. 

Plasmid R245, 

isolation/characterization, Escherichia coli K12 2706. 

Plasmid R6-5, 

Escherichia coli, cistron (tra) characterization 5894. 

incFII determinant, cloning analysis 4425. 

restriction endonuclease HindIII/EcoRI DNA fragment, 
cloning 5172. 

Plasmid R6K, 

characterization 4984. 

DNA, replication-Escherichia coli K12 5083. 

DNA biosynthesis, in vitro 5124. 

DNA cloning 3602. 

DNA replication-Escherichia coli , analysis 3197. 

Escherichia coli, characterization 925. 


genome organization 5001. 

replication region, characterization 4989. 

Plasmid SCP2, 

sex factor, Streptomyces coelicolor , characterization 4990. 
Plasmid Ti, 

Agrobacterium tumefaciens, DNA fingerprinting 5891. 


‘DNA, transcription-tobacco callus crown gall tumour 828. 


Plasmid Tn501, 

DNA, characterization 2341. 

Plasmid TOL, 

DNA segment, transposition/expression 6101. 

Plasmin, 

stimulation-DNA biosynthesis, , human fibroblast 503. 

Plasmodium, 

DNA/RNA metabolism 6054. 

Plasmodium berghei, 

infection, immunity, transfer-spleen/lymph node immune 
RNA, mouse 1460. 

Plasmodium falciparum, 

adenosine (S-isobuty]), antimalarial activity 2948. 

Plastid, 

Spirodela oligorrhiza , mRNA biosynthesis during greening, 
effect of light 4345. 

Platelet, 

human, surface, binding-DNA 403. 

Platinum, 

complex-cytosine arabinoside, X-ray diffraction 5469. 

complex-DNA, circular dichroism 4404. 

complex-DNA, differentiation, use-ethidium bromide 402. 

complex formation-dehydrogenase + DNA/RNA/AMP/ 
ATP 5522. 

surface, binding-phage MS2 RNA 242. 

cis-Platinum diamminedichloride, 

complex-DNA, effect on mouse peritoneal macrophage 6083. 

induced, mutagenesis, repair deficient Escherichia coli , effect 
of R factor 4388. 

induced DNA damage, human cell, repair 6039. 

interaction-cytidilyl-3’-phosphate-5'-guanosine 4170. 

Piatinum(I]), 

interaction-R Nase 1097. 

Platinum uracil blue, 

binding-closed circular DNA 3130. 

Platymonas striata, 

DNA biosynthesis during cell division 3941. 

Plectonema boryanum, 

rRNA, maturation 3069. 

Plethodon cinereus, 

chromosome, localization-DNA repetitive sequence 6282. 

Plexus papilloma, 

nuclear DNA content, cytophotometry 362. 

Podospora anserina, 

cycloheximide resistant mutant, ribosomal protein L21, 
electrophoresis properties 1362. 

mitochondrial DNA, electron microscopy 5953. 

occurrence-plasmid-like DNA 4933. . 

ribosomal protein, translation control 4244. 

ribosomal protein L33, quantitative variation during growth 
3391. 

Poecilia formosa, 

UV -irradiation-treated thyroid DNA, pyrimidine dimer, 
association-tumour formation 2697. 

Pokeweed, 

antiviral protein, inactivation-Artemia salina ribosome 4792. 

Poliovirus, 

infected cell, control-protein biosynthesis 3765. 

infected HeLa cell, polyribosome-ribosome preparation, 
protein kinase activity 2221. 
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Poliovirus,(continued) 

infection. inhibition-RNA biosynthesis, L cell/HeLa cell/ 
HEp-? cell/Vero cell 5742. 

infection, inhibition-vesicular stomatitis virus MRNA 
translation 4217. 

replication, inhibition-bichlorinated pyrimidine, mechanism 
5441. 

replication complex, RNA, purification/biochemical 
characterization 4268. 

replication complex, RNA characterization, electron 
microscopy/autoradiography 4827. 

RNA, inactivation-ammonia 3792. 

mRNA, structure/properties, review 1245. 

mRNA, 5'-terminal sequence 1404. 

RNA, translation, analysis-capsid polypeptide 746. 

stimulation-encephalomyocarditis virus replication, primate 
cell line 998. 

Poliovirus 1, 

effect on HeLa cell 5'-nucleotidase activity 2854. 

enhanced replication, cytomegalovius-infected human 
fibroblast 6007. 

RNA-associated protein, identification/role-RNA replication 
Sify 

RNA homology poliovirus 3, electron microscopy 798. 

RNA replicase, isolation/properties, HeLa cell 563. 

urea-treated, ribonucleoprotein, formation/characterization 
2869. 

Poliovirus 2, 

RNA biosynthesis, effect of cordycepin triphosphate, in vitro 
2650. 

RNA biosynthesis, role procapsid 829. 

Poliovirus 3, 

RNA biosynthesis, role-protein 2 5738. 

RNA homology-poliovirus 1, electron microscopy 798. 

Polistes gallicus, 

DNase, characterization 3257. 

Poly (A), 

associated protein, ribonucleoprotein (messenger), 
characterization, rabbit reticulocyte 2122. 

base interaction, thermodynamics 5552. 

binding-lymphocyte, biosynthesis-DNA antibody, normal/ 
autoimmune mouse 3283. 

binding protein, characterization, rat liver, comparison- 
mRNA-bound protein 2144. 

binding protein, polyribosome, presence-free 
ribonucleoprotein (messenger) 1799. 

binding-repressor (lac), circular dichroism 1860. 

biosynthesis, Escherichia coli /phage T7, effect of template/ 
primer 4888. 

biosynthesis, radish embryo, during germination 3825. 

circular dichroism/potentiometric titration 4175. 

conformation transition, heat capacity determination 1863. 

containing, mitochondrial RNA, messenger activity, rat liver 
5793. 

containing, mitochondrial RNA, rat liver 5668. 

containing, mRNA, coding capacity, mengovirus-infected 
Ehrlich ascites tumour cells 2304. 

containing, polyribosomal RNA, comparison-embryonal 
carcinoma/myogenic/erythropoietic cell line 271. 

containing, mRNA, ATP formation 2273. 

containing, RNA, biosynthesis, preimplantation mouse 
embryo 1942. 

containing, RNA, biosynthesis, rate, Drosophila , effect of 
RNA metabolism genetic modulation 855. 

containing, RNA, content, rat hepatoma/cortisone-treated 
liver 1920. 

containing, RNA, content during terminal differentiation, 


neuroblastoma cell 1387. 

containing, RNA, Hyphomicrobium , isolation/ 
characterization 3812. 

containing, mRNA, mouse pituitary tumour, translation, cell- 
free system, corticotropin precursor biosynthesis 5797. 

containing, mRNA, photoinduced biosynthesis, Fusarium 
aquaeductuum 1441. 

containing, RNA, rat liver, isolation/characterization 2611. 

containing, mRNA, Schizosaccharomyces pombe , 
biosynthesis regulation 3067. 

containing, RNA, transport, chick optic path 2279. 

containing, RNA biosynthesis, Rhizopus stolonifer 
sporangiospore germination 2276. 

content, Sindbis virus RNA 4826. 

effect on leukaemia, mouse 2981. 

effect on RNA half-life during translation, 
encephalomyocarditis virus 4732. 

electric dichroism 5550. 

enzymatic degradation, role-poly (A)-associated protein 4925. 

enzymatic hydrolysis, adenine nucleoside/adenine nucleotide 
separation/identification, chromatography (anion-exchange) 
2936. 

free, occurrence-dry wheat embryo 144. 

hydrolysis-poly (A) polymerase 3750. 

immobilization method 2533. 

interaction-poly(I), stoichiometry 157. 

interaction-tryptophan 1867. 

IR-spectroscopy 4730. 

mixing heat-poly(U), sodium chloride solution 155. 

modification-formaldehyde + lysine interaction product 4129. 

non-specific binding-repressor (lac) 3870. 

nuclear, stability, mammalian cell culture 2974. 

protein complex, occurrence-wheat embryo polyribosome 
4239. 

replication, Drosophila melanogaster DNA polymerase 
6190. 

role-rabbit globin mRNA stability 2973. 

sequence, localization-coronavirus (human) OC43 RNA 
3438. 

sequence, mRNA, evolution/function 4665. 

sequence, occurrence-chicken erythrocyte globin mRNA 15S 
precursor 3056. 

sequence, occurrence-mouse hepatitis virus RNA 1401. 

sequence, size, Silena alba RNA, dependence-isolation 
temperature 241. 

sequence, size/distribution-Drosphila hydei DNA/RNA 
PSS Le 

single-stranded/double-stranded, physical properties 5549. 

structure/conformation, neutral/acid solution, Raman 
spectra 3361. ; 

tritium-labelled, stability 2971. 

UV-spectroscopy, effect of pH 5548. 

X-ray diffraction 1862. 

3'-terminal, stabilization-histone mRNA, Xenopus laevis 
oocyte 4366. 

Poly (dA), 

content, pigeon genome 4457. 

interaction-phage T4 DNA! unwinding protein, circular 
dichroism 3680. 

Cea Drosophila melanogaster DNA polymerase 

190. 

Poly A(amino), 

pei poly(G), effect of amino group hydrogen 

Poly A(aza), 

biological activity 158. 
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Poly A(bromodeoxy), 

synthesis/properties 701. 

Poly A(chlorodeoxy), 

synthesis/properties 701. 

Poly A(2'-Deoxy-2'-Fluoro), 

synthesis/properties 4168. 

Poly A(1,N°-etheno), 

reaction-osmium tetraoxide 135. 

Poly A(9-vinyl), 

inhibition-Escherichia coli RNA polymerase 2826. 

inhibition-Friend leukaemia virus replication, mouse 4184. 

Poly d(A-T), 

depurination, effect on fidelity- DNA biosynthesis, avian 
myeloblastosis virus DNA polymerase 1722. 

interaction-phage T4 DNA unwinding protein 3681. 

interaction-phage T4 DNA unwinding protein, circular 
dichroism 3680. 

intercalation-proflavine, NMR 1869. 

methylation- N-methyl-N-nitrosourea, thymine (O?-methy!) 
formation 4169. 

netropsin complex, NMR 1868. 

Poly d(A-T), 

joined, DNA cloned segment, excision 3599. 

Poly (A-U), 

-OH adduct, effect of oxygen 4726. 

activation-mouse T-lymphocyte 713. 

base interaction, thermodynamics 5552. 

binding-antibody, effect on thermal transition 3362. 

effect on T-lymphocyte development, in vitro 5553. 

effect on mouse lymphocyte subpopulations 2976. 

interferon induction 2191. 

IR-spectroscopy 4730. 

synthesis-RNA polymerase activity, Bacillus subtilis 6170. 


Poly (A-U), 

amino acid complex, properties 2555. 

ethidium bromide complex, unwinding angle determination 
153. 


Poly (AU), 
interaction-tripeptide 4181. 


Poly (A-U-U), 
binding-antibody, effect on thermal transition 3362. 


Poly (A) polymerase, 

activity, Ehrlich ascites cell ribosome 2982. 

activity, erythroleukaemia, mouse spleen cell 3748. 

cytoplasmic, content, sea urchin egg/embryo 3749. 

Ehrlich ascites cell, association-cytoplasmic ribosome 3366. 

hydrolysis-poly (A) 3750. 

inhibition-ATP arabinoside 4722. 

inhibition-carbon monoxide, rat brain 163. 

isolation/characterization, vaccinia virus-infected HeLa cell 
1323. 

mitochondrial, rat liver, stimulation-primer 4738. 

‘mitochondrial, rat liver, stimulation-primer, reaction product 
4737. 

tumour cell/tissue, review 5384. 

Poly (A) synthetase, 

localization, rat liver 2477. 


Poly (ADP-ribose), 

antibody, characterization/specificity, mouse 3639. 

biosynthesis, stimulation-oxygen, chick embryo heart cell 
culture 4736. 

bond-histone, cleavage enzyme, purification/ 
characterization, rat liver 4594. 

chain length determination 4179. 


complex-histone H1, properties, HeLa cell 1188. 

histone H! complex, HeLa cell, degradation-poly (ADP- 
ribose) glycohydrolase, effect of DNA 2786. 

incorporation-mouse nuclear protein 606. 

NMR 706. 

Poly (ADP-ribose) glycohydrolase, 

degradation-HeLa cell poly (ADP-ribose) histone H1 
complex, effect of DNA 2786. 

Poly (ADP-ribose) polymerase, 

activity, localization, rat liver chromatin 4636. 

activity, nucleotide permeable mouse lymphoma cell 2197. 

activity, pig aorta nucleus, effect of heparin/lysine-rich 
histone removal 4020. 

activity, relationship-chromatin structure 622. 

calf thymus, purification/properties 1320. 

inhibition-methylated xanthine/cytokinin 4116. 

product, characterization, bovine thymus 1321. 

purification/properties, calf thymus 1871. 

role-N-methyl-N-nitrosourea antitumour activity, HeLa cell 
162. 


Poly (ADP-ribose) synthetase, 
rat liver, purification/properties 1319. 


Poly (C), 

antiviral activity, size dependence, encephalomyocarditis 
virus infection, mouse 712. 

effect on leukaemia, mouse 2981. 

inhibition-provirus DNA expression/synthesis, oncornavirus 
55 

interaction-GTP, neutral pH 2556. 

interaction-GTP/ATP, effect of pH 3736. 

Sephadex chromatograhy, isolation-oligo d(G-C)-containing 
DNA fragment 5827. 

sequence, localization-foot-and-mouth disease virus RNA 
4280. 

template activity-avian myeloblastosis virus reverse 
transcriptase, effect of-magnesium ion/manganese ion 1309 

Poly C(5'-hydroxy), 

effect on encephalomyocarditis virus infection, mouse 2975. 

Poly C(2'-O-methyl), 

structure, X-ray diffraction 2970. 

Poly (C) hydrolase, 

activity, rat liver, during dimethyl-aminoazobenzene 
carcinogenesis 1163. 

Poly (G), 

binding-mouse interferon 159. 

binding-oestrogen, activation-rat liver microsome 380. 

interaction-poly A(2-amino), effect of amino group hydrogen 
bond 156. 

NMR, neutral solution 2969. 

reaction-diammineplatinum (II) 4154. 

Poly G(methyithio), 

synthesis/properties 147. 

Poly (G.C), 

acid-base titration, circular dichroism 4176. 

interaction-poly(I-C) antibody 4183. 

toxicity, comparison-poly (I-C) 3746. 


Poly d(G-C), 

acid-base hysteresis 4177. 

Poly (G-C), 

amino acid complex, properties 2555. 


Poly (G.G.C), 
formation, alkaline titration 2554. 
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Poly d(G-T), 
double helix, base pairing 4178. 


Poly (1), 

antibody specificity 711. 

antiviral activity, size dependence, encephalomyocarditis 
virus infection, mouse 712. 

binding-mouse interferon 159. 

complex formation-guanosine/guanosine (2'-deoxy) 2188. 

effect on encephalomyocarditis virus infection, mouse 2975. 

effect on leukaemia, mouse 2981. 

induction-interferon 4733. 

inhibition-murine leukaemia virus DNA biosynthesis 160. 

interaction-poly(A), stoichiometry 157. 

interaction-poly A(2-amino), effect of amino group hydrogen 
bond 156. 


Poly I(aza), 
biological activity 158. 


Poly (I.C), 

analogues, interferon induction, L cell 714. 

binding-ethidium/daunomycin/mepacrine 916. 

complex-poly-L-lysine + carboxymethylcellulose, treatment- 
vaccinia virus infection, rabbit skin 5554. 

complex-poly-L-lysine, treatment-polyneuropathy 2980. 

derivative, treatment-Japanese encephalitis virus infection, 
Macaca mulatta /Macaca fasicularis 2978. 

detection, use-iodine-125 labelled antiserum 4165. 

effect on AMP(cyclic) content/metabolism/structure, dog 
thyroid gland 161. 


effect on herpes simplex virus 2 infection, mouse 5555. 
effect on influenza virus replication 4735. 


effect on spleen colony-forming cell, mouse 2193. 
effect on vaccinia virus keratitis, rhesus monkey 3365. 


immunostimulation, mouse 2196. 
induced interferon production, L929 cell, enhancement- 
calcium 4734. 


induction-interferon. effect of UV-irradiation, human cell 
5556. 


induction-interferon production, L929 cell, effect of polyene 
macrolide 2977. 

interaction-poly(I-C) antibody 4183. 

stimulation-prostaglandin E biosynthesis, fibroblast cell 
culture 1315. 

toxicity. comparison-poly (G-C) 3746. 

treatment-cytomegalovirus inféction, mouse 2192. 

vinyl-containing analogue, interferon induction 4185. 

Poly (I-C), 

melting transition 2187. 

poly-L-lysine complex, inflammation response, rat 1870. 

Poly d(I-C), 

melting transition 2187. 

Poly (T), 

Pee olen damage, immunological activity 

synthesis 702. 703. 

Poly (dT), 

interaction-phage T4 DNA unwinding protein, circular 
dichroism 3680. 


Poly (U), 

binding-Escherichia coli ribosome, rotational diffusion 4228. 

binding-mouse interferon 159. 

binding protein, identification, Escherichia coli ribosomal 
subunit 30S 762. 

conformation transition. heat capacity determination 1863. 

content. Sindbis virus RNA 4826. 

effect on guanosine tetraphosphate/guanosine 
pentaphosphate biosynthesis. Escherichia coli ribosome 
1373. 

immobilization method 2533. 

interaction-adenosine, effect of sodium sulphate/sodium 
chlorate/sodium chloride 3737. 

interaction-2,4.6-triisopropylbenzenesulphonyl chloride/ 
N.N’-dicyclohexylcarbodiimide/dipheny! chlorophosphate/ 
tetraphenyl pyrophosphate 704. 

IR-spectroscopy 4730. 

mixing heat-poly(A), sodium chloride solution 155. 

photo-crosslinking-Escherichia coli ribosomal protein S1, 
specificity 4780. 

sequence, pigeon globin ?mMRNA 266. 

translation-Escherichia coli mutant (rel) ribosome 2592. 

tritium-labelled, stability 2971. 

Poly U(1-vinyl), 

inhibition-Escherichia coli RNA polymerase 2826. 

Poly (U) hydrolase, 

activity. rat liver, during dimethyl-aminoazobenzene 
carcinogenesis 1163. 

Poly (U) polymerase, 

activity, Ehrlich ascites cell ribosome 2982. 

Ehrlich ascites cell, association-cytoplasmic ribosome 3366. 


Poly (X.U), 
interaction-poly(I-C) antibody 4183. 


Poly (9-Vinylpurine), 

inhibition-murine leukaemia virus replication 5092. 

Poly (4-Vinylpyridine), 

adenine (9-(w-chloroalkyl))/thymine (1-(2-bromoethy]))/ 
adenine (9-(2-chloroethy!)) complex, interaction-nucleotide 
4113. 

Poly(iminoethylene), 

containing, nucleoside, synthesis/properties 92. 

Poly-L-histidine, 

complex-DNA, thermal denaturation 3873. 

Poly-L-lysine, 

complex-DNA, thermal denaturation 3873. 

poly(I-C) complex, inflammation response, rat 1870. 


Poly-L-ornithine, 


’ inhibition-protein biosynthesis, L cell 3784. 


Poly(lysine**, histidine*”), 
interaction-DNA 378. 


Polyamine, 

binding-RNA hydroxyl group 4274. 

content, association-DNA biosynthesis/RNA biosynthesis 
during cytokinin-induced Cucumis sativus growth 4314. 

See effect on Escherichia coli DNA biosynthesis 

deprotonation-salt-free tRNA 1873. 

effect on DNA methylation-N-methyl-N-nitrosourea, rat 
liver 5863. 

effect on DNA reduction/adsorption-mercury electrode 3895. 

eat elongation factor G GTPase activity regulation 

effect on histone-DNA complex, calf thymus 3296. 

effect on histone/nonhistone protein ADP-ribosylation, rat 
liver 6251. 
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Polyamine,(continued) 

effect on tRNA (isoleucyl) synthetase tRNAIle formation, rat 
liver 3381. 

effect on RNA biosynthesis, rabbit mammary gland 4339. 

effect on RNase/RNA stability, review 14. 

role-protein biosynthesis, review 3698. 

stimulation-DNA biosynthesis, inhibition-1,3- 
diaminopropane, regenerating rat liver 1042. 

stimulation- DNA/RNA/protein biosynthesis, Aspergillus 
nidulans 3585. 

Polycation, 

DNA complex, helix-coil transition/Cotton effect 423. 

effect on DNA melting temperature 411. 

Polydeoxyribonucleotide, 

see also Polynucleotide 

adduct formation- N- acetoxy -2- acetylaminofluorene 
149. 

identification/localization-protecting group, mass spectra 
2958. 

interaction-daunomycin 4182. 

Polyelectrolyte, 

complex formation-DNA, effect of charge density 377. 

Polyethylene glycol, 

containing, solution, methylated DNA compact form, 
circular dichroism 419. 

control-DNA/aptrinic acid extraction, Feulgen hydrolysis 
365. 

effect on DNA/RNA content, rat caecum mucosa 2309. 

water solution, organization, relationship-double-stranded 
DNA compact form 5879. 

Polyethylenimine, 

stimulation-cauliflower RNA polymerase 3621. 


Polymer, 
formation rate, during phage QB RNA replication 4883. 


Polymyxin, 
biosynthesis, Bacillus polymyxa , relationship-transcription 
5726. 


Polyneuropathy, 
treatment, poly(I.C)-poly-L-lysine complex, human 2980. 


Polynucleotide, 

see also Polydeoxyribonucleotide 

adenine + cytosine-containing, interaction-peptide, circular 
dichroism 3742. 

adenine N®-amino methylation, effect on stability 4729. 

antibody, occurrence-human inflammatory bowel disease 
4044. 

base stacking interaction 3740. 

binding site, characterization, Escherichia coli ribosomal 
protein $1 1357. 

biosynthesis, methotrexate-treated human lymphoblast, 
DNA chain growth mechanism 4188. 

complex formation-ribosomal protein S1 1310. 

‘conformation, field-dissociation 1305. 

conformation analysis 2965, 2966. 

conformation analysis, energy map 2964. 

double-stranded synthetic, interaction-ethidium 1312. 

effect of y-irradiation, NMR 2646. 

effect on copper ion catalyzed noradrenaline oxidation 3364. 

electron microscopy, use-osmium tetroxide 1861. 

folding, characterization 4421. 

helical structure, conformational energy 3359. 

hydration, effect of y-irradiation, NMR 2694. 

incorporation-methylated adenine, Escherichia coli DNA 
polymerase I, rate/frequency 5558. 

incorporation-Triticum aestivum chloroplast 710. 


interaction-4'-6diamidino-2-phenylindole 2329. 

interaction fuchsin (basic)/formaldehyde 405. 

interaction-mercury ion, circular dichroism 3363. 

interaction-phage fl gene (5) product 3871. 

interferon induction, human 2557. 

melting properties, effect of ion concentration 424. 

physical properties 410. 

recognition, mouse myeloma DNA polymerase a 569. 

secondary structure, relationship-circular dichroism 
spectrum 2185. 

stabilization, role-structural component 1865. 

synthesis, use-chromatography (high-pressure liquid) 2960. 

synthesis, use-laevulinic acid protecting group 3357. 

synthesis/pyrophosphorolysis, Escherichia coli RNA 
polymerase, effect of nucleoside diphosphate 6165. 

synthesis/separation, use-tert-butyldiphenylsily! protecting 
group 2961. 

3’-terminal conformation, use-pyrene derivative probe 1304. 

uridine (O?-ethy!)/uridine (O*-methyl)-containing, RNA 
polymerase template activity 4186. 

Polynucleotide kinase, 

calf thymus, purification/characterization 2106. 

phage T4 mutant (PseT 1), characterization 3632. 

phosphorylation-Escherichia coli tRNA His, kinetics 1151. 

polynucleotide3’-phosphatase activity, phage T4 1152. 

Polynucleotide ligase, 

mammalian, activity, DNA, X-irradiation 5292. 

phage T4, joining-synthetic DNA 5293. 

Polynucleotide phosphorylase, 

catalysis-nucleotide (deoxyribo) addition, 
oligodeoxyribonucleotide synthesis 3358. 

catalysis-oligodeoxyribonucleotide synthesis, use-pyrimidine 
analogue-containing nucleoside diphosphate 3356. 

characterization, animal tissue 2851. 

Escherichia coli , purification, use-blue-dextran-Sepharose 
chromatography (affinity) 2468. 

Escherichia coli , purification/characterization 2107. 

level/properties, Rhizobium meliloti 1153. 

modified nucleoside diphosphate substrate activity 4037. 

Polynucleotide triphosphatase, 

biosynthesis, vaccinia virus-infected HeLa cell 2113. 

Polyoma virus, 

complementary RNA, biosynthesis-capsid protein in vitro 
2205. 

defective DNA, mapping 2719, 2720. 

defective genome, trascription 2752. 

DNA, E/L strand transcription frequency 3463. 

DNA, mapping 2718. 

DNA, replication origin region, nucleotide sequence 948. 

DNA, transcription during infection 2284. : 

DNA biosynthesis, effect of uridine (S-bromo-2'-deoxy) 3948. 

DNA biosynthesis, inhibition-cytidine (2'-deoxy-2'-azido) 
1294. 

DNA biosynthesis, Okazaki fragment, initiation-DNA 
primase 4593. 

DNA biosynthesis in vitro, DNA chain asymmetry 1572. 

DNA replication, mechanism 3946. 

DNA replication origin, nucleotide sequence, comparison- 
SV40 2350. 

ethyleneglycol-bis-N,N’-tetraacetic acid/dithiothreitol- 
treated, DNA-protein complex, characterization 5360. 

infected mouse kidney cell, localization-DNA polymerase a 
568. 

mutant (tsA), infected 3T6 cells, virus-specific early RNA 
accumulation 4316. 

nucleoprotein, nuclease digestion, comparison-mouse 
chromatin 2120. 
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Polyoma virus,(continued) 

RNA biosynthesis, transformed rat cell 3832. 

mRNA translation 4913. 

specific RNA biosynthesis, effect of a-amanitin 3829. 

temperature-sensitive mutant, effect on early RNA 
accumulation, BALB/3T3 cell 4318. 

transformed. rat kidney tumour, RNA transcript, transport 
5736. 

transformed 3 T3 cell, transcription, effect of N- tosyl 
L- lysine chloromethyl ketone 316. 

transformed rat cell, DNA integration, effect of virus 
mutation 519. 

Polypeptide, 

complex-DNA, interaction-actinomycin D/netropsin 4617. 

complex-DNA, structure 3682. 

interaction-DNA 3872. 

recognition, DNA, model 896. 

Polypeptide G, 

encephalomyocarditis virus, RNA-binding properties 6307. 

Polypeptide IX, 


mRNA, characterization, gene identification, adenovirus 800. 


Polyphenylalanine, 

biosynthesis, poly(U)-directed, role-ribosomal protein S1 
3402. 

Polyribosome, 
m RNA, association-microsome membrane 320. 


B- crystallin biosynthesis, calf eye lens cell-free system 219. 


analysis, feline leukaemia virus infected cell 3797. 

association-ribosome bound RNase 3997. 

attachment-membrane, nascent chain, Escherichia coli K12 
5617. 

binding-endoplasmic reticulum, rat liver 3783. 

binding-rat liver microsome membrane, role-cytochrome P- 
450 2228. 

chicken oviduct, isolation-lysozyme/ovomucoid/ovalbumin 
mRNA 1394. 

content. following hepatectomy, rat liver, effect of age 4778. 

content, Zea mays leaf, effect of light/age/iron deficiency 
5640. 

cytoplasmic, isolation/analysis, cell culture 1902. 

cytoplasmic, structure, use-information antibody 1893. 

disaggregation, induction-asphyxia, cerebrum, rhesus 
monkey foetus 3407. 

dissociation, RNase activity, distribution 4552. 

distribution, chemical/viral tumour 3032. 

dormant, occurrence during diapause, Bombyx mori embryo 
3775. 

effect of aflatoxin B,, rat liver 750. 

Escherichia coli , effect of amino acid starvation 3019. 

fatty acid synthetase-synthesizing, identification, chick 1363. 

formation, Glycine max , regulation-cytokinin 1371. 

formation, NicOtiana tabacum pollen tube 287. 

formation, Phaseolus vulgaris , role-<’m RNA 272. 

formation, sea urchin embryo 2219. 

formation, wheat embryo, during germination/vernalization 
5823. 

free/membrane-bound, distribution/activity, chick embryo 
liver 3405. 

free/membrane-bound, isolation-rat liver 5623, 5650. 

HCG subunit biosynthesis during early/late pregnancy 191. 

HeLa cell, isolation-ribonucleoprotein (messenger), 
chromatography (affinity) 767. 

isolation method, mouse myeloma MOPC 21 1388. 

membrane interaction, protein biosynthesis, review 5393. 

Physarum polycephalum , preparation 765. 

poly (A)-binding protein, presence-free ribonucleoprotein 
(messenger) 1799. : 


pool, isolation-adenovirus-infected HeLa cell 1367. 

purification, rat liver, use-tyrosine aminotransferase antibody 
2588. 

Rana catesbeiana tadpole, translation efficiency, thyroid 
hormone-induced regulation 5636. 

rat liver, distribution-free/membrane-bourd albumin mRNA 
1462. 

rat liver, effect of ethionine/thioacetamide/ 
dimethylnitrosamine/aflatoxin B1 4794. 

rat liver, effect of hydrocortisone 4795. 

rat liver, rRNA biosynthesis/protein incorporation, effect of 
hydroxythiamine 3003. 

Saccharomyces cerevisiae mutant (rnal), rRNA/mRNA 
transport 4908. 

structure, free/membrane-bound, rat liver 207. 

structure/function, mouse liver, effect of cadmium chloride 
2216. 

thyroglobulin-synthesizing, content, bull thyroid gland 5624. 

thyroglobulin synthesizing, incorporation-free ribosome, 
effect of thyrotropin/AMP (dibutyryl cyclic) 5639. 

thyroglobulin-synthesizing, isolation-bovine thyroid gland 
208. 

vesicular stomatitis virus-specific, size distribution. U cell 
3768. 

wheat embryo, occurrence-poly (A)-protein complex 4239. 

Polysphondylium pallidum, 

RNA/protein biosynthesis pattern during cyst germination 
3068. 

Polytrichum, 

DNA biosynthesis/RNA biosynthesis during chloroplast 
replication, effect of light 1454. 

Position-effect variegation, 

relationship-rR NAgene, Drosophila melanogaster 1664. 

Potassium, 

concentration, effect on GMP (7-methy]) inhibition-globin 
mRNA/satellite tobacco necrosis virus RNA translation 
1466. 

transport, 3T3 cell, association-initiation-S phase 4521. 

Potassium chloride, 

activation-Dane particle DNA polymerase 4022. 

effect on rabbit globin m RNA translation, cell-free 
system 193. 

stabilization-Halobacterium cutirubrum ribonucleoproteins 
584, 

Potassium dichromate, 

effect on DNA biosynthesis, BHK cell/HEp cell 3224. 

effect on DNA/RNA/protein biosynthesis, BHK-21 cell 
2053. 

Potassium salt, 

concentration, effect on GMP (7-methy]l) inhibition-mRNA 
translation, wheat germ/rabbit reticulocyte cell-free system 
4723. 

Potato, 

tissue culture, DNA biosynthesis/glucose oxidation, role- 
kinetin 70. 

tuber, slice, DNA polymerase activity, effect of age 564. 

tuber, slice, nucleoside phosphotransferase/TMP kinase/ 
DNA polymerase activity 574. 

Potato spindle tuber viroid, 

RNA, circular/linear, biosynthesis, infected Lycopersicon 
esculentum leaf 4870. 

RNA, nucleotide sequence/secondary structure 4289, 5695. 

structure 3441. i 

Potato spindle tuber virus, 

RNA sequence during replication, Lycopersicon esculentum / 
Gynura aurantiaca 3050. 
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Potato virus X, 

RNA, 3’-terminal/5’-terminal structure analysis 5691. 

RNA, translation-wheat germ cell-free system, product 
characterization 3852. 

PR toxin, 

Penicillium roqueforti , inhibition-rat liver protein 
biosynthesis 5600. 

Pre-proalbumin, 

synthesis, translation-rat hepatoma albumin mRNA 1476. 

Prebiosis, 

DNA/RNA folding 409. 

peptide + oligonucleotide 146. 

Prednisolone, 

effect on DNA/RNA biosynthesis, human lymph node 1946. 

Preproinsulin, 

identification-translation product, rat tumour RNA 342. 

Preprolactin, 

mRNA, activity, rat pituitary gland, effect of 17f-oestradiol 
1945. 

Presbytis obscurus, 

endogenous oncornavirus DNA, isolation/characterization 
938. 

Primaquine, 

inhibition-thymidine/adenine/uridine incorporation-rat/ 
mouse liver RNA/DNA 3575. 

Procollagen, 

mRNA, biosynthesis during development, chick embryo 
calvaria 3087. 

mRNA, chick embryo, secondary structure determination 
1936. 

mRNA, content, association-procollagen biosynthesis, 
normal/transformed chick embryo fibroblast 3789. 

Proflavine, 

binding-DNA, fluorescence properties 387. 

complex-DNA, circular dichroism 3878, 3879. 

complex-DNA, physical properties 3877. 

cytidylyl -3',5’- guanosine complex, X-ray crystallography 
154. 

effect on DNA polymerase I activity 1724. 

inhibition-DNA replication-associated pyrimidine nucleotide 
(deoxyribo) biosynthesis, phage T4 990. 

interaction-native/denatured DNA 905. 

interaction-Sendai virus RNA 3430. 

intercalation-A-form DNA, model 912. 

intercalation-poly.,d(A-T), NMR 1869. 

iodine-125 labelled, binding-phage PM2 DNA, induction- 
double-stranded breakage 3131. 

photodynamic effect, phagepX 174 DNA 3132. 

photodynamic inactivation-phage 9X174 DNA, mechanism 
917. 

photosensitization-double-stranded/calf thymus DNA, effect 
of sulphur compound 4957. 

probe, DNA interaction-peptide 3129. 

Proflavine hemisulphate, 

phage X174, DNA photodynamic-inactivation 385. 

Proflavine sulphate, 

effect on sister chromatid exchange, CHO cell 6289. 

Progesterone, - 

effect on corticosterone inhibition-DNA biosynthesis, liver 
hepatoma 1008. 

effect on DNA biosynthesis, human mammary gland tissue 
explant 3203. 

effect on DNA biosynthesis, pregnancy-dependent mouse 
mammary tumour 480. 

effect on DNA polymerase activity/oestrogen receptor 

| concentration, chick oviduct 1716. 

- induction-conalbumin/ovalbumin mRNA biosynthesis, chick 


oviduct culture 4874. 

inhibition-RNA polymerase I/RNA polymerase II activity, 
rabbit uterus 1120. 

Proinsulin, 

biosynthesis, cell-free system 1350. 

Cyprinus carpio , RNA-directed biosynthesis, Xenopus laevis 
oocyte 4917. 

stimulation-DNA biosynthesis, chick embryo fibroblast 1580. 

Prokaryote, 

gene selection, role-RNA polymerase, review 1236. 

protein biosynthesis, review 5381. 

tRNA 16S, ribosomal protein binding site 4293. 

Prolactin, 

effect on casein mRNA, rabbit mammary gland 3079. 

regulation-ribosome content/activity, mouse mammary gland 
explant 3025. 

mRNA, regulation-thyrotropin-releasing hormone, rat 
pituitary gland tumour cell 3470. 

stabilization-casein mRNA, rabbit 4357. 

Promoter, 

late, adenovirus (human) 2, mapping, use-nascent mercurated 
RNA 3434. 

operon (trp)Escherichia coli, operator-region trp operon, 
interaction-RNA polymerase 6167. 

phage TS, interaction-Escherichia coli RNA polymerase 
2089. 

Promoter (A2), 

phage T7 DNA, nucleotide sequence 381. 

Promoter(trp), 

mRNA, stability, phage A, role-gene(tof) product 1651. 

2-Propanol, 

interaction-uridine/adenine/guanosine-containing 
ribonucleotide 5537. 

Prophage, 

induction, phage y80, Escherichia coli , role-gene (recBC) 
DNase 5229. 

phage A, DNA, transfection-Escherichia coli spheroplast 
5181. 

Prophage A, 

induction-UV-irradiation, DNA polymerase I-deficient 
Escherichia coli 1064. 

Propidium diiodide, 

integration site, RNA/DNA duplex, sugar pucker geometry 
4411. 

interaction-dinucleoside monophosphate, NMR 705. 

B-Propiolactone, 

binding-calf thymus/mouse liver DNA, adenine (1-(2- 
carboxyethyl)) formation 1503. 

Propylene glycol, 

effect on DNA biosynthesis, mouse bladder epithelium 5141. 

1,3-Propylene sulphate, 

mutagenesis, Salmonella typhimurium 3505. 

Prorocentrum micans, 

chromosome, DNA, goniometric effect 5350. 

Prosopium, 

DNA structure, comparison-Stenodus /Leucichthys / 
Coregonus / 5059. 

Prostaglandin, 

effect on DNA biosynthesis/excision-repair, mouse spleen 
4492. 

role-RNA biosynthesis, bovine thyroid 4514. 

Prostaglandin E, 

biosynthesis, fibroblast cell culture, stimulation-poly (I-C)/ 
interferon 1315. 

Prostaglandin F,a, 

effect on RNA biosynthesis/protein biosynthesis, rat embryo 
2288. 
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Prostate gland, 

chromatin. interaction-androgen receptor complex, role- 
nonhistone protein 5323. 

chromatin, rat. RNA chain elongation-RNA polymerase B, 
regulation-androgen 2286. 

rat, t RNA fMet, binding-initiation factor IF-2/ribosomal 
subunit 551. 

rat. prostatic binding protein m RNA activity, effect of 
adrogen treatment/castration 338. 

rat, RNA biosynthesis/DNA biosynthesis/proein 
biosynthesis, effect of 4-nitro-3- 
trifluoromethylisobutyranilide 1427. 

rat, steroid-binding protein, synthesis, wheat germ /Xenopus 
3004. 

Protamine, 

complex-DNA, X-ray diffraction 3651. 

interaction-DNA 1757. 

mRNA, Salmo gairdneri testis, nucleotide sequence 2265. 

mRNA, Salmo gairdnerii testis, isolation/purification 4819. 

tRNA complex, X-ray diffraction/circular dichroism 2987. 

synthetic fragment, interaction-DNA 5842. 

Protease, 

polymorphonuclear leukocyte, effect on 
phytohaemagglutinin-induced DNA biosynthesis, mouse 
thymocyte/T-lymphocyte 5149. 

Protein, 

arrangement. Escherichia coli ribosomal subunit 30S, 
immunoelectron microscopy 5612. 

binding- DNA/RNA, affinity constant 898. 

binding-RNA, formaldehyde-induced, tobacco mosaic virus/ 
cucumber virus 4 1925. 

brome mosaic virus, reconstitution-RNA 5361. 

capsid, biosynthesis in vitro, polyoma virus complementary 
RNA 2205. 

complex-DNA, Bacillus subtilis , characterization 3306. 

complex-DNA, Ehrlich ascites carcinoma, effect of uridine 
(5'-hydroxymethyldeoxy) 4641. 

complex-DNA, Ehrlich ascites cell membrane, 
characterization 6316. 

complex-DNA, stacking interactions 3866. 

conformation, chick erythrocyte chromatin 1208. 

content, Lycopersicon esculentum , effect of salt 
concentration 364. 

damage, role-UV-irradiation-induced chromatid breakage, 
mouse 2897. 

deficiency, effect on albumin mRNA content/translation, rat 
liver 3424. 

deficiency, effect on rat liver ribosome 216. 

deficiency, effect on rRNA biosynthesis, rat liver 5767. 

distribution, Escherichia coli ribosome/ribosomal subunit 
30S 3014. 

distribution/packaging, Escherichia coli /wheat ribosome 
759. 

DNA adduct, UVirradiation-induced, effect of uridine(5- 
bromodeoxy) 3869. 

DNA complex, adenovirus (simian) 7, characterization 2907. 

DNA complex, characterization, ethyleneglycol-bis-N,N’- 
tetraacetic acid/dithiothreitol-treated polyoma virus 5360. 

DNA complex, characterization, SV40-infected monkey 
kidney cell 624. 

DNA complex, circular, adenovirus (human) 5-infected 
HeLa cell 625. 

DNA complex, phage 29, characterization 3305. 

DNA/RNA cross-linking reagent 897. 

DNA/RNA sequence recognition, review 1249. 

encephalomyocarditis virus RNA 35S-associated, isolation/ 
characterization 2147. 


fraction, rat liver, RNA polymerase B modification, during 
controlled feeding 1125. 

gag/gag-pol, precursor biosynthesis, Rauscher leukaemia 
virus, cell-free system 5790. 

gene (dnaG), Escherichia coli , primer synthesis, 
characterization 6225. 

gene (dnaG), Escherichia coli , purification/characterization, 
role-DNA primase 6226. 

gene (dnaG), Escherichia coli , RNA primer, 
characterization, initiation phage G4 DNA replication 5703. 

incorporation, rat liver polyribosome, effect of 
hydroxythiamine 3003. 

interaction-DNA, binding constant measurement 1806. 

interaction-DNA, electron microscopy 379. 

interaction-DNA, role-chromatin structure 4083. 

interaction, DNA/RNA, review 4103. 

interaction- DNA/RNA, specificity 900. 

interaction-RNA, GH, cell 4095. 

level-rat epididymis/ductus deferens during postnatal 
development 3089. 

membrane, mRNA, influenza virus, isolation/ 
characterization 3807. 

metabolism, rat liver, effect of tryptophan deprivation 858. 

metabolism, rat neonate, effect of maternal undernutrition 
3479, 3480, 3481, 6063. 

microtubule-associated, binding-DNA, hamster fibroblast 
5356. 

microtubule-associated, hog brain, binding-mouse satellite 
DNA 5362. 

nonstructural, effect on RNA biosynthesis, Semliki Forest 
virus-infected chick fibroblast 5739. 

nuclear, incorporation during regeneration, Owenia 
fusiformis chromatin 3302. 

phage 929 DNA 5'-terminal-associated, isolation/ 
characterization 6312. 

poly (A) associated, rabbit reticulocyte ribonucleoprotein 
(messenger), characterization 2122. 

ribosome precursor, characterization, mouse leukaemia 4238. 

RNA (heterogeneous nuclear)-associated, phosphorylation, 
HeLa cell nucleus 5301. 

RNA-associated, poliovirus 1, identification/role RNA 
replication 5753. 

secretory, biosynthesis, rat mammary gland mRNA 
translation-cell-free system 5604. 

sequence-specific binding-DNA, characterization, use- 
deoxyribonuclease footprinting 640. 

structural, Rauscher leukaemia virus, binding-RNA/DNA 
4090. 

vesicular stomatitis virus, cross-linking-formaldehyde/ 
dimethyl-3,3'-dithio-bisproprionimidate 6314. 

wheat germ, inhibition-protein biosynthesis, Ehrlich ascites 
cell 194. 

2, role-poliovirus 3 RNA biosynthesis 5738. 

Protein (w), 

Escherichia coli , interaction-single-stranded DNA 4659. 

Protein (acidic), 

analysis, HeLa cell ribosomal subunit 60S 768. 

mice ascites cells/hamsters fibroblasts ribosomal subunit 
60S, characterization 201. 

Protein (cro), 

phage A, action mechanism 4093. 

phage A, DNA-binding protein, properties/structure 1222. 

Protein A, 

— : 1 gene (3) product, complex-DNA, characterization 

Protein A24, 

occurrence, rat liver nucleosome 2901. 


SSS SS ee 


182 


IRL©1979 


Nucleic Acids Abstracts 


SSS 8 SE ee ee ee eee 


Protein biosynthesis, 

activity. following hepatectomy, rat liver, effect of age 4778. 

activity, human sideroblastic anaemia 4340. 

adenovirus (human) 5 host range mutant, HeLa cell/KB cell 
6010. 

adenovirus-infected HeLa cell, inhibition-low-molecular 
weight RNA 5779. 

Allomyces macrogynus zygote 4896. 

Artemia salina , termination-Artemia salina cyst extract 
5601. 

Aspergillus nidulans conidium, effect of temperature 2046. 

assay. evaluation, bovine lymphocyte 4214. 

Bacillus popilliae , during growth 2370. 

Bacillus subtilis chromosome initiation mutant 851. 

BHK-21 cell. effect of potassium dichromate 2053. 

brain, effect of phenylalanine 3005. 

brain, learning, review 5375. 

Calliphora vicina , effect of ecdysterone/methoprene 4485. 

Candida albicans . effect of-AMP (cyclic) 853. 

Candida utilis , effect of copper ion/pH 4891. 

capacity, Saccharomyces cerevisiae 3085. 

cell-free system. inhibition-oligonucleotide, interferon-treated 
L cell 3745. 

cell-free system, SV40-transformed 3T3 cell, ribosome 
activity 1351. 

cell-free system, translation, mRNA-complementary DNA 
hybridization mediated, use-mRNA analysis 3027. 

chloroplast. review 7. 

chromosome XO, human lymphocyte 2402. 

Clostridium saccharoperbutylacetonicum , inhibition- 
clostocin O 5104. 

control, poliovirus infected cell 3765. 

cytomegalovirus, association-DNA biosynthesis 5596. 

Dictyostelium discoideum , translation regulation during 
differentiation 748. 

double-stranded RNA, activation-protein kinase, 
phosphorylation-initiation factor IF-2 4254. 

during nuclear division, Physarum polycephalum 1891. 

during spore outgrowth, Clostridium botulinum 3967. 

during wheat embryo imbibition, association- mRNA 
accumulation 5800. ‘ 

effect of aflatoxin B,, rat liver 750. 


effect of coumarin derivatives, Ehrlich ascites carcinoma 864. 


effect of ethanol/acetone, Phaseolus vulgaris 1452. 
effect of ginseng extract, rat kidney 856. 
effect of interferon, mechanism 4803. 
effect of modeccin, mouse 1889. 
effect of oxidative phosphorylation uncoupler, mitochondria 
372: 
effect of phytohaemagglutinin stimulation during amino acid 
starvation, human lymphocyte 1349. 
effect of stratification, Pinus lambertiana seed 220. 
effect of vaccinia virus heat-inactivated particle 4884. 
Ehrlich ascites cell 4481. 
Ehrlich ascites cell, inhibition-wheat germ protein 194. 
enucleated African green monkey cell 4341. 
Epstein-Barr virus superinfected Raji cell 4772. 
Escherichia coli , effect of guanosine (2'-amino-2'-deoxy) 
2954. 
Escherichia coli , effect of quindoxin/quinoxaline-di-N-oxide 
5102. 
Escherichia coli K 12, effect of indoleacetic acid 5758. 
Escherichia coli MRE 600 ribosome, effect of temperature 
5599, 
' eukaryote nucleus, characterization 2574. 
following yirradiation, effect of paracetamol, Escherichia coli 
1013. 


Fraction, tobacco leaf I, protoplast kinetics 195. 

Friend cell, effect of vesicular stomatitis virus/herpes simplex 
virus infection 2209. 

Gallus domesticus wing muscle, during hypertrophy 3389. 

Glycine max , regulation-cytokinin 1371. 


. Glycine max cotyledon, effect of age 2582. 


Glycine max embryo during germination, effect of rapid 
ageing 3227. 

granulopoiesis, human leukocyte 4515. 

haemin-controlled inhibitor, mechanism 2210. 

hamster, S phase, relationship-genome replication 1892. 

HeLa cell, inhibition-modeccin 2580. 

HeLa cell, relationship-tRNA aminoacylation 4206. 

HEp-2 cell, effect of temperature 5771. 

hepatoma cell culture, effect of pyruvate 495. 

host, encephalomyocarditis virus induced inhibition 4914. 

host, inhibition-adenosine(3'-deoxy), vaccinia virus-infected 
cell culture 1347. 

human lymphocyte, effect of auranofin 2781. 

hypertrophied rat heart cell-free system, stimulation- 
triiodothyronine 3406. 

in vitro, effect of rat guanine (6-thio)-containing RNA 1956. 

influenza virus A, inhibition-UV-irradiation, chick embryo 
fibroblast 745. 

influenza virus A, localization, chick embryo fibroblast/ 
MDCK cell 4317. 

inhibition, effect on DNA replication, CHO cell/HeLa cell/L 
cell 1052. 

inhibition, effect on mitosis, Chinese hamster cell 6288. 

inhibition, human fibroblast, effect on mRNA accumulation 
874. 

inhibition, mouse leuk aemia(myeloid) cell, effect on 
differentiation stimulating factor sensitivity 2297. 

inhibition, vaccinia virus-infected cell, -virus induced RNA 
biosynthesis 4773. 

inhibition-clostocin O, Clostridium 
saccharoperbutylacetonicum 2766. 

inhibition-dimethyInitrosamine, rat liver, effect on initiation 
factor activity 5649. 

inhibition-double-stranded RNA, interferon-treated mouse L 
cell 4358. : 

inhibition-double-stranded RNA, rabbit reticulocyte lysate 
2657. 

inhibition-electroshock, mechanism, rabbit cerebral 190. 

inhibition-poly-L-ornithine, L cell 3784. 

inhibition-puromycin analogue 4240. 

inhibition-ribavirin, chick embryo fibroblast 6068. 

inhibition-ribavirin, eukaryote cell 3963. 

inhibition-trichothecene, reticulocyte cell-free system 218. 

inhibition-vaccinia virus core, in vitro 2207. 

inhibition-vesicular stomatitis virus, mechanism, L cell 2576. 

inhibitor, characterization, Artemia salina embryo 749. 

inhibitor, interferon/double-stranded RNA-induced, mouse L 
cell 1317. 

inhibitor, oligonucleotide, interferon-treated chick embryo 
cell, comparison-mouse low-molecular weight inhibitor 3744. 

inhibitor, oligonucleotide, isolation/characterization, 
interferon-treated cell 2183. 

inhibitor, oligonucleotide, synthesis-rabbit reticulocyte lysate 
3367. 

initiation, binding/release-eukaryote initiation factor IF-2 
2231¢ 

initiation, elongation, termination, review 1247. 

initiation, rabbit reticulocyte, inhibition-supernatant factor 
TDI 778. 

initiation-dependent, Ehrlich ascites cell, inhibition-ADP 
1857. 
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KB cell human cell-free system, misreading, stimulation- 
antibiotic 3408. 

lymphocyte, effect of cryopreservation 6071. 

lymphocyte, regulation-adherent cell 1049. 

mammalian cell, (RNA fMet-fructose 1,6-bisphosphate/ 
stimulation 2596. 

measurement, lamb liver, use-tRNA Lys aminoacylation 
2579. 

mouse, inhibition-d,1-methadone, effect of naloxone/ 
naltrexone 5768. 

mouse L cell, inhibition-L-histidinol 1953. 

mouse lung carcinoma, effect of cannabinoid 3226. 

mouse submandibular salivary gland, effect of isoproterenol 
5138. 

mycoplasmavirus MVL51, Acholeplasma laidlawii 5597. 

Neurospora crassa , effect of temperature 4790. 

Nicotiana tabacum , effect of tobacco mosaic virus infection 
4775. 

oncornavirus (avian)/oncornavirus (mammalian), review 
4667. 

origin, mechanism 3763. 

origin, review 3688. 

Paramecium tetraurelia , effect of excess DNA 6053. 

pattern during cyst germination, Polysphondylium pallidum 
3068. 

peptide bond formation, inhibition-bruceantin 3023. 

phage @LL55-infected Lactobacillus lactis 3568. 

phage Mu, in vitro 4215. 

phage Mu-infected Escherichia coli minicell 5595. 

phytohaemagglutinin-stimulated lymphocyte, effect of L- 
cysteine hydrochloride 2404. : 

Pisum sativum , cell-free system 4224. 

plant, book review 629. 

plasmid ColE1-containing minicell 3386. 

polyribosome-membrane interaction, review 5393. 

prokaryote, review 5381. 

pseudorabies virus-infected HeLa cell, effect of ionic strength 
3388. : 

rabbit reticulocyte, inhibition-glucose 6-phosphate/fructose 
1,6-diphosphate, effect of NAD 5602. 

rabbit reticulocyte, inhibition-temperature, mechanism 2594. 

rat, effect of age 3843. 

rat, effect of magnesium deficiency 2399. 

rat brain, effect of metergoline 1952. 

rat brain membrane-bound ribosome, effect of ethanol 3390. 

rat embryo, effect of prostaglandin F,a 2288. 

rat hippocampus, effect of amino acid, electron microscopy 
3016. 

rat liver, effect of dimethylbenz(a)anthracene/ 
diethyInitrosamine 2389. 

rat liver, effect of ethanol 4247. 

rat liver, effect of ethionine/thioacetamide/ 
dimethylnitrosamine/aflatoxin B1 4794. 

rat liver, inhibition-Penicillium roqueforti PR toxin 5600. 

rat liver, ribosome/initiation factor activity, effect of 
dimethylnitrosamine/ethionine 2206. 

rat/mouse/guinea pig, effect of X-irradiation 3210. 

rat muscle, effect of cycloheximide 5603. 

rat pancreas 2373. 

rat prostate gland/seminal vesicle, effect of 4-nitro-3- 
trifluoromethylisobutyranilide 1427. 

rat skeletal muscle, during fasting/refeeding, effect of age 
5638. 

rat stomach mucosa ribosome, effect of starvation/ 
pentagastrin, cell-free system 2226. 

rat testis, stimulation-Panax ginseng root extract 5139. 


rate, determination 5594. 

rate, Escherichia coli , effect of temperature shift 3766. 

rate, rat heart muscle, effect of age 5764. 

regulation, frog virus 3 2577. 

regulation, human fibroblast cell culture 3006. 

regulation, mitogen-activated lymphocyte 2212. 

regulation, rat liver, protein ingestion circadian variation 
4221. 

regulation, Rosa 2213. 

regulation-dinucleoside polyphosphate, CHO cell 2189. 

relationship-DNA structura! integrity/radiosensitivity, 
Escherichia coli 4504. 

relationship-RNA biosynthesis, chick liver, during Eimeria 
tenella -induced coccidiosis 5763. 

requirement, mRNA degradation, herpes simplex virus 
infection, Friend erythroleukaemia cell 5598. 

ribosome-binding, mammalian cell, tRNA fMet-fructose 1,6- 
bisphosphate/stimulation 2596. 

role-GTP, review 4670. 

role-UV-irradiation-induced DNA repair, Proteus mirabilis 
1589. 

role-memory, Carassius auratus 3000. 

role-polyamine, review 3698. 

Saccharomyces , membrane-bound ribosome 4777. 

Saccharomyces cerevisiae cell cycle 5989. 

Simian sarcoma-associated virus, human cell 1911. 

stimulation-polyamine, Aspergillus nidulans 3585. 

Streptococcus faecalis , inhibition-ochratoxin A 4219. 

Streptomyces granaticolor , during spore germination 976. 

system, evolutionary studies 5593. 

template stability, proliferating/non-proliferating human 
myeloma 3476. 

Tetrahymena , effect of cycloheximide 4776. 

Tetrahymena pyriformis , effect of actinomycin D 2651. 

Tetrahymena pyriformis temperature-sensitive mutant 2275. 

tobacco mosaic virus, Acetabularia 4774. 

toluene-treated human lymphocyte 4223. 

translation control, Glycine max , role-cytokinin 3007. 

Trypanosoma cruzi , inhibition-benznidazole 3473. 

Vero cell, effect of rinderpest virus infection 3464. 

wheat embryo, effect of hydration/dehydration 5154. 

wheat germ cell-free system, misreading, stimulation- 
antibiotic 3409. 

Xenopus laevis oocyte, inhibition-AMP (cyclic)/theophylline/ 
papaverine 3002. 

yeast, storage 4852. 

Zea mays , effect of lindane 1638. 

Protein Gl, 

mRNA, Phaseolus vulgaris , translation/product 
characterization, cell-free system 5799. 

Protein kinase, 

activation-double-stranded RNA, phosphorylation-initiation 
factor IF-2, protein biosynthesis 4254. 

activity, polyribosome-ribosome preparation, poliovirus 
infected HeLa cell 2221. 

histone H1 phosphorylation site, Strongylocentrotus | 
intermedius 2125. 

inhibition-tRNAfMet birtdjng factor interaction-initiation 
factor, rabbit reticulocyte lysate 2602. 

phage T7, phosphorylation-Escherichia coli initiation factor 
IF-3 775. 

RNA polymerase I-associated, purification/properties, rat 
liver 1739. 

Saccharomyces cerevisiae , purification/characterization, 
phosphorylation-ribosomal protein 2852. 

translation control, wheat germ/Artemia salina 1914. 
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Protein kinase (cyclic AMP-dependent), 

modification-calf thymus RNA polymerase II 1706. 

phosphorylation-calf thymus RNA polymerase II 2461. 

Protein VP2, 

gene, SV40. nucleotide sequence 5027. 

Protein VP3, 

gene, SV40. nucleotide sequence 5027. 

Protein X, 

gene (recA) product, Escherichia coli 3244. 

Proteinase, 

nuclease/structure, review 5. 

Proteinase K, 

inhibition-ribonuclease 491. 

Proteus, 

DNA. comparison-Providencia 5041. 

Proteus mirabilis, 

DNA, UV-irradiation-induced single-stranded breakage, 
exicision-repair 3205. 


DNA degradation. role-endonuclease I 1085. 


DNA polymerase A, purification/characterization 6195. 


DNA repair, photodynamic treatment-induced damage 1588. 


UV-irradiation-induced DNA repair, role-protein 
biosynthesis/gene (rec) 1589. 

mutant (MUT), excision repair following UV-irradiation 
1591. 

plasmid DNA replication 3195. 

plasmid ROR12, DNA replication 3196. 

R factor composite plasmid, DNA replication origin 4988. 

R factor Rts1, replication regulation 3219. 


structure/function/regulation-Escherichia coli r-RNA 3813. 

Proteus morganii, 

plasmid DNA, physical properties 3157. 

Protoplast, 

tobacco, RNase content, effect of osmotic stress 1677. 

Prototheca, 

DNA base composition 3176. 

Providencia, 

DNA, comparison-Proteus 5041. 

Provirus, 

DNA, equine infectious anaemia virus, detection-infected 
horse cell 4929. 

formation/integration/rescue during transformation, review 
1238. 

Prunus padus, 

bud, RNase, electrophoresis pattern during dormancy/ 
growth 536. 

bud, RNase activity/RNA content during dormancy/growth 
535: 

Pseudomonas, 

endonuclease, probe-DNA carcinogen/mutagen-induced 
lesion 2430. 

phylogeny study, use-phage Qf host factor RNA-binding 
protein 4652. 

plasmid DNA, classification/physical properties 4995. 

Pseudomonas aeruginosa, 

extracellular identification activity 548. 


isolation-plasmid Inc P-2 DNA 4944. 

lipopolysaccharide, humoral immunity, transfer-immune 
RNA, mouse 2661. 

R factor, isolation/characterization 3518. 

R factor, mapping 3154. 

transformation-R factor DNA 3600. 


Pseudomonas BAL-31, 

DNase(exo), use-DNA restriction endonuclease fragment 
mapping 4561. 

Pseudomonas iodinum, 

adenosine deaminase, purification/crystallization 3636. 

Pseudomonas piscicida, 

DNA base composition/size/sequence, comparison- 
Pseudomonas putrefaciens /Pseudomonas rubescens 3919. 

Pseudomonas putida, 

chromosome, gene mapping 2495. 

plasmid DNA, characterization 3153. 

plasmid DNA, restriction endonuclease cleavage site analysis 
5888. 

transformation, antibiotic-resistance/degradative plasmid 
DNA 3237. 

transformation-chromosome DNA 6120. 

Pseudomonas putrefaciens, 

DNA base composition/size/sequence, comparison- 
Pseudomonas rubescens /Pseudomonas piscicida 3919. 

Pseudomonas rubescens, 

DNA base composition/size/sequence, comparison- 
Pseudomonas putrefaciens /Pseudomonas piscicida 3919. 

Pseudomonas testosteroni, 

RNA biosynthesis, effect of testosterone 1424. 

Pseudomonas thermophila, 

removal-RNA 5780. 

Pseudoplusia includens, 

nuclear polyhedrosis virus DNA, properties, comparison- 
Trichoplusia ni /Autographa californica /Rachiplusia ou 
1538. 

Pseudorabies virus, 

infected cell culture, RNase antiviral activity 2433. 

infected HeLa cell, protein biosynthesis, effect of ionic 
strength 3388. 

Pseudouridine synthetase, 

substrate, use-Escherichia coli B uridine (pseudo)-deficient 
tRNA 1338. 

Psoralen, 

cross-linking, removal-Escherichia coli DNA, role-ATP 
1587. 

derivative, binding-DNA/chromatin, effect of ionic 
environment 3504. 

derivative, photoaddition, induction-DNA urwinding 4402. 

derivative, photochemical cross-linking- DNA-RNA helix, 
phage fd 2699. 

derivative, photochemical cross-linking-SV40 RNA-double- 
stranded DNA template 4272. 

interaction-DNA, determination-4’,5'-cycloadduct 2328. 

interaction-DNA, UV-irradiation 3142. 

interaction-purine/pyrimidine 4117. 

photoreactivation-DNA, effect of base composition 2330. 

Psoralen (3-Carbethoxy), 

induced DNA damage, repair, Saccharomyces cerevisiae 
4407. 

Psoralen (8-Methyl), 

photoreactivation-DNA, effect of base composition 2330. 

Psoriasis, 

DNA-binding protein, characterization 2146. 

DNA-binding protein, isolation/characterization 2145. 

Pterotheca falconeri, 

ethyl methanesulphonate-induced chromosome aberration, 
effect of caffeine 1214. 

Pumpkin, 

cotyledon, plastid/cytoplasm, rRNA biosynthesis, effect of 
cytokinin/light 4342. 

cotyledon, plastid/cytoplasm, rRNA biosynthesis, effect of 
detachment/light 4343. 
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Purine, 
y- irradiation, electron microscopy 40. 

analogue, effect on leukaemia L1210 cell viability 65. 

analysis, chromatography (anion exchange) 3341. 

1.4-anhydro-2-deoxy-D-arabinitol derivative, synthesis 3334. 

binding-transition metal, stereospecificity 639. 

biosynthesis. regulation, human-lymphoblast 2520. 

combination-pyrimidine, effect on methotrexate therapeutic 
effectiveness 1270. 

derivative. separation, chromatography (thin layer) 37. 

dielectric studies 1283. 

dietary. effect-on purine/pyrimidine biosynthesis, human 
Zoe 

dimer, self-association 5409. 

DNA base, emission polarization 2151. 

electron spectroscopy 5400. 

electronic spectrum 30. 

identification, chromatography (reversed-phase) 1834. 

incorporation, mouse brain 3711. 

interaction-psoralen/angelicin 4117. 

interaction-tricarbonylcyclohexadienyliron cation 4701. 

interaction-triose reductone 4114. 

methylation, kinetics 1254. 

N-(3-carboxy-2-hydroxypropyl) derivative, synthesis/ 
polymerization 1255. 

NMR 5401. 

pool formation, Staphylococcus aureus /Escherichia coli , 
inhibition-heliomycinpyrimidine, pool formation, 
Staphylococcus aureus /iEscherichia coli , inhibition- 
heliomycin 4692. 

prebiotic synthesis 2524. 

pyrimidine nucleoside transglycosylation 4112. 


radioactivity, separation, use-chromatography (thin layer) 77. 


radiolysis, aqueous solution, effect of radiosensitizer 4683. 

separation, chromatography (affinity) 41. 

separation. chromatography (ion-exchange) 39. 

separation-chromatography (high pressure) 4696. 

synthesis. cyclization-Michael-type adduct 1259. 

transport, Neurospora crassa mutant (nit-2) 4690. 

transport, Saccharomyces cerevisiae, mechanism 5432. 

uptake, Babesia microti /Babesia rodhaini /Babesia 
divergens /Babesia major 4693. 

urea complex, X-ray crystallography 25. 

Purine (2'(3’)-O-Alkyl) nucleoside, 

synthesis 61. 

Purine (6-Alkyl) nucleoside, 

synthesis 60. 

Purine (8-Alkyl) nucleoside, 

synthesis 60. 

Purine (N°-(n-Alkylureido)) nucleoside, 

synthesis/biological activity 3713. 

Purine (amino), 

association-thymidine 28. 

autoassociation 29. 

incorporation, phage T4 DNA, mutation frequency, effect of 
temperature 1266. 

Purine (2-amino), 

induced, mutagenesis, repair deficient Escherichia coli, effect 
of R factor 4388. 

Purine (2-amino-4-methyl), 

reaction-nitrous acid 45. 

Purine (8-aza), 

conformation 1842. 

NMR 5401. 

1-alkyl derivative, synthesis 5399. 

Purine (6-Benzylamino), 

synthesis/cytokinin activity 5431. 


Purine (2-Diamino) arabinoside, 

antiviral agent, herpes simplex virus 5484. 

Purine (2,6-diamino), 

resistance, effect on adenine phosphoribosyltransferase 
activity, Escherichia coli 1165. 

substituted-adenine, phage S-2L DNA 5911. 

Purine (furfurylamino), 

stereochemistry/hydrogen bonding, X-ray diffraction 31. 

Purine (6-Furfurylamino), 

synthesis/cytokinin activity 5431. 

Purine (2-hydroxy-4-methy]), 

reaction-nitrous acid 45. 

Purine (6-Mercapto), 

teratogenesis, rat. relationship-dietary zinc 5430. 

Purine (methyl), 

resistance. effect on adenine phosphoribosy|ltransferase 
activity, Escherichia coli 1165. 

Purine (6-Methyl}, 

effect on nitrate reductase activity, Ankistrodesmus braunii / 
Chlorella /Dunaliella 3726. 

Purine (methylaza), 

circular dichroism 633. 

Purine (6-(3-Methy!-2-Butenylamino)), 

synthesis/cytokinin activity 5431. 

Purine (2-Methylthio-6-Benzamido), 

complex-p-nitrophenol, X-ray diffraction 5402. 

Purine (9-8-Ribofuranosyl), 

effects on DNA biosynthesis/RNA biosynthesis, ascites cells 
280. 

Purine (thio), 

derivative, separation-electrophoresis 4695. 

Purine (6-Thio), 

mouse lymphoma L5178Y cell, determination, 
chromatography (high-pressure liquid cation exchan 2519. 

Purine (6-Ureido) riboside, 

synthesis 3345. 

Purine nucleoside, 

2',3’,0-adamantylphosphonate, synthesis 5448. 

analogue, activity-herpes simplex virus 115. 

analogue, effect on tRNA methylase activity, rat liver/ 
Novikoff hepatoma 5564. 

analysis, chromatography (anion exchange) 3341. 

derivative, synthesis/properties 2161. 

incorporation, human fibroblast, effect of purine nucleoside 
phosphorylase deficiency 575. 

incorporation, mouse brain 3711. 

interaction-gold ion, spectroscopy 89. 


. interaction-guanosine, photochemistry 2162. 


methylation, kinetics 1254. 
rat tissue, regulation-pyrimidine biosynthesis 5501. 
Purine nucleoside phosphorylase, 
assay, fibroblast 2109. 
assay method 2850. 
deficiency, association-T-lymphocyte immunodeficiency 
2469. 
deficiency, effect on human lymphocyte development 2471. 
deficiency, human fibroblast, effect on purine nucleoside 
incorporation 575. 
human erythrocyte, purification/characterization 4585. 
oo ee (chronic lymphocytic) lymphocyte 
ile 
physical properties, human erythrocyt®2108. 
purification/properties, rabbit erythrocyte 1154. 
reaction-phosphate analogues, bovine spleen 1148. 
role-uracil (S-fluoro) sensitivity, Novikoff hepatoma cell 4584. 
Purine nucleotide, 
analysis, chromatography (anion exchange) 3341. 
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rat, DNA biosynthesis/RNA biosynthesis, effect of age 1041. 


Puromycin, 
analogue, peptidyltransferase substrate activity/inhibition- 
protein biosynthesis 4240. 
analogue. synthesis/interaction-Escherichia coli ribosomal 
subunit 50S 5446. 
carbocyclic analogue, synthesis/biological activity 4132. 
derivative, attachment site-Escherichia coli rRNA 23S, 
nucleotide sequence 2624. 
dissociation-vesicular stomatitis virus glycoprotein MRNA 
binding-endoplasmic reticulum, CHO cell 876. 
effecton _r. RNA biosynthesis/processing/translocation, 
Tetrahymena pyriformis 300. 
photoinduced affinity labelling-Escherichia coli ribosome 
5629. 
solution conformation analysis, NMR 674. 
Putrescine, 
stimulation-chromatin transcription, mechanism 2494. 
Pyrazomycin, 
NMR 677. 
Pyrene, 
derivative, use-polynucleotide 3’-terminal conformation 
probe 1304. 
1-Pyrenyloxirane, 
binding-calf thymus DNA, characterization 5864. 
Pyrimidine, 
y- irradiation, electron microscopy 40. 
1-(tetrahydrofuryl-2) derivative, synthesis, use-2- 
acetoxytetrahydrofuran 1819. 
5-acetyl-4-methyl-2-substituted derivative, synthesis/effect on 
central nervous system 5411. 
analogue, therapy-herpes simplex virus encephalitis, review 
1271. 
1,4-anhydro-2-deoxy-D-arabinitol derivative, synthesis 3334. 
benzene fluorescence quenching 5413. 
bichlorinated, inhibition-poliovirus/vaccinia virus replication, 
mechanism 5441. 
binding-transition metal, stereospecificity 639. 
biosynthesis, rat tissue, regulation-purine nucleoside/ 
pyrimidine nucleoside 5501. 
boron substituted, synthesis 3337. 
combination-purine, effect on methotrexate therapeutic 
effectiveness 1270. 
degradation, Euglena gracilis , inhibition-analogue 71. 
derivative, antiviral activity, mengovirus 2930. 
derivative, inhibition-deoxycytidine kinase 4688. 
derivative, ionization 5410. 
dielectric studies 1283. 
dietary, effect on purine/pyrimidine biosynthesis, human 
2155: 
_ dimer, UV-irradiation-induced, mouse epidermis DNA, 
absence-photoreactivation 4663, 4974. 
dimer, self-association 5409. 
DNA base, emission polarization 2151. 
electron spectroscopy 5400. 
3-hydroxybutyric acid derivatives, synthesis 4119. 
identification, chromatography (reversed-phase) 1834. 
incorporation, mouse brain 3711. 
interaction-psoralen/angelicin 4117. 
interaction-tricarbonylcyclohexadienyliron cation 4701. 
interaction-triose reductone 4114. 
NMR, effect of methyl/amino group substitution 5415. 
nucleotide (deoxyribo), biosynthesis, DNA replication- 


associated. inhibition-mitomycin C/proflavine, phage T4 990. 


oligonucleotide, primer-DNA polymerase I repair reaction. 
use-DNA sequence analysis 3516. 

prebiotic synthesis 2524. 

radiolysis, aqueous solution, effect of radiosensitizer 4683. 

separation, chromatography (affinity) 41. 

separation, chromatography (ion-exchange) 39. 

separation-chromatography (high pressure) 4696. 

substituted, ESR 2925. 

2-substituted, NMR 5412. 

2-substituted, spectroscopy (INDOR) 5417. 

sulphoxide/sulphone/nitramine, synthesis 3705. 

synthesis 3335. 

synthesis, use-benzamidine/cinnamic aldehyde 645. 

synthesis, use-hydrogen cyanide 641. 

uptake, Babesia microti /Babesia rodhaini /Babesia 
divergens /Babesia major 4693. 

Pyrimidine (amino), 

amino group acidity 646. 

Pyrimidine (4-Aminopyrazolo|3,4-d]), 

N-substituted, tautomerism 2526. 

Pyrimidine (2,2'-Anhydro) nucleoside, 

reaction-amine nucleophile 3720. 

Pyrimidine (5-Aryi-3,4-Diamino), 

synthesis 33. 

Pyrimidine (bromo-!'-methylethyl)), 

synthesis/dehydrobromination 1262. 

Pyrimidine (4,6-di-t-Butyl), 

steric effects 5416. 

Pyrimidine (4-(0-carboxyphenylamino), 

synthesis 1820. 

Pyrimidine (cyano), 

Grignard reaction 644. 

Pyrimidine (6,5'-Cyclo) nucleoside, 

synthesis 3343. 

Pyrimidine (deoxy) nucleoside, 

metabolism, varicella-zoster virus-infected human foreskin 
fibroblast 2540. 

Pyrimidine (dichloro), 

antiviral activity 2158. 

antiviral activity, role-thiol/disulphide 2157. 

Pyrimidine (2,4-Dichloro), 

interaction-amine/ammonia 3336. 

Pyrimidine (4,6-dichloro-2-amino), 

interaction-oxalyl chloride 1821. 

Pyrimidine (5,6-Dihydro), 

photochemical dehydrogenation 4118. 

Pyrimidine (4,6-Dimethyl), 

steric effects 5416. 

Pyrimidine (fluoro), 

induced, antagonism-methotrexate, Ehrlich ascites cell 1830. 

Pyrimidine (N-w-Haloalkyl), 

synthesis 2152. 

Pyrimidine (2-halogen), 

Raman spectra/IR-spectroscopy 1261. 

Pyrimidine (hydrazino-4-hydroxy-6-methy]), 

complex-copper/cobalt/zinc/nickel, IRspectroscopy/NMR 
2. 

Pyrimidine (hydroxy), 

interaction-N-phenyl-N-methyl-w-chloroalkylsulphonamide 
3704. 

Pyrimidine (4-Hydroxy-2-Methy]), 

photometric titration 2527. 

5-substituted, photometric titration 2528. 

Pyrimidine (2-Isopropy]), 

derivative, synthesis/characterization 5418. 

Pyrimidine (5-Mercuri) nucleotide, 

reaction-thiol/hydrogen sulphide 4160. 
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Pyrimidine (2-(1-pyrazolyl), 

derivative. synthesis 1818. 

Pyrimidine (thiazolo] 5,4-d]), 

derivative. potentiation-phleomycin antibacterial activity. 
Escherichia coli 2931. 

Pyrimidine (2-(2'-thienyl)), 

substitution reaction 1823. 

Pyrimidine (2-(3'-thienyl)), 

substitution reaction 1823. 

Pyrimidine (thiohydrazino), 

effect on orotate incorporation-nucleotide/RNA, mouse liver 
661. 

effect on RNA biosynthesis/pyrimidine nucleotide 
biosynthesis 662. 

Pyrimidine (trioxopyrrolo] 2,3-d]), 

synthesis 29. 

Pyrimidine(aminothiodihydro), 

structure 46. 

Pyrimidine arabinoside(anhydro), 

acyl derivative, synthesis 51. 

Pyrimidine(aza), 

interaction-methylhydrazine 44. 

Pyrimidine(azo), 

derivative, preparation/antitumour activity 43. 

Pyrimidine deoxyribonucleoside kinase, 

herpes simplex virus induced, association-dTMP kinase. 
mouse cell 6212. 

Pyrimidine dimer, 

assay. DNA repair following UV-irradiation, human 
fibroblast 5118. 

C-akylation/deuteration 2525. 

DNA. association-tumour formation, UV-irradiation-treated 
Poecilia formosa thyroid 2697. 

excision. Saccharomyces cerevisiae , assay 4488. 

measurement 399. 

quantitation, Bacillus subtilis sphaeroplast DNA 5942. 

repair. Saccharomyces cerevisiae radiation-sensitive mutant 
3206. 
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synthesis/properties 4158. 

Pyrimidine(fluoro), 

derivative. preparation/antitumour activity 43. 
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zinc complex, X-ray crystallography 642. 
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synthesis 53. 

Pyrimidine(mercapto-methy)), 

reaction-nitrous acid 45. 

Pyrimidine(methyl), 

diazo coupling reaction 48. 

interaction- a-. halo ketone 47. 

Pyrimidine(methylthio), 
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conformation. effect of solvent 640. 
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5- substituted, oligonucleotide synthesis, use-RNase 165. 

analogue. activity-herpes simplex virus 115. 

C-5 mercurated. synthesis 3721. 

fluorinated. synthesis 4136. 

incorporation, mouse brain 3711. 

interaction-gold ion. spectroscopy 89. 

rat tissue, regulation-pyrimidine biosynthesis 5501. 


5-substituted, reaction mechanism, review 4. 

transglycosylation-purine 4112. 

Pyrimidine nucleoside kinase, 

induction, cytidine (deoxy) halogen analogue inhibition- 
herpes simplex virus 2 3349. 

Pyrimidine nucleoside monophosphate kinase, 

human leukaemia blast cell, characterization 2849. 

separation method 1734. 
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synthesis 50. 
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derivative, synthesis 643. 
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Pyrimidine(thio), 

interaction-methylhydrazine 44. 

Pyrimidine(s-triazolo| 4,3-a]), 

isomerization 1822. 

Pyrimidine-2-Thione, 

metal halide complex, structure 5414. 

Pyromycin, 

effect on y- irradiation-induced nucleoprotein degradation, 
rat thymocyte/mouse thymus 598. 

Pyrophosphate, 

inhibition-phage QB RNA polymerase, effect of metal ion/ 
substrate/template 5239. 
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effect on DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, hepatoma cell culture 495. 


Q base, 

synthesis 24. 

Quail, 

ovary, DNA biosynthesis during follicle formation 5134. 

Quinacrine, 

complex-DNA, accumulation-air-water interface 388. 

effect on DNA polymerase I activity 1724. 

Quindoxin, 

effect on DNA/RNA/protein biosynthesis, Escherichia coli 
5102. 

Quinolinemethanolamine, 

interaction-DNA, role-antimalarial activity 4975. 

8-Quinolinesulphony! chloride, 

use-oligonucleotides synthesis 129. 

Quinomycin C, 

binding-DNA, sequence specificity 333. 

Quinoxaline, 

synthetic analogue, binding-DNA 4952. 


R factor, 

aminoglycoside phosphotransferase gene DNA, relationship- 
antibiotic-producing bacteria 5045. 

book review 3684. 

composite plasmid, Proteus mirabilis , DNA replication 
origin 4988. 

conjugation, mechanism, review 3330. 

conjugation/replication, review 3316. 
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DNA. dissociation/amplification/reassociation 4983. 
DNA. replication, regulation, Escherichia coli K12 508). 
DNA. structure/replication, review 3324. 
DNA. transformation-Pseudomonas aeruginosa 3600. 
effect on UV-irradiation/methyl methanesulphonate/cis- 
platinum dichlorodiamine/2-aminopurine-induced 
mutagenesis. repair deficient Escherchia coli 4388. 
ER 1. identification/characterization, Escherichia coli 3155. 
Escherichia coli . RNA coding 3601. 
Escherichia coli K12/Salmonella typhimurium , 
characterization 3520. 
genetic analysis, review 3331. 
NR1. DNA in vitro translation 3229. 
Pseudomonas aeruginosa , isolation/characterization 3518. 
Pseudomonas aeruginosa , mapping 3154. 
Rts1. replication regulation, Proteus mirabilis 3219. 
specified. low-molecular weight RNA, isolation/ 
characterization 4814. 
transcription. Escherichia coli 4861. 
transfer, Escherichia coli 5176. 
trimethoprim resistance. Escherichia coli , isolation- 
dihydrofolate reductase gene-carrying fragment 5835. 
Rabbit, 
antigen-primed lymphoid cell, DNA biosynthesis, stimulation- 
spleen promotor cell 1039. 
bone marrow/kidney cell, double-stranded precursor mRNA, 
hybridization-globin MRNA 3452. 
brain. nonhistone protein content 4622. 
brain nucleus. histone thioi content 2127. 
casein mRNA, stabilization-prolactin/glucocorticoid 4357. 
cerebral cortex, RNA biosynthesis, review 5380. 
chromatin protein, synthesis/phosphorylation 2135. 
content, MRNA 5661. 
corpus luteum. RNA biosynthesis, effect of 17f-oestradiol 
withdrawal 1429. 
diabetic/insulin-treated, skeletal muscle, tRNA (valyl) 
synthetase/tRNA (alanyl) synthetase activity 4212. 
DNA antibody, antigenic determinant size-DNA, 
comparison-systemic lupus erythematosus antibody 592. 
embryo. DNA/RNA concentration, effect of 6- 
aminonicotinamide 2774. 
embryo, low-molecular weight RNA biosynthesis following 
fertilization 3073. 
endometrium, reverse transcriptase/DNA polymerase 
activity 5268. 
erythroid bone marrow cell, mRNA precursor, structure 
3058. 
erythroid cell, mRNA/mRNA precursor. structure 3057. 
globin, codon use, pattern 3767. 
B-globin gene, coding sequence analysis 1557. 
globin/immunoglobulin gene sequence 2333. 
B-globin mRNA. comparison-human, evolution 263). 
globin mRNA, stability, role-poly (A) 2973. 
globin mRNA translation, recognition-5'-terminal 7- 
methylguanosine 4367. 
heart. RNA biosynthesis during myocardial hypoxia/anoxia 
2654. 
kidney cell, vesicular stomatitis virus replication, facilitation- 
Shope fibroma virus 5094. 
liver, DNA, mapping-region adjacent-Z-globin gene 970. 
liver, tRNA (methionyl) synthetase/tR NA (lysyl) synthetase 
purification 1343. 
liver, tRNA nucleotidyltransferase, purification/binding 
— study 4213. ; 
Jung, uteroglobin-like protein, translation in vitro 1348. 


_ lymphocyte. sister chromatid exchange frequency 6302. 
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mammary gland, casein mRNA, effect of prolactin/ 
glucocorticoid 3079. 

mammary gland, RNA biosynthesis, effect of polyamine 
4339, 

methyl methane sulphonate-treated, DNA repair. 
spermatozoa 6030. 

plasma cell, DNA/RNA content, effect of acetylsalicylic 
acid/diacetoxybenzoic acid/azathioprine/D-penicillamine 
4377. 

reticulocyte, a-globin/B-globin biosynthesis 751. 

reticulocyte, cell-free system, translation-tyrosine 
aminotransferase mRNA 3109. 

reticulocyte, cytoplasmic globin mRNA, biosynthesis 3072. 

reticulocyte, globin mRNA, physical properties 3040. 

reticulocyte, initiation factor, purification/characterization 
260i. 

reticulocyte, initiation factor IF-1, binding-tRNA fMet. 
association-protein factor 5648. 

reticulocyte, initiation factor IF-2, purification/ 
characterization/function 225. 

reticulocyte, protein biosynthesis, inhibition-temperature, 
mechanism 2594. 

reticulocyte, protein biosynthesis, inhibition-glucose 6- 
phosphate/fructose 1,6-diphosphate, effect of NAD 5602. 

reticulocyte, protein biosynthesis initiation, inhibition- 
supernatant factor TDI 778. 

reticulocyte, RNA-binding protein, elongation factor/ 
initiation factor activity 4802. 

reticulocyte cytoplasm, messenger ribonucleoprotein, 

~ isolation/characterization 4603. 

reticulocyte cytosol, tRNA (histidyl) synthetase. purification/ 
properties 3380. 

reticulocyte lysate, translation-mouse interferon MRNA 4919. 

Schistosoma japonicum -infected, single-stranded DNA, 
antibody activity 593. 

uterus, RNA polymerase I/RNA polymerase II activity. 
inhibition-progesterone 1120. 

Rabbitpox virus, 

DNA, restriction endonuclease cleavage analysis, 
comparison-cowpox virus/vaccinia virus/ectromelia virus/ 
fowl pox virus 1535. 

Rabies virus, 

ribonucleoprotein, comparison-strains, radioimmunoassay 
73: 

RNA polymerase activity, characterization 4570. 

Rachiplusia ou, 

nuclear polyhedrosis virus DNA, properties, comparison- 
Trichoplusia ni /Pseudoplusia includens /Autographa 
californica 1538. 

Radioprotection, 

adeturone, mechanism, Escherichia coli 3952. 

Radiosensitivity, 

UV-irradiation, Salmonella typhimurium /Salmonella abony 
2756. 

Raji cell, é 

Epstein-Barr virus-superinfected, protein biosynthesis 4772. 

Raman spectra, 

AMP/UTP/GMP/CMP/ATP (8-bromo)/adenosine (8- 
bromo)/guanosine (8-bromo)/uridine (5-bromodeoxy)/ 
cytidine (5-bromodeoxy) 4151. 

chromatin DNA structure 5883. 

diammine platinum(II), reaction-GMP/CMP/AMP/UMP/ 
TMP 4156. 

guanine/uracil 35. 

guanylyl (-3’,5'-)guanosine 4173. 

poly (A) structure/conformation, neutral/acid solution 3361. 

pyrmidine (2-halogen) 1261. 
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Raman spectra,(continued) 

tobacco mosaic virus/cucumber virus 4 RNA structure 4838. 

turnip yellow mosaic virus RNA structure 4287. 

yeast tRNA/Escherichia coli RNA 5S, comparison-yeast 
tRNA Phe 5569. 

Rana catesbeiana, 

tadpole. polyribosome translation efficiency, thyroid 
hormone-induced regulation 5636. 

Rana esculenta, 

auricle. DNA release 511. 

auricle, extracellular DNA biosynthesis following release 463. 

Rana nigromaculata, 

egg. transplanted foreign nucleus, DNA biosynthesis 6055. 

Rana pipiens, 

cell. DNA repair. effect of acridine mustard ICR 191/N- 
methyl-N’-nitro--N-nitrosoguanidine 2386. 

development, DNA/RNA biosynthesis 5991. 

striated muscle, RNA biosynthesis, control 5761. 

Rana temporaria, 

oocytes, RNA-binding protein, isolation 644. 

Rat, 

adult, liver regeneration, DNA biosynthesis, stimulation- 
weanling rat liver extract, effect of light 3969. 

bladder epithelium, N-butyl-N-(4-hydroxybuty])nitrosamine- 
induced DNA damage 3955. 

bone marrow. DNA biosynthesis/RNA biosynthesis, 
stimulation-Panax ginseng extract 2771. 

bone marrow/thymus, distribution-deoxynucleotidyl 
transferase terminal 570. 

brain, chromatin, effect of laser irradiation 6260. 

brain, differential rat metabolism, analysis 4858. 

brain, DNA, long-term persistence-guanine (O®-methyl) 1057. 

brain, DNA biosynthesis/RNA biosynthesis during 
development, effect of hydrocortisone/ACTH/aldosterone/ 
thyroxine 5098. 

brain, DNA biosynthesis/thymidine kinase activity during 
development, effect of thyroid deficiency 6064. 

brain. histone/nonhistone protein acetylation, modulation- 
adrenaline/noradrenaline 5306. 

brain, neuron/glia nucleus, regulation-RNA biosynthesis 
3454. 

brain, nonhistone protein content 4622. 

brain, nucleus, DNA polymerase y, comparison- 
synaptosomal mitochondria 5265. 

brain, protein/RNA biosynthesis, effect of metergoline 1952. 

brain, purification/characterization-histone-lysine 
methyltransferase 1166. 

brain, RNA, sequence diversity, effect of environment 2268. 

brain. RNA biosynthesis/DNA biosynthesis during 
development 3190. 

brain, RNA biosynthesis/histone acetylation, during 
development/age 4312. 

brain, RNase H activity during development 4001. 

brain cell, RNA release, measurement 3850. 

brain development, thymidine kinase/thymidylate synthetase 
activity, effect of undernutrition 2118. 

brain/liver RNA, memory transfer 869. 

brain normal/tumour, DNA, repair, X-irradiation-induced 
damage 4495. 

brain nucleus, DNA polymerase a/ 1135. 

brain nucleus, histone thiol content 2127. 

brain nucleus, RNA biosynthesis, effect of morphine 4901. 

caecum mucosa, DNA/RNA content. effect of polyethylene 
glycol 2309. 

cardiac muscle, DNA biosynthesis during differentiation, 
DNA polymerase a association-nuclear membrane 5992. 

cell-culture, DNA biosynthesis, stimulation-serum 2783. 


cell line. transformation-adenovirus (human) 12 DNA 
fragment 1072. 

cell line, transformation-adenovirus (human) 7 DNA 
fragment 6118. 

cells, SV40 + polyoma virus doubly transformed, 
nonintegrated DNA 3855. 

central nervous system, RNA content, effect of audiogenic 
seizure 859. 

cerebellar cortex, chromatin, DNA denaturation/ 
renaturation 3668. 

cerebellum, DNA biosynthesis/thymiaine metabolism during 
development, effect of thyroidectomy 1002. 

cerebral cortex, ribosomal protein phosphorylation, effect of 
AMP (cyclic) 4793. 

chromosome, effect of ethylnitrosourea 2139. 

chromosome, irradiation-treated, effect of DNA 618. 

chromosome, rRNA gene localization 1787. 

colon/duodenum/liver, DNA, methylation- 
methylazoxymethanol acetate 5861. 

colon epithelial cell, DNA biosynthesis/thymidine kinase 
activity 5078. 

connective tissue, low-molecular weight RNA, isolation/ 
inhibition-mRNA translation 5664. 

diabetic, liver/heart/spleen mitochondria, RNA biosynthesis, 
effect of hydrocortisone 2285. 

diethylnitrosamine-induced carcinogenesis, correlation-DNA 
repair 6029. 

DNA, repetitive/inverted repeat, sequence organization 1561. 

DNA biosynthesis, effect of vinyl chloride/chloroethylene 
oxide/chloroacetaldehyde 500. 

DNA biosynthesis during myocardium development 4477. 

DNA biosynthesis/RNA biosynthesis/protein biosynthesis, 
effect of magnesium deficiency 2399. 

DNA biosynthesis/RNA biosynthesis/protein biosynthesis, 
effect of X-irradiation 3210. 

DNA conient, effect of protein-energy malnutrition 3118. 

DNA polymerase a activity during cardiac muscle 
differentiation 2838. 

DNA repair capacity, effect of age 4491. 

DNA transcription, effect of reassociation 281. 

embryo, cell, transformed, transcription-adenovirus (human) 
5 DNA 3831. 

embryo, cell line, adenovirus (human) 5-transformed, RNA 
metabolism, effect of herpes simplex virus infection 5740. 

embryo, effect of DNase/RNase 1105. 

embryo, RNA biosynthesis/protein biosynthesis, effect of 
prostaglandin F,a 2288. 

epididymis/ductus deferens, protein/RNA level during 
postnatal development 3089. 

epididymis/ductus deferens/prostate gland, RNA 
biosynthesis/during postnatal development RNA 3080. 

epithelium, DNA biosynthesis during reepithelization, 
measurement 5137. 

fibroblast, DNA polymerase, induction-mitomycin C 3266. 

fibroblast subculture, loss-DNA repair capacity 492. 

a-foetoprotein mRNA, quantitation, use-complementary 
DNA probe 1395. 

gliosarcoma, (y->irradiation-treated, DNA damage/repair, 
detection-nuclease $1 3964. 

granulation tissue, DNA biosynthesis, inhibition-dermal 
extract 5136. 

growth hormone sequence-containing DNA, primary 
structure 2011. 

heart, DNA polymerase activity during postnatal 
development 3269. 

penile oe: RNA/protein biosynthesis, rate, effect of age 
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Rat,(continued) 

heart myocardium nucleoprotein/histone/DNA content 
during hypertrophy 597. 

hepatic tryptophan2,3-dioxygenase MRNA, content during 
development 2246. 

hepatocyte. chromatin subunit structure, comparison- 
compact/diffuse 1775. 

hepatocyte, low-molecular weight DNA, isolation/ 
characterizatin 5839. 

hepatocyte, thymidine transport 5506. 

hepatoma, albumin mRNA translation, pre-proalbumin 
synthesis 1476. 

hippocampus, localization-5’-nucleotidase 4587. 

hippocampus, poly (A)-containing RNA biosynthesis, effect 
of training 2655. 

hypertrophied heart cell-free system, protein biosynthesis, 
stimulation-triiodothyronine 3406. 

hypothalamic arcuate nucleus, RNA biosynthesis, effect of 
left side orichidectomy 857. 

insulinoma, RNA transcription product, characterization 
4848. 

intestinal mucosa, irradiation-induced DNA repair, effect of 
heterologous DNA 6082. 

intracerebral gliosarcoma, 1-(2-chloroethyl)-3-cyclohexyl-1- 
nitrosourea. induction-DNA damage 1979. 

kidney. tRNA methylase activity, comparison-carcinoma 
731. 

kidney. tRNA methylase specificity-tRNA Val, comparison- 
carcinoma 732. 

kidney/liver. DNA biosynthesis, effect of chlorphentermine/ 
phentermine 2050. 

kidney tumour. polyoma virus-transformed, RNA transcript, 
transport 5736. 

lens epithelium, DNA repair, induction-nitrogen mustard/4- 
nitroquinoline-1-oxide 6028. 

lens fibre. RNA-containing terminal body 4935. 

liver, r RNA 28S degradation 328. 

liver, t RNA(tyrosyl) synthetase, purification/properties 
184. 

liver, albumin mRNA, identification-high-molecular weight 
precursor 5665. 

liver, albumin mRNA, purification/analysis 1922. 

liver, albumin mRNA content/translation, effect of protein 
deficiency 3424. 

liver, benzo(a)pyrene-DNA binding, dose-response 
relationship 4960. 

liver, cell-free system, ribosome, amino acid incorporation 
4801. 


liver, chromatin, solubilization-endonuclease 4080. 
liver, chromatin, template-RNA biosynthesis 4066. 
liver, chromatin, transcription complex organization 5328. 
liver, chromatin/DNA, transition temperature, effect of 
dimethylnitrosamine/diethylnitrosamine 3665. 
liver, chromatin subunit, interaction-anti-histone serum 4063. 
liver. chromatin transcription, effect of cortisone 3836. 
liver, DNA, hycanthone-damaged, repair 2030. 
liver, DNA, methylation-dimethylnitrosamine, effect of 
partial hepatectomy/carbon tetrachloride 2031. 
| liver, DNA, methylation-N-methyl-N-nitrosourea, effect of 
polyamine 5863. 
| liver, DNA biosynthesis, effect of protein diet following 
starvation 1622. 
liver, DNA content, effect of hypoxia 2770. 
liver, DNA ethylation, diethylnitrosamine 1976. 
‘liver, DNA/histone, interaction-captan/folpet 5307. 
liver, DNA polymerase y localization 5266. 
i 
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liver, chromatin, nonhistone protein/histone H1 content 5335. 


liver, DNA repair in vivo, dimethylnitrosamine/ 
diethylnitrosamine-induced damage 2393. 

liver, DNA/RNA, binding-benzo(a)pyrene 4967. 

liver, DNA unwinding protein, purification/characterization 
6310. 


_ liver, epithelium, nucleoside triphosphatase activity during 


malignant transformation 6220. 

liver, ethanol biosynthesis, effect of ethanol 4247. 

liver, euchromatin level during regeneration 4634. 

liver, free/membrane-bound polyribosome, isolation 5623, 
5650. 

liver, histone phosphatase, characterization 4614. 

liver, identification-low-molecular weight RNA 3423. 

liver, mitochondria, poly(A)-containing mRNA 7.5S, 
isolation/characterization 1938. 

liver, mitochondria, mRNA isolation, characterization- 
complementary DNA 3553. 

liver, mitochondrial poly (A) polymerase, stimulation-primer 
4738. 

liver, mitochondrial poly (A) polymerase, stimulation-primer. 
reaction product 4737. 

liver, nonhistone protein, isoelectric focusing 5315. 

liver, normal/malignant, RNA biosynthesis, effect of 
actinomycin D 844. 

liver, normal/regenerating, comparison-poly(A)-containing 
<?m>RNA sequence 268. 

liver, normal/regenerating, DNA methylase activity 5289. 

liver, normal/regenerating, tRNA base composition 4203. 

liver, nuclear ribonucleoprotein, effect of galactosamine/ 
actinomycin D 596. 

liver, nuclear ribonucleoprotein, MRNA precursor, structure 
3819. 

liver, nucleoside phosphotransferase/thymidine kinase, 
characterization 576. 

liver, nucleosome, occurrence-protein A24 2901. 

liver, nucleus, RNA biosynthesis 3824. 

liver, nucleus, thyroidectomy, RNA polymerase i activity. 
effect of triiodothyronine 559. 

liver, perichromatin-like granule, nucleolar origin 5329. 

liver, poly (A)-containing mitochondrial RNA 5668. 

liver, poly (A)-containing mitochondrial RNA, messenger 
activity 5793. 

liver, poly (A)-containing mRNA, complexity 2267. 

liver, poly (A) synthetase localization 2477. 

liver, poly (ADP-ribose)-histone bond cleavage enzyme, 
purification/characterization 4594. 

liver, poly(ADP-ribose) synthetase, purification/properties 
1319. 

liver, polyribosomal mRNA, stabilization-cycloheximide 
4920. 

liver, polyribosome content/protein biosynthesis activity 
following hepatectomy, effect of age 4778. 

liver, polyribosome/protein biosynthesis, effect of ethionine/ 
thioacetamide/dimethylnitrosamine/aflatoxin B1 4794. 

liver, precancerous/malignant, distribution-R Nase (acid)/ 
RNase (alkaline) activity 1091. 

liver, protein biosynthesis, inhibition-Penicillium roqueforti 
PR toxin 5600. 

liver, protein biosynthesis regulation, protein ingestion 
circadian variation 4221. 

liver, regenerating, DNA biosynthesis initiation/amino acid 
transport, inhibition-colchicine 6062. 

liver, regenerating, DNA biosynthesis/thymidine kinase 
induction, effect of methyl methanesulphonate/ 
dimethylnitrosamine 5116. 

liver, regenerating, DNA content, effect of 
dimethylnitrosamine/methyl methanesulphonate 1021. 
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liver. regenerating, DNA methylase. purification/ 
characterization 4591. 

liver, regenerating. histone biosynthesis, inhibition-a-amanitin 
4055. 

liver. regenerating. nuclear protein phosphorylation 1181. 

liver. ribonucleoprotein, isolation/characterization 2871. 

liver, ribosomal subunit 40S, structure. electron microscopy 
5621. 

liver. ribosome. attachment-membrane, characterization 
5622. 

liver. ribosome. effect of protein deficiency 216. 

liver. ribosome, localization-proteinase activity 2587. 

liver, ribosome/polyribosome, binding-endoplasmic reticulum 
3783. 

liver. (RNA (aminoacy)), binding-ribosome, effect of 7,12- 
dimethylbenz(a)anthracene 1377. 

liver. RNA (heterogeneous nuclear)-containing 
ribonucleoprotein complex, characterization 3649. 

liver. (RNA, interaction-aflatoxin B, 4743. 

liver. RNA. resistance-enzymatic degradation during 
hepatocarcinogenesis 4369. 

liver. tRNA Asn, nucleotide sequence 4751. 

liver. rRNA biosynthesis, effect of protein deficiency 5767. 

liver. RNA biosynthesis/chromatin structure, effect of 
cortisone 5745. 

liver. (RNA methylase, purification/characterization 4758. 

liver. tRNA methylase, recognition-adenylate residue, 
Escherichia coli tRNA 1340. 

liver, RNA polymerase activity, effect of freezing 5248. 

liver. RNA/protein metabolism, effect of tryptophan 
deprivation 858. ; 

liver. (RNA sulphurtransferase, properties 4759. 

liver. RNA transcription, stimulation-heparin, mechanism 
B38: 

liver, mRNA transport, comparison-juvenile/adult 5784. 

liver. RNA transport. effect of X-Irradiation 4909. 

liver. rRNA 18S, nucleoside content 5711. 

liver. rRNA‘5S isomer, characterization 5713. 

liver, RNase H activity. during regeneration/development 
545. 

liver. transport-polyribosome RNA, comparison-hepatoma 
AH-130 329. 

liver. tyrosine aminotransferase isoenzyme mRNA content, 
effect of cortisol 4329. 

liver, tyrosine aminotransferase mRNA, isolation/ 
purification 5666. 

liver. tyrosine aminotransferase mRNA biosynthesis, effect 
of AMP (dibutyryl cyclic) 5769. 

liver/bladder, DNA, binding-saccharin 4976. 

liver cell, ribonucleoprotein accumulation, effect of 
camptothecin 1175. 

liver chromatin, DNA/nonhistone protein, binding- 
glucocorticoid-receptor complex 5339. 

liver/colon/kidney, DNA, alkylation-1,2-dimethylhydrazine, 
formation-guanine (O%-methyl) 2690. 

liver DNA, ethylation, effect of effect on 2388. 

liver/hepatoma, ribonucleoprotein, protein composition, 
effect of 3’-methyl-4-dimethylaminoazobenzene 5300. 

liver/kidney. DNA/RNA content, effect of lead poisoning 
498. 

liver/kidney/testis, RNA, isolation, use-sulphuric acid/nitric 
acid/hydrochloric acid 4270. 

liver nucleus, contamination-ribosome during purification 
PAI 

lung, DNA biosynthesis, effect of paraquat/diquat 1623. 

lung, ribosome biosynthesis, ribosome localization 4235. 


lymphoblast cell culture, DNA release 1059. ; 

lymphoid cell, DNA biosynthesis, effect of partial 
hepatectomy 1624. 

male, liver nucleus, a-globulin gene transcription 5730. 

mammary gland, casein biosynthesis/casein mRNA, 
inhibition-progesterone during pregnancy 2648. 

mammary gland epithelium, normal/neoplastic, DNA 
biosynthesis, effect of hormone 1031. 

mammary gland epithelium, RNA biosynthesis pattern, effect 
of 7,12-dimethylbenz(a)anthracene 3088. 

mammary gland/liver, DNA, binding 7,12- 
dimethylbenz(a)anthracene 3128. 

mitochondrial DNA, analysis, use-restriction endonuclease 
EcoRI 455. 

mitochondrial DNA, restriction endonuclease cleavage map 
2010. 

mitochondrial DNA, restriction endonuclease EcoRI 
cleavage site mapping 3181. 

mitochondrial DNA, restriction endonuclease analysis 5064. 

mother-foetus system, distribution-tritiated thymidine 5510. 

muscle, protein biosynthesis/RNA polymerase activity, effect 
of cycloheximide 5603. 

myocardium, chromatin, activation during hyperthyroidism, 
role-nonhistone protein 4642. 

myocardium/skeletal muscle, DNA biosynthesis, effect of 
dipyridamole 2772. 

neonate, DNA/RNA/protein metabolism, effect of maternal 
undernutrition 6063. 

neonate, protein/RNA metabolism, effect of maternal 
undernutrition 3479, 3480, 3481. 

nodose ganglion, in vivo RNA biosynthesis 280. 

nodose ganglion, RNA biosynthesis, effect of vagotomy 308, 
309. 

nucleosome, relationship-DNA nucleotide sequence 6280. 

nucleotide pyrophosphatase/phosphodiesterase I, organ 
distribution/characterization 1160. 

oesophagus epithelium, DNA biosynthesis, effect of N-niroso 
compound 2778. 

palate epithelium, DNA biosynthesis, effect of 
hypophysectomy 1628. 

pancreas, DNA biosynthesis/content, effect of fasting/ 
refeeding 2049. 

pancreas, DNA/RNA/protein biosynthesis 2373. 

pancreas, histone H1 modification, effect of partial 
pancreatectomy/protein-free ethionine 2126. 

pancreas, zymogen granule, RNA/DNA content 888. 

parotid, DNase activity, effect of metal ion 4004. 

peritoneal macrophage, inhibition-DNA biosynthesis 5142. 

pituitary gland, DNA biosynthesis, effect of haloperidol/ 
bromocriptine/diethylstilboestro! 6016. 

pituitary gland, preprolactin mRNA activity, effect of 17B- 

_ oestradiol 1945. 

pituitary gland tumour, growth hormone m RNA 
translation, stimulation-triiodothyronine 343. 

placenta, RNA methylase activity 1883. 

poly (A)-containing RNA biosynthesis during cardiac 
hypertrophy, effect of digitoxin 1449. 

prostate gland, t RNA;fMet, binding-initiation factor IF- 
2/ribosomal subunit 551. 

prostate gland, prostatic binding protein m RNA 
activity, effect of adrogen treatment/castration 338. 

prostate gland, steroid-binding protein, synthesis, wheat germ 
/Xenopus 3004. 

prostate gland chromatin, RNA chain elongation-RNA 
polymerase B, regulation-androgen 2286. 

prostate gland/seminal vesicle, RNA biosynthesis/DNA 
biosynthesis/proein biosynthesis, effect of 4-nitro-3- 
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Rat,(continued) 
trifluoromethylisobutyranilide 1427. 

prostatic binding protein mRNA, translation, effect of steroid 
hormone 5795. 


regenerating liver. DNA polymerase a, characterization 2839. 


regenerating liver, nuclear DNA methylation 3586. 

regenerating liver/hepatoma, characterization-cytoplasmic 
RNA 1413. 

repetitive DNA, sequence analysis 1560. 

ribosomal subunit 60S acidic phosphoprotein, HeLa cell, 
comparison-HeLa cell 755. 

RNA biosynthesis during maturation 2280. 

RNA polymerase. effect of cycloheximide 1121. 

RNA polymerase activity, relationship-hyperoestrogenism 
5238. 

RNA/protein biosynthesis, effect of age 3843. 

RNase (alkaline) activity, effect of age/weight/zinc uptake 
3999. 

skeletal muscle. protein biosynthesis/ribosome structure, 
during fasting/refeeding. effect of age 5638. 

skeletal muscle, rRNA content during autolysis 4259. 

skeletal muscle nucleus, RNA polymerase A/RNA 
polymerase B assay 1124. 

skin, hexadecane-induced DNA biosynthesis, association- 
AMP (cyclic) 4509. 

spermatocyte. DNA-binding protein, purification/ 
characterization 622. 

spleen, chromatin, thiol content, effect of oxoglutarate/ 
disulphide 5342. 

spleen. lymphocyte, UV -irradiation-induced DNA repair, 
inhibition-X-irradiation 5115. 

spleen, nucleotidase, purification/characterization 2116. 

spleen/bone marrow, DNA content during hypoxia 
adaptation 358. 

spleen/bone marrow/thymus, y-irradiation reduction-DNA 
content, effect of hypoxia 2391. 

testis, histone analysis during postnatal development 4607. 

testis. nonhistone protein, characterization 5322. 

testis. spermatocyte, RNA biosynthesis in vitro 282. 

thymocyte. DNAse (alkaline) activity, effect of irradiation 
3259: 

thymus. histone. effect of y-irradiation 2878. 

thymus/liver/spleen, RNA biosynthesis, effect of irradiation 
302. 

tissue, nuclear RNA, nucleotide sequence complexity 2269. 

tissue, pyrimidine biosynthesis, regulation-purine nucleoside/ 
pyrimidine nucleoside 5501. 

uterus, chromatin, distribution-oestradiol receptor complex 
2889. 

uterus, DNA biosynthesis, stimulation-oestrogen 6017. 

uterus, RNA (heterogeneous nuclear)/rRNA biosynthesis, 
stimulation-17f-oestradiol/oestriol 1428. 

vagus nerve, RNA biosynthesis, effect of vagotomy 2293. 

ventral prostate, DNA biosynthesis, effect of age 2400. 

‘ventral prostate, mRNA biosynthesis, regulation-testosterone 
4328. 

ventricular myocardium, DNA biosynthesis. effect of 
intermittent high altitude hypoxia 499. 

visual centre, DNA biosynthesis, effect of complete darkness 
1044. 

Rauscher leukaemia virus, 

deoxynucleotidyl transferase terminal activity 2842. 

DNA biosynthesis, infected mouse embryo fibroblast, effect 
of hydroxyurea 6051. 

DNA polymerase, interaction-alkyl-agarose matrix 2837. 

gag/gag-pol protein precursor biosynthesis, cell-free system 
5790. 


gene (gag)/gene (pol) product precursor. biosynthesis, cell- 
free system 3764. 

infected cell line. reverse transcriptase, isolation/ 
characterization 6206. 

reverse transcriptase, biosynthesis 3631. 

reverse transcriptase, complex-Hodgkin’s disease RNase 
2101. 

reverse transcriptase, effect of geldanamycin/derivative 4580. 

reverse transcriptase, inhibition-anthracycline compound 
6209. 

reverse transcriptase, inhibitor synthesis 5273, 5278. 

RNA genome, distribution-phosphoprotein birding site 1400. 

RNase H, characterization 6149. 

structural protein, binding-RNA/DNA 4090. 


RD-114 virus, 

reverse transcriptase, characterization, relationship- 
mammalian C-type virus gene (pol) product 5276. 

RNA-binding protein/genome binding site, comparison-C- 
type virus 3678. 

Recombinant, 

DNA plasmid, incorporation/maintenance, plant protoplast 
4527. 

formation, La Crosse virus + snowshoe hare virus 1456. 

Reovirus, i 

double-stranded RNA, induction-interferon, comparison- 
Penicillium chrysogenum mycophage/phage f2 1455. 

haemagglutinin gene, identification 6114. 

infected L929 cell, DNA/histone biosynthesis 6006. 

mapping 3537, 3538. 

mRNA, lacking 5'-terminal guanosine (7-methyl), 
translation, role-initiation factor 1468. 

RNA, mapping 1931. 

mRNA, ribosome-associated 5’-terminal nucleotide sequence 
1399, 

mRNA, 5'-terminal fragment, binding-ribosome 2256. 

m-RNA, translation, interferon-mediated low-molecular 
weight inhibitor, purification/characterization 1422. 

Reovirus 3, 

double-stranded RNA, RNase T! activity 1100. 

RNA, adenosine residue, methylation in vitro 5755. 

Repair, 
UV- irradiation damage, Escherichia coli 487. 

Aspergillus nidulans DNA, psoralen-pyrimidine 
monoadduct 3207. 

capacity, loss during rat fibroblast subculture 492. 

Chinese hamster cell DNA, alkylation-dimethy! sulphate 
Shlae 

comparison-normal/Bloom’s syndrome/ataxia telangiectasia 
fibroblast 1030. 

cross-linking, mitomycin C/UV-irradiation induced DNA 
lesion, normal/Xeroderma pigmentosum/Fanconi's anaemia 
human cell 2034. 

defective, UV-irradiation/y-irradiation-damaged DNA, 
human Fanconi's anaemia 3958. 

deficiency, human, association-cancer, review 2918. 

DNA, (y->irradiation-treated rat gliosarcoma, detection- 
nuclease S1 3964. 

DNA, UV- irradiation damage, determination, HeLa cell/ 
CHO-KI cell 493. , 

DNA, adaptive response-N-methyl-N’-nitro-N- 
nitrosoguanidine, Escherichia coli 2026. 

DNA, alkylation-induced, Escherichia coli K12, rolee DNA 
polymerase I 3270. 

DNA, assay, human lymphocyte 3962. 

DNA, benzo(a)pyrene diol epoxide-induced damage, human 
alveolar tumour cell 6035. 
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Repair,(continued) 

DNA. benzo(a)pyrene/radiation(ionizing)-induced damage, 
mammalian cell 2036. 

DNA. 7-bromomethylbenz(a)anthracene-treated Chinese 
hamster cell, inhibition-caffeine 5112. 

DNA. N-butyl-N-(4-hydroxybutyl)nitrosamine induced 
damage, rat bladder epithelium 3955. 

DNA. capacity. effect of age, rat 4491. 

DNA. carcinogen-induced, HeLa cell 1027. 


DNA. Chinese hamster lung cell, effect of X-irradiation 3576. 
DNA. correlation-diethyInitrosamine-induced carcinogenesis, 


rat 6029, 

DNA. defect. Bacillus subtilis 6024. 

DNA. defective. xeroderma pigmentosum, review 4098. 

DNA. N-diazoacetylglycine amide damage. BALB/c cell 

2761. 

DNA. effect of 4- nitroquinoline -1- oxide/ N- 
acetoxy -2- acetylaminofluorene/ N- methyl -N’- 
nitro N- nitrosoguanidine/daunomycin. xerodrma 

pigmentosum cell culture 483. 

DNA. effect of adeturone, Escherichia coli 3952. 

DNA. effect of trans-cyclopropylbis(diketopiperazine) 5119. 

DNA. effect of freezing. Escherichia coli 1018. 

DNA. effect of hyperthermia, hamster 1022. 

DNA. effect of x-irradiation/hyperthermia, hamster plateau- 

phase cell 2394. 

DNA. effect of y-irradiation/iodine-125, human kidney cell 

6038. 

DNA. effect of y-irradiation/UV-irradiation, human, 

rheumatic disease 1596. 

DNA. effect of radioactivity, chronic rheumatism, human 

2760. 

DNA. enzymology, review 3327. 

DNA. Escherichia coli , time course/role-oxygen 3574. 

DNA. Escherichia coli /phage A, role-gene (lex) 6022. 

DNA. following X-irradiation/UV-irradiation, ataxia 

telangiectasia/xeroderma pigmentosum 3214. 
DNA. following UV-irradiation/y-irradiation, role-DNA 
polymerase III, Escherichia coli 6199. 

DNA. following methy! nitrosourea carcinogenesis, normal/ 
precaycerous/cancerous human cervix fibroblast 2762. 
DNA. Hordeum , N-methyl-N-nitrosourea-induced, 

stimulation-sodium azide 4502. 
DNA. human fibroblast, assay 3577. 
DNA. human Werner syndrome 1024. 
DNA. human xeroderma pigmentosum, relationship-UV- 
irradiation sensitivity 3959. 

DNA. inhibition-arsenic, UV-irradiation-treated Escherichia 
coli 2385. 

DNA. inhibition-isonicotinic acid hydrazide, CHO cell 6041. 

DNA. iodine-125 decay, Escherichia coli /phage T1/phage 
T4 5868. 

DNA. y-irradiation, Saccharomyces cerevisiae , relationship- 
nuclear division 6025. 

DNA. UV irradiation, Salmonella typhimurium /Salmonella 
abony 2756. 

DNA. irradiation (u.v.), Micrococcus luteus , role- 
endonuclease 3613. 

DNA. UV -‘irradiation/carcinogen-induced, during meiotic 
maturation, mouse oocyte 5113. 

DNA. irradiation-induced, effect of heterologous DNA, rat/ 
mouse intestinal mucosa 6082. 

DNA. UV irradiation-induced, human B-lymphocyte/T- 
lymphocyte 6034. 

DNA. UV ‘irradiation-induced, leukaemia (chronic 
lymphatic), human 2763. 

DNA. UV irradiation-induced, Petunia hybrida 5122. 


— 


DNA, UV-irradiation-induced, rat spleen lymphocyte. 
inhibition-X-irradiation 5115. 

DNA, UV-irradiation-induced, yeast. effect of caffeine 5107. 

DNA, X-irradiation-induced damage, effect of interferon. 
mouse 4494. 

DNA, X-irradiation-induced damage, rat brain normal/ 
tumour 4495. 

DNA, y-irradiation-induced damage, thymocyte 3208. 

DNA, X-irradiation/irradiation (neutron) damage. mouse 
embryo 5114. 

DNA, X-irradiation-repair mouse spermatid 2387. 

DNA, UV-irradiation-treated + tick-borne encephalitis virus- 
infected Hep-2 cell 3578. 

DNA. UVirradiation-treated Bacillus subtilis , gene (recA) 
mutant 2025. 

DNA, UV-irradiation-treated cell, during cell cycle 4501. 

DNA, UV -irradiation-treated Chinese hamster cell, 
enhancement-UV-irradiation during G, phase/S phase 6043. 

DNA, liver, effect of carcinogen 6031. 

DNA, lymphocyte/tumour tissue. cancer patient. effect of 
irradiation therapy 6036. 

DNA, mechanism, xeroderma pigmentosum/ataxia 
telangiectasia, review 1233. 

DNA, mouse leukaemia lymphoblast, effect of X-irradiation 
sensitivity 1603. 

DNA, mouse spermatid, effect of X-irradiation + methyl 
methanesulphonate combined treatment 5110. 

DNA, normal/preneoplastic mammary gland tissue 2764. 

DNA, ozone-induced, Escherichia coli 5099. 

DNA, plasmid-borne, interaction-SOS repair, Escherichia 
coli 1014. 

DNA, psoralen/light treated Escherichia coli . kinetics/ 
topography 5103. 

DNA, rat lens epithelium, induction-nitrogen mustard/4- 
nitroquinoline-1-oxide 6028. 

DNA, relationship-carcinogenesis 4672. 

DNA, relationship-carcinogenesis, review 5391. 

DNA, role-u.v. irradiation-induced protein, Escherichia coli 
1586. 

DNA, role-UV-irradiation mutagenesis, Escherichia coli 
2027. 

DNA, role-recombination 2383. 

DNA, Saccharomyces cerevisiae , effect on mitotic 
recombination/mutation 5191. 

DNA, Saccharomyces cerevisiae hydrazine-induced 
mutability 4489. 

DNA, spermatozoa, methyl methane sulphonate-treated 
rabbit 6030. 

DNA, SV40-transformed hamster kidney cell, effect of 
caffeine 5108. : 

DNA, xeroderma pigmentosum, effect of N-acetoxy-2- 
acetylaminofluorene 4498. 

DNA, xeroderma pigmentosum, human 2759. 

DNA, xeroderma pigmentosum, review 2916. 

DNA alkylation damage, mammalian cell 2038. 

DNA double-stranded breakage, irradiation (ionizing), 
comparison-fungus/vertebrate cell line 6026. 

DNA polymerase I-mediated, UV-irradiation-induced single- 
stranded breakage, Escherichia coli DNA 4576. 

Ehrlich ascites cell, effect of freezing 1615. 

endonuclease, activity, reconstitution-gene (uvrA+)/gene 
(uvrB*)/gene (uvrC*) product, Escherichia coli 4560. 

Escherichia coli DNA nitrous acid damage 1593. 

in vitro, phage T7 depurinated DNA 3204. 

in vivo, rat liver DNA, dimethylnitrosamine/ 
diethylnitrosamine-induced damage 2393. 

irradiation (ionizing)-induced DNA damage, mechanism. 
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Repair,(continued) 
review 1253. 

y-irradiation damage, Vicia faba DNA, effect of gibberellin 
2044. 

UV -irradiation-damaged DNA, xeroderma pigmentosum 
2035. 

UV -irradiation-induced, inhibition, reversal-DNA/ 
chromosome structure change, following 4409. 

UV irradiation-induced DNA breakage, Fanconi’s anaemia 
8215: 

y-irradiation/N-methyl-N-nitrosourea-induced, rat hepatoma 
DNA 2042. 

kinetics, DNA. N-acetoxy-2-acetylaminofluorene/ 
UVirradiation-induced, human fibroblasts 1023. 

kinetics. irradiation (ionizing)-induced DNA single-stranded 
breakage, Chinese hamster cell/Ehrlich ascites cell 1608. 

mechanism. DNA, mammalian leucosis virus-infected human 
diploid cell 1614. 

methyl methanesulphonate-alkylated phage PM2 DNA, 
requirement-DNA N-glycosidase/apurinic site-specific 
endonuclease 1011. 

mouse DNA. effect of daunomycin/irradiation 2390. 

phage A DNA, Escherichia coli gene (dnaB) mutant, effect of 
temperature shift 1584. 

cis-platinum(II)diammine chloride-induced DNA damage, 
human cell 6039. 

post replication, Escherichia coli gene(recF) mutant, role- 
gene(uvrB) 1016. 

post-replication, UV-irradiation, Chinese hamster cell 3209. 

post-replication, Yoshida lymphosarcoma cell, role- 
chromosome aberration 6045. 

postreplication, Escherichia coli K12 DNA, effect of 
caffeine/chloramphenicol 2024. 

psoralen (3-carbethoxy)-induced DNA damage, 
Saccharomyces cerevisiae 4407. 

pyrimidine dimer, radiation-sensitive Saccharomyces 
cerevisiae mutant 3206. 

replication, DNA, herpes simplex virus-infected human 
embryo lung cell 490. 

Repair synthesis, 
X- irradiation-induced DNA polymerase III-directed, role- 
gene(dnaB), Escherichia coli 486. 

DNA, UV -irradiation-induced, distribution-human 
chromatin 4499. 

DNA, UV -irradiation-induced, toluene-treated Escherichia 
coli ,.role-DNA polymerase I 6197. 

DNA. UV -irradiation-induced, Werner’s syndrome fibroblast 
4496. 

DNA, mammalian cell-culture, effect of N-methyl-N- 
nitrosourea 1594. 

Replicative form, 

DNA, phage G4, synthesis 2749. 

DNA, phage G4, synthesis, origin 2714. 


_ Replicative intermediate, 


cytomegalovirus DNA 4442. 

phage T7 DNA. structure/maturation 5904. 

vesicular stomatitis virus, isolation/characterization, infected 
cell 3427. 

Replicon, 

DNA. CHO cell, repeated nucleotide sequence organization 
973. 

initiation inhibition, localization- DNA damaged region, 
CHO cell 470. 

Repressor, 

phage. inactivation mechanism 3572. 

phaged, amino acid sequence 3679. 
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Repressor (c2), 

phage P22, purification/properties 1800. 

Repressor(lac), 
m RNA, Escherichia coli, 5'- terminal sequence 259. 

binding-poly (A), circular dichroism 1860. 

Escherichia coli , complex-non-operator DNA, electron 
microscopy 1801. 

Escherichia coli , binding-DNA in vivo, measurement 627. 

Escherichia coli , binding-non-operator DNA, association 
constant measurement 1805. 

Escherichia coli , interaction-non-operator DNA/inducer, 
stoichiometry 1804. 

interaction-operator DNA, effect of magnesium ion/sodium 
ion 1807. 

non-specific binding DNA/poly(A) 3870. 

Restriction endonuclease, 

analysis, Agrobacterium tumefaciens plasmid 4997. 

analysis, Autographa californica /Trichoplusia ni nuclear 
polyhedrosis virus DNA 5034. 

analysis, Haemophilus influenzae plasmid 5886. 

analysis, vaccinia virus DNA 5018. 

analysis, Zea mays mitochondrial DNA 3187. 

analysis-dexamethasone mammary tumour virus gene 5932. 

analysis-nuclear polyhedrosis virus DNA, use-virus 
identification 3615. 

Ava Il, Anabaena variabilis , cleavage site 6158. 

Bacillus amyloliquefaciens , purification/characterization 
6157. 

BamH1/EcoR1, insolubilized, preparation/properties 3616. 

cleavage, use-adenovirus (simian) 7 DNA analysis 4440. 

cleavage, use-varicella zoster virus DNA analysis 435. 

cleavage BK virus, BK virus variant 5930. 

cleavage-Epstein-Barr virus DNA 4446. 

cleavage-human globin gene 5235. 

cleavage map, Aspergillus nidulans mitochondrial DNA 
3174. 

cleavage map, herpes simplex virus 2 DNA 3912. 

cleavage map, Staphylococcus aureus plasmid pSN1 4427. 

cleavage map, transformed hamster cell mitochondrial DNA 
355% 

cleavage mapping, BK virus DNA 5925. 

cleavage mapping, cloned substituted SV40 DNA 5918. 

cleavage mapping, phage T7 early region DNA 5910. 

cleavage mapping-phage P4 DNA 5908. 

cleavage site, adenovirus (simian) 7 DNA 4542. 

cleavage site. repetitive DNA, African green monkey/calf 
nucleus, relationship-chromatin subunit 2493. 

cleavage site analysis, Pseudomonas putida plasmid DNA 
5888. 

cleavage site introduction-methylation, single-stranded phage 
M13 DNA 5906. 

cleavage site mapping, phage A DNA 1995. 

cleavage site mapping, Rous sarcoma virus genome RNA 
3808. 

cleavage specificity, effect of manganese ion substitution 
2818. 

Diplococcus pneumoniae , cleavage-Escherichia coli DNA, 
Okazaki fragment terminal determination 2726. 

Diplococcus pneumoniae , specificity, relationship-DNA 
methylation 1107. 

DNA degradation, antibody-mediated cytotoxicity. mouse/ 
human 2425. 

DNA fragment, joining-phage T4 DNA ligase 5287. 

DNA site-specific, Staphylococcus aureus , isolation/ 
characterization 6154. 

EcoR1/BamH1/Hpal, cleavage mapping-rat liver 
mitochondrial DNA 3554. 
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Restriction endonuclease,(continued) 

Enterobacter cloacae . isolation/characterization 2087. 

Escherichia coli B. recognition site. DNA nucleotide 
sequence 5944. 

Escherichia coli B. recognition site DNA, phage gXsB1/ 
SV40 restriction 5900. 

Escherichia coli K 12. conformation, effect of ATP 6159. 

fractionation. method 6156. 

fragment Hind-F-Eco RI, SV40 DNA. nucleotide sequence 
4444, 

Haemophilus aegyptius . cleavage-phage 9pX174 DNA 
duplex region 1698. 

Hind-G. fragment. SV40 DNA, nucleotide sequence 4447. 

mapping. Agrobacterium tumefaciens plasmid pTi-B6-806 
DNA 4982. 

mapping. DNA. review 1251. 

mapping. phage A DNA 2342, 2343. 

mapping. plasmid RP! 5889. 

mapping. SV40 DNA cleavage 388. 

mapping-mouse mammary tumour virus linear/circular 
DNA 5917. 

plasmid P15. mechanism-reaction 530. 

purification-Bacillus subtilis G 1695. 

purification/characterization, Agrobacterium tumefaciens 
1696. 

purification method 6155. 

restriction endonuclease Mspl, cleavage-Haemophilus 
parainfluenzae /Haemophilus aphrophilus methylated 
DNA 513. 

review 4674. 

Streptomyces albus . analysis-adenovirus (human) 6 DNA 
2721. 

target site distribution, phage 929/phage g15/phage M2/ 
phage Nf DNA 1528. 

Tha I. thermoplasma acidophilum , isolation/characterization 
S252 

use-methylation pattern determination, Xenopus laevis 
rRNA gene 3177. 

use-soluble chromatin preparation 599. 

Restriction endonuclease Ball, 

cleavage-vaccinia virus DNA 2073. 

Restriction endonuclease BamHI, 

cleavage-vaccinia virus DNA 2073. 


recognition site. plasmid RP4 DNA 4563. 

Restriction endonuclease BsuR, 

use-phage T7 DNA promotor/terminator isolation 5836. 

Restriction endonuclease EcoRI, 

cleavage-Bacillus subtilis phage SPO! DNA 6160. 

cleavage-Paramecium aurelia mitochondrial DNA 5050. 

cleavage site mapping, rat mitochondrial DNA 3181. 

cleavage-vaccinia virus DNA 2073. 

cloned DNA fragment, F factor, physical properties/function 
4993. 

effect on Bacillus subtilis transforming DNA 3617. 

fragment, adenovirus (human) 2 DNA, mapping-restriction 
endonuclease Haelll cleavage site 4449. 

phage A, transducing. DNA cleavage mapping 3522. 

plasmid ColE1-mediated. Escherichia coli 5234. 

restriction-plasmid Col El DNA, effect of 4.6’-diamidine-2- 
phenylindole 4562. 

sequence recognition. role-guanosine (deoxy) amino group 
2088. 

substrate specificity. effect of glycerol 550. 

use-gene recombination, plasmid DNA 1648. 

use-rat mitochondrial DNA analysis 455. 


Restriction endonuclease HaellI, 

adenovirus (human) 2 DNA cleavage site determination 4448. 

cleavage site, mapping. adenovirus (human) 2 DNA 
restriction endonuclease EcoRI fragment 4449. 

fragment, comparison-phage gX 174/phage oXtB/phage St-1 
DNA 5003. 

Restriction endonuclease Hgall, 

Haemophilus gallinarum , recognition sequence 2449. 

Restriction endonuclease Hind, 

cleavage pattern-phage A phage 80 hybrid DNA 1665. 

Restriction endonuclease Hind-D, 

fragment, SV40. nucleotide sequence 4441. 

Restriction endonuclease Hind-K, 

fragment, SV40. nucleotide sequence 5023. 

Restriction endonuclease HindIII, 

fragment. herpes simplex virus | DNA, amplification 5032. 

Restriction endonuclease Mboll, 

use-Drosophila melanogaster satellite DNA analysis 1552. 

Restriction endonuclease Sal I, 

recognition site, plasmid RP4 DNA 4593. 

Restriction endonuclease Sma I, 

recognition site. plasmid RP4 DNA 4563. 

Reticulocyte, 

cell-free system, protein biosynthesis, inhibition-trichothecene 
218. 

chicken, globin transcription 1941. 

mammal, a-globin/B-globin mRNA content/regulation-globin 
biosynthesis 881. 

membrane factor, cleavage-rRNA 28S 4246. 

rabbit, globin mRNA, physical properties 3040. 

rabbit, initiation factor, purification/characterization 2601. 

rabbit, initiation factor IF-2, purification/characterization/ 
function 225. 

rabbit, protein biosynthesis initiation, inhibition-supernatant 
factor TDI 778. 

rabbit, RNA-binding protein, elongation factor/initiation 
factor activity 4802. 

rabbit, translation-globin mRNA, inhibition-guarosine(7- 
methyl) monophosphate 694. 

ribosomal protein $13, purification 4236. 

Retrovirus, 

DNA sequence, occurrence-Saimiri sciureus /Mephitis 
mephitis /iSpilogale putorius 4930. 

RNA assay, use-reverse transcriptase 1384. 

Reverse transcriptase, 

activity, avian myeloblastosis virus, inhibition-nonprimer 
tRNA 6208. 

activity, characterization, avian myeloblastosis virus 5272. 

activity, detection, human ovary/prostate tumour 5269. 

activity, effect of chronic Mason-Pfizer monkey virus 
infection, monkey cell culture 6005. 

activity, inhibition-6-lapachone 4579. 

activity, rabbit endometrium 5268. 

assay, use-bovine leukaemia virus detection 2467. 

assay-DNA/RNA spin label perturbation effect 6205. 

avian myeloblastosis virus, characterization 2103. 

avian myeloblastosis virus, in vitro synthesis-poly(A)- 
containing RNA transcript, phage MS2/phage Qf 1139. 

avian myeloblastosis virus, template activity-poly (C), effect 
of-magnesium ion/manganese ion 1309. 

avian myeloblastosis virus/Rauscher leukaemia virus, 
inhibition-anthracycline compound 6209. 

avian myelocytomatosis virus MC29, activity 6207. 

avian sarcoma virus, transcription-tRNA Trp + DNA 
template + primer complex, DNA transcript size. effect of 
temperature 6049, 

C-type virus (rat), characterization 5270. 
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Reverse transcriptase,(continued) 
containing particle. purification/characterization. chicken egg 
allantoic fluid 5274. 
encapsidation. role-RNA, murine leukaemia virus 867. 
fowl plague virus, comparison-influenza virus A 5255. 
influenza virus. characterization/effect of chelating agent 
6187. 
inhibition-ansamycin, Moloney leukaemia virus 5271. 
inhibition-rifampicin, review 3315. 
isolation/characterization, Rauscher leukaemia virus-infected 
mouse cell line 6206. 
marker-oncornavirus/cytomegalovirus/S V 40 transformation/ 
contamination. in vitro 2847. 
Moloney leukaemia virus/simian sarcoma virus, binding- 
tRNA 4031. 
murine sarcoma virus. characterization 4581. 
occurrence-human, amniotic fluid 2102. 
oncornavirus (avian), associated unwinding activity 4582. 
oncornavirus. detection. HEp-2 cell 3913, 4437. 
oncornavirus, inhibition-antitumour agent. base specificity 
6210. 
Papio cyanocephalus endogenous virus, purification/ 
characterization 1731. 
plasmacytoma MOPC/murine leukaemia virus, purification/ 
characterization 4583. 
purification/characterization, chicken egg allantoic fluid 
1142. 
purification/characterization, human spleen 2846. 
Rauscher leukaemia virus. biosynthesis 3631. 
Rauscher leukaemia virus, complex-Hodgkin’s disease 
RNase 2101. 
Rauscher leukaemia virus, effect of geldanamycin/derivative 
4580. 
Rauscher leukaemia virus, inhibitor synthesis 5273, 5278. 
RD-114 virus, characterization, relationship-mammalian C- 
type virus gene (pol) product 5276. 
review 5367. 
RNA-bound. Neurospora crassa , characterization 4030. 
role-centriole duplication 3329. 
Rous sarcoma virus, inhibition-isonicotinic acid hydrazide 
copper complex, mechanism 5275. 
Rous sarcoma virus, inhibition-thiosemicarbazone-metal 
complex 5277. 
Rous sarcoma virus, precursor polypeptide, translation 3487. 
Rous sarcoma virus/avian myeloblastosis virus, assay 1143. 
simian foamy virus, purification/properties 1141. 
transcription-RNA, oncornavirus (avian) 1140. 
use-globin gene DNA biosynthesis 3188. 
use-retravirus RNA assay 1384. 
use-synthesis DNA complementary-mitochondrial mRNA 
2745. 
Review, 
t RNA, content/role-RNA tumour virus 22. 
t ‘RNA structure, relationship-biological activity 6. 
‘4 RNA structure/function 3. 
5- -substituted pyrimidine nucleosie/pyrimidine nucleotide, 
reaction mechanism 4. 
adenine chemistry 1230. 
adenine distribution/metabolism 1231. 
adenosine deaminase/nucleoside phosphorylase deficiency, 
association-immunodeficiency 4668. 
amethopterin,. cytotoxicity, mechanism 4104. 
amino acid sequence binding-nucleotide 1815. 
animal virus replication 5366. 
avian sarcoma virus, gene (src), role-transformation 3320. 
Bacillus subtilis . DNA biosynthesis, initiation/regulation 
4682. 
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bacteria recombination 2914. 

bacteria sporulation control, role-RNA polymerase 2506. 

bacterial DNA polymerase inhibitor 2504. 

bacterial ribosome structure 5371. 

benzimidazole derivatives effect on RNA biosynthesis 5365. 

bleomycin, effect on DNA 18. 

caffeine, biological activity 1813. 

chromatin 3319. 

chromatin properties 1252. 

chromatin structure 631. 3312. 3694, 4678, 5385. 

chromatin transcription 5388. 

chromosome protein gene expression regulation . normal/ 
neoplastic cell 2921. 

codon-anticodon interaction, two out of three regognition 
method 2917. 

comparison-rRNA/nonhistone protein/chromatin, normal/ 
leukaemia, human leukocyte 5392. 

cytoplasmic DNA 2508. 

cytoplasmic mMRNA/RNA (heterogeneous nuclear)- 
containing ribonucleoprotein 2913. 

cytosine( 5- fluoro) 2. 

defective DNA repair, xeroderma pigmentosum 4098. 

DNA, helix-coil transition 15. 

DNA, restriction endonuclease mapping 1251. 

DNA, single-stranded fragment 632. 

DNA antibody, role-systemic lupus erythematosus 1239. 

DNA biosynthesis, bacteria, effect of nitrofuran 4108. 

DNA biosynthesis defect, anaemia (megaloblastic) 10. 

DNA cloning method 1814. 

DNA effect of irradiation 3328. 

DNA interaction-acridine 9, 2149. 

DNA mutagenesis/repair, mechanism 5389. 

DNA photoreactivating enzyme 4111. 

DNA polymerase activity during cell cycle 3693. 

DNA polymerase/RNA polymerase, inhibition-distamycin 
A/netropsin 3318. 

DNA polymerase/RNA polymerase, inhibition- 
chromomycin/olivomycin/bleomycin 3322. 

DNA rearrangement, plasmid/phage 2515. 

DNA recombinant 5372. 

DNA recombination 1. 

DNA repair, relationship-carcinogenesis 5391. 

DNA repair enzymology 3327. 

DNA repair mechanism, xeroderma pigmentosum/ataxia 
telangiectasia 1233. 

DNA repair system, evolution 1812. 

DNA/RNA, bioorganic aspects, USSR research 1250. 

DNA/RNA, interaction-protein 4103. 

DNA/RNA, protein, photo-interaction 4676. 

DNA/RNA, use-chromatography (affinity) 4106. 

DNA/RNA biosynthesis/properties, Hypotrichida / 
Chilodonella /Tetrahymena 5390. 

DNA/RNA circulation, higher organisms 2516. 

DNA/RNA constituents, changes during pregnancy, 
placenta 4100. ? 

DNA/RNA interaction-bacteria 5394. 

DNA/RNA structure/function 4109. 

DNA sequence analysis, trypanosomiasis diagnosis 2920. 

DNA structure 1232. 

Escherichia coli DNA insertion sequence, properties 3325. 

Escherichia coli operator (lac) DNA, synthesis/cloning 1811. 

eukaryote DNA polymerase 5398. 

eukaryote DNA recombination mechanism 19. 

eukaryote genome organization 2507. 

eukaryote genome organization/expression 3691. 

eukaryote RNA polymerase 3321. 

evolution-DNA redundancy 1810. 
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Review,(continued) 

exogenous DNA fate-plant cell 16. 

genome organisation 5374. 

GTP role-protein biosynthesis 4670. 

herpesvirus, structure/properties 11. 

histone gene regulation 5368 

histone H1! post-synthetic 4677. 

histone interaction/modification, role-chromatin structure 
6252. 

human C-type virus gene transfer 21. 

immunoglobulin gene dynamics 4679. 

immunoglobulin light chain gene, mouse, structure/ 
expression 4675. 

influenza virus. RNA transcription 3326. 

initiation-eukaryote MRNA translation 1240. 

interferon activity, mechanism 2510. 

invertebrate eukaryote DNA polymerase properties 4105. 

irradiation-induced DNA strand breakage, eukaryote 1243. 

mammalian chromosome structure 5373. 

mammalian DNA polymerase 3687. 

mammalian DNA polymerase inhibitor 2512. 

mammalian nuclease 20. 

mammalian RNA polymerase inhibitor 2511. 

mutagenesis 3314. 

myeloma cell, immunoglobulin biosynthesis 4669. 

Nocardia /Mycobacterium , ribosome, cross reacting antigen 
3323. 

nonhistone protein, protein kinase substrate 5378. 

nucleotide (deoxyribo), relationship-DNA biosynthesis 4107. 

nucleotide (ribo) reduction, relationship-evolution 2505. 

nucleotide derivative, synthesis/properties 3696. 

oncornavirus (avian)/oncornavirus (mammalian) protein 
biosynthesis 4667. 

oncornavirus, oncogenesis, molecular biology 4666. 

oncornavirus DNA polymerase inhibitor 1234. 

oncornavirus RNA, transcription/translation 3690. 

oncornavirus RNA oligonucleotide fingerprinting 3686. 

oncornavirus structure 2518. 

palindrome-primed DNA replication 1246. 

papovavirus 5379. 

phage A DNA replication 3697. 

phage A integration/excision 3695. 

phage A structure/assembly 3692. 

plasmid. use-gene cloning 3689. 

plasmid conjugation 3311. 

poliovirus mRNA, structure/properties 1245. 

polyamine, effect on RNase/RNA stability 14. 

polyribosome-membrane interaction, protein biosynthesis 
5393. 

protein, DNA/RNA sequence recognition 1249. 

protein biosynthesis, chloroplast 7. 

protein biosynthesis, prokaryote 5381. 

protein biosynthesis, role-polyamine 3698. 

protein biosynthesis initiation, elongation, termination 1247. 

protein biosynthesis review 3688. 

proteinase/function, nuclease/structure 5. 

provirus. formation/integration/rescue during transformation 
1238. 

pyrimidine analogue, therapy-herpes simplex virus 
encephalitis 1271. 

R factor conjugation, mechanism 3330. 

R factor conjugation/replication 3316. 

R factor DNA structure/review 3324. 

R factor genetic analysis 3331. 

recombinant DNA 2912, 5376, 5386, 5387. 

recombinant DNA, hazards 1242. 

recombinant DNA, uses/hazards 5396. 


regulation-gene expression, eukaryote 2514. 

repair deficiency, human, association-cancer 2918. 

restriction endonuclease 4674. 

reverse transcriptase 5367. 

ribonucleoside diphosphate reductase characterization, rat 
Novikoff hepatoma 4673. 

ribosome genetics 2513. 

ribosome structure/function 3310. 

rifampicin, inhibition-RNA polymerase/reverse transcriptase 
3315. 

mRNA, regulation-human placental lactogen biosynthesis 
4099. 

tRNA, structure/function 4102. 

RNA biosynthesis, rabbit cerebral cortex 5380. 

mRNA biosynthesis/processing/regulation, eukaryote 4681. 

mRNA/chromatin, structure/function 1241. 

RNA/DNA metabolism, embryo/foetus 4110. 

RNA metabolism, effect of antitumour agent 2517. 

RNA metabolism regulation-plant hormone 12. 

RNA polymerase, role-prokaryote gene selection 1236. 

RNA polymerase/poly(A) polymerase, tumour cell/tissue 
5384. 

RNA polymerase specificity/function 4097. 

RNA/protein biosynthesis, brain, learning 5375. 

RNA role-host-parasite specificity 2910. 

RNA structure 8, 13. 

tRNA structure, role-protein biosynthesis 3317. 

tRNA structure/function 3313. 

mRNA translation 4101. 

RNA transport 1244. 

tRNA 45S sequence arrangement 4671. 

RNase role-fungus differentiation 2509. 

satellite DNA 2919. 

single-stranded RNA-containing virus, structure/function 
4680. 


~ sister chromatid exchange 5377. 


spin-labelling-DNA/RNA/tRNA 1237. 

SV40/adenovirus (human) 2 =m RNA biosynthesis, 
hypothesis 17. 

thymidylate synthetase 1248. 

thymidylate synthetase role-cancer chemotherapy 1235. 

translation 5382. 

tRNA structure, use-thionucleoside 630. 

vesicular stomatitis virus, defective-interfering particle, 
genome structure/biological properties 2915. 

xeroderma pigmentosum, DNA repair 2916. 

Rhesus monkey, 

foetus, cerebrum, polyribosome disaggregation, induction- 
asphyxia 3407. 

Rheumatoid arthritis, 

pleural fluid, detection-deoxyribonucleoprotein complex 3286. 

serum DNA content 360. 

Rhinovirus (human) 4, 

double-stranded, fungal, effects on human rhinovirus 
infection 222. 

Rhinovirus (human) 14, 

RNA biosynthesis, effect of cordycepin triphosphate, in vitro 
2650. 

Rhizobium, 

DNA, transformation-Azotobacter vinelandii nitrogen 
fixation-defective mutant 5186. 

DNA base sequence homology 957. 

Rhizobium leguminosarum, 

tRNA-associated cytokinin 74. 

Rhizobium meliloti, 

polynucleotide phosphorylase, level/properties 1153. 
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Rhizobium trifolii, 

chromosome, DNA replication 986. 

Rhizopus stolonifer, 

RNA/DNA biosynthesis during spore germination 3823. 

sporangiospore. germination, poly(A)-containing RNA 
biosynthesis 2276. 

Rhodococcus, 

DNA base composition/homology, relationship-taxonomy 
3544. 

Rhodopseudomonas sphaeroides, 

isoaccepting tRNA Phe. level during chemoheterotrophic- 
photoheterotrophic growth transition 3375. 

tRNA Phe. isoaccepting species, interrelationships 3753. 

Rhodotorula minuta, 

DNA. isolation/characterization 4945. 

Rhynchosciara americana, 

chromosome puff DNA, coding-salivary gland secretion 
polypeptide 3992. 

Rhynchosciara hollanderi, 

chromosome, rRNA gene localization, silver banding 6296. 

Ribavirin, 

activation-adenosine kinase, human cell line 5279. 

C-analogues, synthesis 92. 

antiviral activity 5500. 

antiviral activity, herpes simplex virus | resistance 5515. 

antiviral activity. influenza virus A 5496. 

effect on herpes simplex virus 2, infection 5495. 

effect on mouse hepatitis virus/herpesvirus (equine) | 
hepatitis. mouse/hamster 5521. 

effect on rabbit skin hypersensitivity 5494. 

inhibition-DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, eukaryote cell 3963. 

inhibition- DNA/RNA/protein biosynthesis, chick embryo 
fibroblast 6068. 

inhibition measles virus replication, Vero cell 473. 

treatment-hepatitis, human 5499. 

treatment-influenza, human 5498. 

treatment-influenza virus infection, squirrel monkey 5497. 

Ribonucleoprotein, 

accumulation, rat liver cell, effect of camptothecin 1175. 

antibody. penetration-human mononuclear leucocyte, role Fc 
receptor 2481. 

antibody, vesicular stomatitis virus, inhibition-transcription 
2870. 

avian infectious bronchitis virus, identification 2482. 

comparison-rabies virus strains, radioimmunoassay 1173. 

complex, formation, influenza virus 5298. 

complex, RNA (heterogeneous nuclear)-containing, 
characterization. rat liver 3649. 

cytoplasmic mMRNA/RNA (heterogeneous nuclear)- 
containing. review 2913. 

formation/characterization, urea-treated poliovirus 1 2869. 

HeLa cell, phosphoprotein phosphatase, characterization 
2873. 

influenza virus A, physical properties 4049. 

isolation/characterization, Dictyostelium discoideum 1174. 

Larix europea , electron microscopy 6237. 

messenger, characterization, sea urchin egg 4602. 

messenger. rabbit reticulocyte cytoplasm, isolation/ 
characterization 4603. 

messenger, template activity, sea urchin egg 4365. 

native. secondary structure-R NA (heterogeneous nuclear) 
1176. 

Nocardia asteroides , cell-mediated immunity, guinea pig 
1802. 

_ nuclear, mouse liver, enzyme activity 2484. 

nuclear, rat liver. effect of galactosamine/actinomycin D 596. 


nuclear, rat liver, MRNA precursor, structure 3819. 

nucleolar distribution, effect of adriamycin/actinomycin D, 
Novikoff hepatoma 4051. 

occurrence, kinetochore, mouse/A lium cepa /grasshopper 
6236. 

particle, rat brain/liver, characterization 2872. 

particle characterization, Escherichia coli ribosomal subunit 
508 1358. 

phosphorylation, HeLa cell 4604. 

protein-deficient, X-ray scattering. Escherichia coli 
ribosomal subunit 30S 758. 

rat liver, isolation/characterization 2871. 

rat liver/hepatoma, protein composition, effect of 3’-methyl-4- 
dimethylaminoazobenzene 5300. 

RNA (heterogeneous nuclear)-containing, HeLa cell. 
occurrence-low-molecular weight RNA 4811. 

RNA(heterogeneous nuclear)-containing, isolation, rat liver/ 
Zajdela hepatoma 3287. 

RNA 20S containing, Saccharomyces cerevisiae . 
purification 3648. 

Stylonychia mytilus nucleus 5299. 

Ribonucleoprotein (messenger), 

free, presence-polyribosome poly (A)-binding protein 1799. 

isolation-HeLa cell polyribosome, chromatography (affinity) 
767. 

poly (A)-associated protein, characterization, rabbit 
reticulocyte 2122. 

Secale cereale , sedimentation properties 591. 

separation, Acheta domesticus accessory gland/chick 
embryo tissue, use-streptomycin 595. 

Ribonucleoside-diphosphate reductase, 

activity, effect of hydroxyurea, octanol/water solvent 1745. 

activity, inhibition-a-(N)-heterocyclic carboxyaldehyde 
thiosemicarbazone, mechanism 5291. 

activity, mammalian cell, effect of methotrexate/uridine (5- 
fluorodeoxy) 1746. 

activity, relationship-mitochondrial DNA biosynthesis, 
during regeneration, rat liver 1040. 

assay 4040. 

assay, nucleotide-permeable CHO cell 3280. 

assay, Vicia faba 2117. 


characterization, rat Novikoff hepatoma, review 4673. 


Escherichia coli , identification-allosteric effector sites 1168. 

Escherichia coli , phage T4-induced, effect of hydroxyurea 
6228. 

inhibition-dinucleoside polyphosphate, CHO cell 2190. 

purification/assay, Escherichia coli 1167. 

Synechococcus , distribution 3638. 

Ribonucleoside-triphosphate reductase, 

effect of tubercidin (2'-deoxy)/toyocamycin (2’-deoxy)/ 
formycin (2'-deoxy) triphosphate 4595. 

Escherichia coli , phage T4-induced, effect of hydroxyurea 
6228. 


Lactobacillus leichmannii , regulation/properties 4596. 

Ribonucleotide polymerase, 

characterization/role, Histoplasma capsulatum 1128. 

Ribosomal protein, 

analysis, HeLa cell 3397. 

analysis, Saccharomyces carlsbergensis 3774. 

association-r-RNA, Escherichia coli ribosome 3769. 

binding site, Escherichia coli rRNA 16S, conformation/ 
stability 4291. 

binding site, rRNA 16S, prokaryote 4293. 

biosynthesis, effect on rRNA transcription, Saccharomyces 
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Ribosomal protein,(continued) 
cerevisiae 4890. 

biosynthesis, relationship-rR NA biosynthesis. vicia faba 
embryo during germination 5080. 

biosynthesis/degradation, HeLa cell, effect of rRNA 
biosynthesis 753, 

characterization. SV40 transformed GMK cell/SV40/ 
adenovirus (human) 5/vesicular stomatitis virus infected CV- 
1 cell 4226. 

Chlamydomonas reinhardtii streptomycin-resistant/ 
dependent mutant chloroplast, characterization 3395. 

chloroplast. Nicotiana tabacum , streptomycin-resistant 
mutant 4787. 

conformation. Escherichia coli /Halobacterium cutirubrum , 
CD 4231. 

Escherichia coli , binding- tRNA 1376. 

Escherichia coli , cross-linking-RNA, nitrogen mustard/ 
bromo-ketone reagent, use-topography study 3770. 

Escherichia coli . isolation-acrylamide gel 3782. 

Escherichia coli . purification method, comparison, NMR 
SMR 

Escherichia coli /Bacillus stearothermophilus , binding site, 
Bacillus stearothermophilus RNA SS 5704. 

Euglena . biosynthesis/characterization 3399. 

Euglena gracilis , radioactive labelling 1908. 

exchange. Escherichia coli ribosome 3011. 

gene. Bacillus subtilis , mapping 5945. 

gene. Bacillus subtilis , role-sporulation regulation 6121. 

gene. carrying, Escherichia coli DNA, insertion-vector 
phage 2062. 

gene, Chlamydomonas reinhardtii chloroplast, localization 
4456. 

gene, Escherichia coli , expression-vector phage clone, 
promoter identification 2000. 

gene. Escherichia coli , in vitro transcription, stringent 
regulation 1438. 

gene, Escherichia coli , mapping 4451. 

gene, mapping. Escherichia coli , use-phage Afus3 DNA 
2001. 

gene, organization, Escherichia coli 1999. 

gene. phage Afus2-carrying, organization/identification, 
Escherichia coli 1998. 

identification, Escherichia coli initiation factor IF-1 binding 
site-ribosomal subunit 30S 2598. 

identification, MRNA binding site, Escherichia coli 
ribosomal subunit 30S, use-2-methoxy-5-nitrotropone 
inactivation 3012. 

irradiation-induced cross-linking-rRNA, Escherichia coli 
2590. 

liver. phosphorylation, stimulation-thioacetamide 5620. 

location, Escherichia coli ribosomal subunit 30S, mapping, 
neutron scattering study 4779. 

methylated. identification, HeLa cell 4237. 

methylation, HeLa cell 1370. 

mitochondrial, electrophoresis, Saccharomyces cerevisiae 
204. 

mRNA, biosynthesis/stability, Escherichia coli , effect of 
growth rate 852. 

pea seed, pH acidic 3398. 

phosphorylation, effect of salt, rat liver 2227. 

phosphorylation, rat cerebral cortex, effect of AMP (cyclic) 
4793. 

Podospora anserina , translation control 4244. 

rat liver/cattle mitochondria, evolutionary studies 3024. 

mRNA, biosynthesis during nutritional shift-up, Escherichia 
coli K12 3084. 

mRNA, characterization, Ehrlich ascites cell 4305. 


Saccharomyces cerevisiae , antigen relationship-Escherichia 
coli ribosomal protein 30S 3392. 

Saccharomyces cerevisiae , biosynthesis/turnover 1905. 

Saccharomyces cerevisiae , characterization, electrophoresis 
4785. 

Saccharomyces cerevisiae , nonsense suppression, 
characterization 2586. 

Schizosaccharomyces pombe cycloheximide-resistant. 
characterization 1901. 

sea urchin, histone separation, electrophoresis 6249. 

secodary structure, Escherichia coli , ribosomal subunit 
(30S) 201. 

structure, NMR, Escherichia coli 757. 

Tetrahymena pyriformis , effect of protein starvation 202. 

Tetrahymena pyriformis , phosphorylation 2225. 

topography, free/membrane-bound ribosome, rat liver 1364. 

transcription unit, yeast 1078. 

vaccine, Salmonella typhimurium , immunity induction, 
mouse 5781. 

Ribosomal protein L1, 

Escherichia coli , binding-Bacillus stearothermophilus 
rRNA 23S, nucleotide sequence 5705. 

Ribosomal protein L5, 

binding-Escherichia coli rRNA SS, effect on conformation 
stability 5613. 

Escherichia coli , interaction-RNA 5S 5609. 

Escherichia coli , secondary structure prediction 1359. 

Ribosomal protein L6, 

Escherichia coli , amino acid sequence 1101. 

Escherichia coli , secondary structure prediction 5616. 

structure, gentamicin resistant mutant, Escherichia coli K12 
2214. 


Ribosomal protein L7, 


quaternary structure 756. 

Ribosomal protein L7/L12, 

amino acid sequence, Saccharomyces cerevisiae , 
comparison-Artemia salina 764. 

Escherichia coli , isolation/crystallization 3772. 

Escherichia coli , role-GTPase activity 6213. 

Escherichia coli , secondary structure prediction 1359. 

structure, rat liver, comparison-A rtemia salina /Escherichia 
coli 3396. 

Ribosomal protein L8, 

complex-ribosomal protein L13, Bacillus stearothermophilus 
, characterization 5615. 

Ribosomal protein L10, 

Escherichia coli , secondary structure prediction 1359. 

Escherichia coli MRE 600, amino acid sequence 5610. 

in vitro synthesis, Escherichia coli mRNA 2589. 

Ribosomal protein L11, 

Escherichia coli , primary structure 1356. 

Escherichia coli , requirement-peptide chain termination 
3787. 

Escherichia coli , X-ray diffraction 4783. 

Ribosomal protein L12, 

in vitro synthesis, Escherichia coli mRNA 2589. 

topography, Escherichia coli 2215. 

Ribosomal protein L13, 

complex-ribosomal protein L8, Bacillus stearothermophilus . 
characterization 5615. 

Ribosomal protein L14, 

Escherichia coli , amino acid sequence 5607. 

Ribosomal protein L15, 

association-ribosome-erythromycin binding, Escherichia coli 
2593. 

Escherichia coli , primary structure 1355. 
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Ribosomal protein L16, 
affect on Escherichia coli ribosomal protein L16-deficient 
ribosome conformation 5606. 
association-ribosome-erythromycin binding, Escherichia coli 
2593. 
Escherichia coli , secondary structure prediction 5616. 
Ribosomal protein L18, 
binding-Escherichia coli rRNA 5S, effect on conformation 
stability 5613. 
Escherichia coli , interaction-RNA 5S 5609. 
Escherichia coli , secondary structure prediction 1359. 
fragment, Escherichia coli , RNA 5S binding site-containing, 
characterization 5608. 
Ribosomal protein L19, 
Escherichia coli , primary structure 1895. 
Escherichia coli , secondary structure prediction 5616. 
Ribosomal protein L21, 
electrophoresis properties, Podospora anserina 
cycloheximide resistant mutant 1362. 
Ribosomal protein L25, 
binding-Escherichia coli rRNA 5S, effect on conformation 
stability 5613. 
Escherichia coli , secondary structure prediction 1359. 
Ribosomal protein L27, 
Escherichia coli , secondary structure prediction 5616. 
Ribosomal protein L28, 
Escherichia coli , primary structure 1354. 
Escherichia coli , secondary structure prediction 5616. 
Ribosomal protein L29, 
Escherichia coli , secondary structure prediction 1359. 
Ribosomal protein L3, 
amino acid sequence 3010. 
Ribosomal protein L30, 
Escherichia coli , secondary structure prediction 5616. 
Saccharomyces cerevisiae , role-recessive suppression 4791. 
Ribosomal protein L31, 
Escherichia coli , primary structure 1894. 
Escherichia coli , secondary structure prediction 5616. 
Ribosomal protein L32, 
‘Escherichia coli , secondary structure prediction 5616. 
Ribosomal protein L33, 
Escherichia coli , secondary structure prediction 5616. 
Podospora anserina , quantitative variation during growth 
3391. 
Ribosomal protein L34, 
Escherichia coli , secondary structure prediction 5616. 
Ribosomal protein S1, 
biosynthesis, Escherichia coli , association-elongation factor 
Tu elongation factor Ts elongation factor G 3413. 
complex formation-oligonucleotide/polynucleotide 1310. 
complex-ribosomal subunit 30S, Escherichia coli , X-ray 
scattering/neutron scattering 4229. 
distribution-ribosomal protein S! 760. 
Escherichia coli , characterization-polynucleotide binding site 
1357. 
Escherichia coli , hydrodynamic properties 1353. 
Escherichia coli , photo-crosslinking-poly (U), specificity 
4780. 
Escherichia coli , recognition site, phage QB RNA 772. 
interaction-rRNA 238, Escherichia coli 1903. 
role-poly(U) directed polyphenylalanine biosynthesis 3402. 
role-tRNA binding-Escherichia coli ribosomal subunit 30S 
5642. 
Ribosomal protein $3, 
Escherichia coli , small-angle X-ray scattering 3013. 
Ribosomal protein $4, 
binding region Escherichia coli rRNA 16S characterization 


1407. 

binding site, Escherichia coli rRNA 16S, structure/ 
properties 4292. 

comparison-rRNA 16S structure 1926. 

complex-rRNA 16S, structure, electron microscopy 2121. 

conformation, Escherichia coli circular dichroism/NMR/ 

IR- spectroscopy 200. 

Escherichia coli , binding site-RNA 16S, electron 
microscopy 3053. 

Escherichia coli , small-angle X-ray scattering 3013. 

localization-binding site, RNA 16S, Escherichia coli 761. 

Ribosomal protein S6, 

Escherichia coli , amino acid sequence 199. 

interaction-ribosomal protein $18, Escherichia coli 5618. 

phosphorylation, effect of ethionine, rat liver 766. 

phosphorylation, Ehrlich ascites cell, mengovirus infection 
4248. : 

Ribosomal protein S7, 

Escherichia coli , small-angle X-ray scattering 3013. 

Ribosomal protein S8, 

Escherichia coli , binding site-RNA 168, electron 
microscopy 3053. 

Escherichia coli mutant, characterisation, electrophoresis 
1898. 

isolation- r RNA 16S binding site 196. 

Ribosomal protein S89, 

Escherichia coli , sequence determination 1897. 

Ribosomal protein $11, 

Escherichia coli . N-terminus isopeptide linkage 763. 

role-tRNA binding-Escherichia coli ribosomal subunit 30S 
5642. 

Ribosomal protein $13, 

reticulocyte, purification 4236. 

Ribosomal protein $15, 

Escherichia coli , structure 4782. 

Ribosomal protein $16, 

amino acid sequence, Escherichia coli 198. 

Ribosomal protein $16/S17, 

binding site, Escherichia coli rRNA 16S, structure/ 
properties 4292. 

Ribosomal protein $17, 

primary structure, Escherichia coli 3393. 

Ribosomal protein $18, 

Escherichia coli , structure 4782. 

interaction-ribosomal protein S6, Escherichia coli 5618. 

Ribosomal protein $19, 

Escherichia coli , amino acid sequence 2584. 

Ribosomal protein $2, 

localization, rat liver ribosome 2217. 

Ribosomal protein $20, 

binding site, Escherichia coli rRNA 168, structure/ 
properties 4292. 

Escherichia coli , small-angle X-ray scattering 3013. 

in vitro biosynthesis 769. 

localization-binding site, RNA 16S, Escherichia coli 761. 

Ribosomal protein $21, 

role-tRNA binding-Escherichia coli ribosomal subunit 30S 
$642. 

Ribosomal protein 30S, 

Escherichia coli , antigen relationship-Saccharomyces 
cerevisiae ribosomal protein 3392. 

Ribosomal protein 50S, 

Escherichia coli , function 773. 

gene, containing, Escherichia coli chromosome, 
transcription pattern 1939. 

Ribosomal subunit, 

analysis, Escherichia coli erythromycin-resistant mutant 


a 


IRL©1979 


201 


Subject Index 


SUbielt INGO SOE en er re 


Ribosomal subunit,(continued) 
2583. 

assembly, yeast 3017. 

association. Escherichia coli , effect of magnesium ion 1368. 

association/dissocition, Escherichia coli /Mycobacterium 
smegmatis . effect of viomycin 5627. 

binding- t. RNA fMet, rat prostate gland 551. 

isolation, centrifugation 4786. 

precursor, Bacillus megaterium , effect of detergent 2591. 

ratio, plasmacytoma cell line, growth dependence 3785. 

Ribosomal subunit 30S, 

activity during Bacillus subtilis sporulation 215. 

assembly in vitro, RNA 16S conformation during 1934. 

binding- .2t RNA(phenylalanyl), UV- irradiationn- 
induced. Escherichia coli 221. 

binding-Escherichia coli initiation factor IF-1. effect of 
initiation complex component/identification-binding site 
ribosomal protein 2598. 

binding- + RNA(pheyny)), effect of centrifugation 1909. 

complex-ribosomal protein $1, Escherichia coli . X-ray 
scattering/neutron scattering 4229. 

deuterated, Escherichia coli , small-angle neutron scattering 
1896. 

Escherichia coli . binding-initiation factor IF-3 2237. | 

Escherichia coli . binding-tRNA, role-ribosomat protein $1/ 
S11/S21 5642. 

Escherichia coli . identification-mRNA binding site 
ribosomal protein, use-2-methoxy-5-nitrotropone 
inactivation 3012. 

Escherichia coli in vivo reassembly following thermal shock 
destruction 771. 

Escherichia coli , inactivation-maleic anhydride, 
identification-poly (U) binding protein 762. 

Escherichia coli . mapping-ribosomal protein location, 
neutron scattering study 4779. 

Escherichia coli , protein arrangement, immunoelectron 
microscopy 5612. 

Escherichia coli , protein-deficient ribonucleoprotein, X-ray 
scattering 758. 

Escherichia coli . protein/RNA distribution 3014. 

Escherichia coli. ribosomal protein, secodary structure 201. 

Escherichia coli , RNA cross-linking region, analysis 4781. 

Escherichia coli .tRNA 16S, nonanucleotide sequence 3446. 

Escherichia coli. rRNA 16S topography 5706. bes 

Escherichia coli . tRNA 165, cleavage-colicin E3 2074. 

Escherichia coli. RNA 4S core, occurrence/characterization 
5655. 

Escherichia coli . RNase treatment, rRNA release 3009. 

Escherichia coli , rotational diffusion 4227. 

reconstitution/function, effect of Escherichia coli <‘ir RNA 
16S cytosine modification 209. 

Ribosomal subunit 40S, 

initiation complex formation-tRNA fMet, rabbit reticulocyte, 
binding factor activity 3411. 

localization-initiation factor IF-3 3015. 

rat liver, structure, electron microscopy 5621. 

translation initiation 2204. 

Ribosomal subunit 488, 

preinitiation complex, identification 221. 

Ribosomal subunit 50S, 

caesium chloride core, role-colicin E3 activity 2224. 

deuterated. Escherichia coli , small-angle neutron scattering 
1896. 

Escherichia coli . assembly in vitro, protein requirement 1369. 

Escherichia coli . in vitro reconstitution 5625. 

Escherichia coli . interaction-puromycin analogue 5446. 

Escherichia coli . rRNA, structure, effect of UV-irradiation 


5669. 

Escherichia coli, RNA 23S accessible region, nucleotide 
sequence 2622. 

Escherichia coli , rotational diffusion 4227. 

Escherichia coli , thermolability 3779. 

Escherichia coli MRE 600, interaction-tRNA 2595. 

ribonucleoprotein particle, characterization, Escherichia coli 
1358. 

Ribosomal subunit 60S, 

eukaryote, binding-narciclasine 4245. 

HeLa cell. acidic phosphoprotein, comparisor-rat 755. 

HeLa cell, protein(acidic) analysis 768. 

Ribosome, 

accumulation, effect of 3-methylcholanthrene. mouse skin 
hyperplasia 2220. 

activity, protein biosynthesis cell-free system, SV40- 
transformed 3T3 cell 1351. 

activity, rat liver protein biosynthesis, effect of 
dimethylnitrosamine/ethionine 2206. 

activity, Tetrahymena pyriformis , effect of acetone treatment 
3022. 

activity/structure, effect of succinic acid/maleic acid/acetic 
acid, Escherichia coli 2223. 

aggregate, organization, microscopy 4054. 

Artemia salina , inactivation-pokeweed antiviral protein 4792. 

Artemia salina , RNA/protein content 5619. 

associated, GDP kinase activity 1144. 

associated enzyme, Escherichia coli , degradation-guanosine 
tetraphosphate 3261. : 

autoantibody, solid-phase radio-immunoassay/incidence= 
systemic lupus erythematosus, man 588. 

Bacillus stearothermophilus , translation specificity 2222. 

Bacillus subtilis , binding-aurintricarboxylic acid dimer 1361. 

bacterial, degradation-R Nase I 3781. 

bacterial, structure, review 5371. 

binding-Candida albicans membrane 5635. 

binding-elongation factor EF-1 during protein biosynthesis, 
Ehrlich ascites cell 779. 

binding-endoplasmic reticulum, rat liver 3783. 

binding-erythromycin, association-ribosomal protein L16/ 
ribosomal protein L15, Escherichia coli 2593. 

binding-microsome membrane, rat liver, inhibition- 
aurintricarboxylic acid 5637. 

binding-tRNA (aminoacy)]), effect of 7,12- 
dimethylbenz(a)anthracene, rat liver 1377. 

binding-tRNA (aminoacy)), inhibition-a-sarcin 1910. 

binding-RNA, phage Q§, effect of coat cistron initiator 
region site-directed mutation 2255. 

binding site, phage T7 DNA, electron microscopy 5011. 

binding site, phage T7 gene(0-3) mRNA, mapping 796. 

binding-tRNA (aminoacy]), role-elongation factor Tu/ 
elongation factor EF-1 1378. 

biosynthesis, Drosophila 211. 

biosynthesis, Ni otiana tabacum , during leucoplast- 
chloroplast transformation 213. 

biosynthesis during Saccharomyces cerevisiae life-span 1904. 

changes during sporulation, Bacillus subtilis , 
chromatography (affinity) analysis 3778. 

complex-tRNA Met, accumulation, cell-free system 4249. 

conformation, effect of streptomycin/viomycin, Escherichia 
coli 5632. 

bs ashen Escherichia coli , effect of sodium bisulphite 

60. 

contamination-rat liver nucleus, during purification 217. 

content, Mycococcus , relationship-growth phase 5630. 

content/activity, mouse mammary gland explant. regulation- 
insulin/prolactin/hydrocortisone 3025. 
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cross reacting antigen, Nocardia /Mycobacterium , review 
3323. 

cerystallization-hypothermia, chicken bone marrow 212. 

cytoplasmic, Ehrlich ascites cell, association-poly (A) 
polymerase/poly (U) polymerase 3366. 


Ehrlich ascites cell. poly (A) polymerase/poly (U) polymerase 


activity 2982. 
elongation factor G + GDP complex, turnover, effect of 
cation/antibiotic 1375. 


elongation factor/initiation factor, isolation, use heparin 3008. 


Escherichia coli , r-RNA, association-ribosomal protein 
3769. 

Escherichia coli , affinity labelling-heptauridylic acid 
derivative 4230. 

Escherichia coli , binding-chloramphenicol, inhibition- 
dinucleoside (aminoacyl) phosphate 3403. 

Escherichia coli , binding-phage A DNA, localization 2710. 

Escherichia coli , binding-poly (U), rotational diffusion 4228. 

Escherichia coli , binding-tuberactinomycin O 5633. 

Escherichia coli , binding virginiamycin S 5631. 

Escherichia coli , characterization-binding site, phage A 
ribosome 795. 

Escherichia coli , interaction-neomycin 4241. 

Escherichia coli , interaction-tetracycline 214. 

Escherichia coli , \ocalization-mRNA binding site 2585. 

Escherichia coli , \ocalization-tRNA binding region 4796. 

Escherichia coli , peptidy| transferase centre, substrate 
specificity 3780. 

Escherichia coli , photochemical cross-linking-tRNA 
(acetylvalyl) 5641. 

Escherichia coli , photoinduced affinity labelling-puromycin 
5629. 

Escherichia coli , protein/RNA distribution 3014. 

Escherichia coli , relaxation kinetics 1900. 

Escherichia coli , ribosomal protein exchange 3011. 

Escherichia coli , ribosomal protein L16-deficient, 
conformation, effect of ribosomal protein L16 5606. 

Escherichia coli , role-phage T4 deoxynucleotide kinase 
mRNA stabilization 4243. 

Escherichia coli , role-phage T7 early mRNA stability 4349. 

Escherichia coli , rotational diffusion 4227. 

Escherichia coli , sedimentation analysis 1899. 

Escherichia coli , stringent factor assay 5626. 

Escherichia coli , structure/function, review 23. 

Escherichia coli , translocation, mechanism 4800. 

Escherichia coli MRE-600, reaction-dithioglycolic acid 
diazide 1907. 

Escherichia coli mutant, binding-chloramphenicol/tRNA 
(aminoacyl) fragment 4250. 

Escherichia coli mutant (rel), translation, poly (U) 2592. 

Escherichia coli mutant (spoT), guanosine pentaphosphate 
synthesis 3021. 

Escherichia coli /wheat, RNA/protein distribution/ 
packaging 759. 

free, activation during growth induction, human lymphocyte 
3018. 

free, incorporation-thyroglobulin synthesizing polyribosome, 
effect of thyrotropin/AMP (dibutyryl cyclic) 5639. 

function, inhibition-fusarenon-X, eukaryote 3401. 

GDP + elongation factor G complex, decay 1374. 

genetics, review 2513. 

Geotrichum candidum , structure, electron microscopy 4233. 

guanosine tetraphosphate/guanosine pentaphosphate 
biosynthesis, effect of poly (U) fragment. Escherichia coli 
L373: 

HeLa cell, association-Semliki Forest virus capsid protein 


1228. 

Hevea brasiliensis , characterization 3777. 

immunoprotective antigen, Haemophilus influenzae , 
characterization 3020. 

interaction- m RNA,role- m RNA stability 243. 

interaction-mitochondrial membrane, Saccharomyces 
cerevisiae , effect of mitochondrial DNA mutation 5634. 

interaction-streptomycin, effect on messenger misreading 
3400. 

isolation, cotton seed 4788. 

Lacerta sicula , packing, electron microscopy 205. 

localization, collagen biosynthesis, rat lung 4235. 

mammalian, occurrence-y-carboxyglutamic acid 3776. 

maturation, Escherichia coli 770. 

membrane-bound, Dictyostelium discoideum . rRNA, 
isolation/characterization 4818. 

membrane-bound, rat brain, protein biosynthesis. effect of 
ethanol 3390. 

membrane-bound, Saccharomyces , protein biosynthesis 
4777. 

mitochondrial, Didinium nasutum , characterization 4784. 

mitochondrial/cytoplasmic, characterization, mammal 1366. 

mouse egg, characterization 1365. 

Neisseria gonorrhoeae , mitogenicity, spleen lymphocyte, 
mouse 4242. 

Neurospora crassa , association/dissociation 2218. 

Neurospora crassa , effect of temperature 4790. 

polymerization, effect of 2-chloroethylphosphonic acid, 
Hevea brasiliensis 2298. 

precursor, protein characterization, mouse leukaemia 4238. 

rat hippocampus, effect of amino acid, electron microscopy 
3016. 

rat liver, effect of protein deficiency 216. 

rat liver, localization-proteinase activity 2587. 

rat liver, localization ribosomal protein S2 2217. 

rat liver cell-free system, amino acid incorporation 4801. 

rat/mouse liver, attachment-membrane, characterization 
5622. 

rat stomach mucosa, protein biosynthesis, effect of 
starvation/pentagastrin, cell-free system 2226. 

recognition sites, vesicular stomatitis virus MRNA, 
nucleotide sequence 5685. 

role-Bacillus sporulation 4789. 

Saccharomyces cerevisiae , identification-tRNA Phe binding 
site, use-affinity labelling 4799. 

separation, Sepharose 4B chromatography 4225. 

Staphylococcus aureus , stability, association-magnesium ion 
3771, 

structure, effect of ethylene glycol 3394. 

structure, electron microscopy, comparison-A rtemia salina / 
Escherichia coli 4234. 

structure, Escherichia coli, roleeRNA 5611. 

structure, Geotrichum candidum 203. 

structure, rat skeletal muscle, during fasting/refeeding, effect 
of age 5638. 

structure/function, review 3310. 

structure/size, electron microscopy, Escherichia coli 197. 

3’-terminal methylated sequence, Escherichia coli , structure/ 
properties 5614. 

topography-ribosomal protein, free/membrane-bound, rat 
liver 1364. 

translocation, induction-elongation factor G 222. 

translocation, tRNA Phe, Escherichia coli , inhibition- 
viomycin 1906. 

Trypanosoma cruzi , characterization 4232. 

yeast, binding-tRNA (N-acetylphenylalany]), effect of 
hydrolase 4798. 
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Ribulose bisphosphate, 

subunit. high-molecular weight precursor biosynthesis, poly 
(A)-containing mRNA, pea 4323. 

Rice, 

coleoptile. DNA biosynthesis, effect of anoxia 505. 

Rice dwarf virus, 

RNA. immunogenicity, rabbit 1170. 

RNA, protection-western equine encephalitis virus infection, 
mouse 324. 

Rifampicin, 

effect on single-stranded DNA biosynthesis. phage 9X 174 
2384. 

inhibition-RNA polymerase/reverse transcriptase, review 
B3il5: 

interaction-Escherichia coli RNA polymerase, kinetics 1115. 

Rifamycin, 

binding site. RNA polymerase, Bacillus subtilis RNA 
polymerase 2457. 

derivative, effect on RNA 60-70S formation, Rous sarcoma 
virus transformed cell 3472. 

derivative, inhibition-Histoplasma capsulatum RNA 
polymerase 2455. 

Rinderpest virus, 

infection, Vero cell. effect on RNA/DNA/protein 
biosynthesis 3464. 

RNA, 

see also Immune RNA, Nuclear RNA 

A-form, vibration mode 1523. 

accumulation, early, BALB/3T3 cell, effect of polyoma virus 
temperature-sensitive mutant 4318. 

accumulation. Escherichia coli , effect of-5a.6- 
anhydrotetracyclines 4876. 

actinomycin D-resistant. origin, Aedes albopictus 4257. 

adenine/uridine incorporation, rat/mouse liver, inhibition- 
chloroquine/primaquine/ethidium 3575. 

adenylation, mouse ovum incorporation adenosine 4708. 

alfalfa mosaic virus, 5’-terminal nucleotide sequence 1405. 

alkylated, extraction, use-phenol, L1210 leukaemia cell 4266. 

Amoeba proteus . analysis, electrophoresis 4817. 

analysis, Ehrlich ascites cell isolated nucleus 4847. 

analysis, rotavirus, animal human strains 4832. 

antibody. biosynthesis, role-T lymphocyte suppressor cell, 
systemic lupus erythematosus, human 3285. 

antibody, systemic lupus erythematosus, anti 3284. 

antioxidant activity, synergism-tocopherol 913. 

avian sarcoma virus-specific, purification/characterization, 
infected chick embryo cell 5684. 

avian sarcoma virus transforming gene-related, occurrence- 
uninfected avian cell 2242. 

avian sarcoma virus transforming gene-related, uninfected 
avian cell, characterization 2258. 

Balbiani ring, cytoplasmic, Chironomus thummi , 
characterization 4844, 

barley stripe mosaic virus, isolation following electrophoresis 
2609. 

base analysis, use-chromatography (high performance liquid) 
2923. 

binding-benzo(a)pyrene, activation-microsome/nuclear 
envelope 1977. 

binding-benzo(a)pyrene, hamster embryo cell culture 3501. 

binding constant-oligonucleotide, determination 1866. 

binding-metronidazole 1500. 

binding-nitrofuran derivative, rat kidney 2320. 

ae properties. encephalomyocarditis virus polypeptide G 
6307. 

binding-protein. affinity constant 898. 

binding-protein, formaldehyde-induced, tobacco mosaic 


virus/cucumber virus 4 1925. , 
binding-Rauscher leukaemia virus structural protein 4090. 
binding-ribosome, phage Qf, effect of coat cistron initiator 

region site-directed mutation 2255. 
bioorganic aspects. USSR research, review 1250. 
biosynthesis/properties, Hypotrichida /Chilodonella / 

Tetrahymena macronucleus, review 5390. 
brome mosaic virus, reconstitution-protein 5361. 
brome mosaic virus, structure, small-angle neutron scattering 

5700. 

C-type virus, isolation, use-guanidine-HCl 4815. 
C-type virus (rat), characterization 5270. 

Candida albicans , homology-Kluyveromyces 5053. 
capped, 5’-terminal sequence, characterization, wheat 

embryo 5720. 
cellular distribution during differentiation, neuroblastoma 

2248. 
chain elongation-RNA polymerase B, rat prostate gland 

chromatin, regulation-androgen 2286. 

Channa punctatus , content during growth 2243. 
characterization, equine infectious anaemia virus 255. 
characterization. Peromyscus eremicus heterochromatin 

DNA transcript 2630. 
characterization, poliovirus replication complex, electron 

microscopy/autoradiography 4827. 
chick embryo heart, isolation/properties, effect on-chick 

blastoderm 1459. 
chick embryo low-molecular weight inducer, effect on 

mRNA translation in vitro 4355. 
chicken Rous sarcoma cell, complementarity-Rous sareoma 

virus 4282. 
chicory yellow mottle virus, circular dichroism 2621. 
chloroplast, membrane-bound, determination, ethidium 

bromide fluorometric method 5651. 
circular/linear, potato spindle tuber viroid, biosynthesis, 

infected Lycopersicon esculentum leaf 4870. 
circulation, higher organisms, review 2516. 
coding, Escherichia coli R factor 3601. 
complement inhibition, Ehrlich tumour cell 1464. 
complementary, polyoma virus, biosynthesis-capsid protein 

in vitro 2205. 
complementary, synthesis-Escherichia coli RNA 

polymerase 555. 
complementary-citrus exocortis virus, occurrence-infected 

Gynura aurantiaca 3028. 
complex-copper, inhibition-Rous sarcoma virus replication 

5841. 


» complex formation-dehydrogenase + platinum 5522. 


components, effect on Bdellovibrio bacteriovorus viability/ 
cell composition 2539. 

composition, brome mosaic virus/cowpea chlorotic mottle 
virus following replication, Chenopodium hybridum 4601. 

concentration, rabbit embryo, effect of 6-aminonicotinamide 
2774. 

constituents, changes during pregnancy, placenta, review 
4100. 

containing, terminal body, rat lens fibre 4935. 

content, Artemia salina ribosome 5619. 

content, barley leaf, effect of flood/vitamin PP 2249. 

content, brain, inbred rat 824. 

content, Candida utilis , effect of temperature 4931. 

content, cattle, normal/leukaemia (lymphatic) 4936. 

content, cattle blood, effect of leukosis 3496. 4 

content, cerebral cortex cell, effect of visual cortex 
hypofunction/hyperfunction 2653. 

content, cow milk 3860. 

content, Cuscuta chinensis 3497. 


a Ee eee 


204 


IRL©1979 


Nucleic Acids Abstracts 


Ce eee 


RNA,(continued) 
content, effect of ambient atmosphere, relationship-nucleolus 
size. iAllium cepa epidermis nucleus 506. 
content, effect of parenteral, nutrition/normal thyrotoxicosis 
rat 236. 
content. effect of polyethylene glycol, rat caecum mucosa 
2309. 
content, 
content, 
content. 
354. 
content, 
content, 
content, 
content, 
content, 
content, 


effect of swimming, rat adrenal gland 310. 
EMT6 cell, relationship-clonogenicity 1943. 
Fusarium moniliforme -infected mango inflorescence 


hepatocyte nucleus, effect of a-amanitin 6266. 

human blood, association-rheumatic fever 2673. 

human central nervous system, effect of death 2606. 

human hypoglossal neuron, effect of age 5658. 

human leucocyte, adenovirus infection 4808. 

human skeletal muscle, obesity, effect of diet 5659. 

content. leukocyte, effect of irradiation 5215. 

content. Lycopersicon esculentum , effect of salt 
concentration 364. 

content. macrophage, activation assay 4812. 

content. mammary tumour virus, during exogenous 
mammary tumour virus transformation, Balb/c mammary 
epithelium 5652. 

content, mouse cardiac muscle, effect of rubomycin/ 
carminomycin 842. 

content, mouse submandibular gland. effect of 19- 
nortestosterone 3031. 

content, Mucor bacilliformis sporangiophore 3493. 

content, Panicum miliaceum style/stigma/pollen 1390. 

content. petunia root. effect of petunia mottle virus infection 
836. 

content, Pila globosa , effect of aestivation 3968. 

content. Pinus nigra Strasburger cell 1968. 

content, protein accumulation, kinetics, Triticum aestivum 
endosperm 754. 

content, rabbit plasma cell, effect of acetylsalicylic acid/ 
diacetoxybenzoic acid/azathioprine/D-penicillamine 4377. 


- content, rat central nervous system, effect of audiogenic 


seizure 859, 

content, rat hypothalamus, effect of cooling 327. 

content. rat liver, effect of biotin treatment 1043. 

content. rat liver/kidney, effect of lead poisoning 498. 

content, rat mammary gland, effect of hormone replacement/ 
hypophysectomy 1581. 

content, Saccharomyces cerevisiae , relationship-high 
molecular weight polyphosphate content, during dehydration 
5199. 

content, Tetrahymena pyriformis , during synchronous 
growth 3584. 

content, Toxoplasma gondii 2669. 

content, Toxoplasma gondii cyst 1483. 

content, Triticum , effect of zinc 1453.. 

content, Triticum aestivum , effect of piperazine/ 
‘pibobromane 3862. 

content, wheat embryo, during germination/vernalization 
5823. 

content, zymogen granule, rat pancreas 888. 

content-calf tissue 3837. 

content during development, Apis mellifera 3116. 

content during dormancy/growth, Prunus padus bud 535. 

content/half-life, Balbiani ring, Chironomus tentans 3030. 

content/nucleotide composition, cattle leukocyte, effect of 
leukaemia (chronic lymphatic) 2734. 

coronavirus (human) OC43, localization-poly (A) sequence, 
absence-virion RNA replicase 3438. 

coronavirus (human) 229E genome, characterization 5680. 


cowpea chlorotic mottle virus, conformation 4288. 

cowpea chlorotic mottle virus, degradation in situ 3482. 

cowpea mosaic virus, 3'-terminal characterization 3443. 

cowpea mosaic virus isolates, complementation/ 
pseudorecombination 4286. 

Crithidia fasciculata , characterization 3447. 

cross-linking-Escherichia coli ribosomal protein, nitrogen 
mustard/bromo-ketone reagent, use-topography study 3770. 

cross-linking region, Escherichia coli ribosomal subunit 30S. 
analysis 4781. 

cucumber mosaic virus, nucleotide sequence homology 3809. 

cucumber mosaic virus, sequence homology determination 
258. 

cynosurus mottle virus, characterization 5699. 

cytoplasmic, analysis, feline leukaemia virus infected cell 
3797. 

cytoplasmic, biosynthesis/transport, mouse spleen, during 
immune response 3101. 

cytoplasmic, characterization, regenerating rat liver/ 
hepatoma 1413. 

cytoplasmic, content-mouse hepatocyte, effect of irradiation 
4879. 

cytoplasmic, precursor, characterization, chick embryo 
nucleus 4297. 

cytoplasmic, sequence homology, human cancer 1416. 

cytoplasmic polyhedrosis virus, physical properties 2257. 

cytosine/cytosine (3-methyl)/cytosine (5-methyl) content, 
determination-chromatography (high performance liquid) 
1525; 

defect, cell surface, role-cancer aetiology, hypothesis 5777. 

degradation-Aspergillus oryzae nuclease S1, HeLa cell 
lysate, presence-urea/sodium dodecylsulphate 344. 

density gradient centrifugation, use-caesium sulphate-urea 
4264. 

derivative, ribofuranose ring stereochemistry 3902. 

detection, use-diazobenzylmethyl-paper/DNA hybridization 
2240. 

directed, Cyprinus carpio proinsulin biosynthesis, Xenopus 
laevis oocyte 4917. 

distribution, CHO cell, during cell cycle 4261. 

distribution, Escherichia coli ribosome/ribosomal subunit 
30S 3014. 

distribution/packaging, Escherichia coli /wheat ribosome 
759. 

distribution-tobacco mosaic virus-infected tobacco 1752. 

DNA covalent linkage, identification-S V40 replicating DNA 
2017. 

DNA hybrid, assay method 4804. 

DNA hybrid, stability-perchlorate/trichloracetate solution 
4275. 

DNA-like, Vicia faba , fractionation/characterization 1924. 

double-stranded, activation-protein kinase, phosphorylation- 
initiation factor IF-2, protein biosynthesis 4254. 

double-stranded, adjuvant activity-Newcastle disease virus 
vaccine 1169. 

double-stranded, analogue, antigen structure/interferon 
induction activity 5297. 

double-stranded, behaviour-electrode surface, model 3896. 

double-stranded, detection, radioimmunoassay, Semliki 
Forest virus 1385. 

double-stranded, induction-interferon, comparison- 
Penicillium chrysogenum mycophage/phage f2/reovirus 
1455. 

double-stranded, induction-protein biosynthesis inhibitor, 
mouse L cell 1317. 

double-stranded, inhibition-protein biosynthesis, rabbit 
reticulocyte lysate 2657. 
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double-stranded. inhibition-protein biosynthesis, interferon- 
treated mouse L cell 4358. 

double-stranded, molecular weight, Aspergillus foetidus virus 
Si2535 

double-stranded, occurrence-Endothia parasitica 782. 

double-stranded. occurrence-Thielaviopsis basicola virus-like 
particle 1917. 

double-stranded. Penicillium citrinum virus, characterization 
2627. 

double-stranded. phage f2, induction-interferon, human 
leukocyte 3097. 

double-stranded, reovirus 3, RNase T1 activity 1100. 

double stranded. Saccharomyces cerevisiae killer factor, 
biosynthesis 306. 

double-stranded. tobacco mosaic virus, occurrence-infected 
Nicotiana 4255. 

double-stranded, Ustilago maydis , occurrence/association- 
killer phenomenon 4256. 

double-stranded, virus-like particle, characterization. 
Saccharomyces cerevisiae 4825. 

double stranded, virus-specific, isolation method 4816. 

double-stranded/single-stranded, identification/localization, 
virus-infected plant/insect cell 4805. 

Drosphila hydei , size/distribution-poly (A) sequence 1551. 

duplex, propidium diiodide integration site, sugar pucker 
geometry 4411. 

early, adenovirus (human) 2, mapping/quantitation, electron 
microscopy 804. 

early, frog virus 3, biosynthesis in vivo 4868. 

early, interaction-DNA, adenovirus 1229. 

early, virus-specific, accumulation-polyoma virus mutant 
(tsA) infected 3T6 cells 4316. 

effect of antibiotic ASK-753 901. 

effect on Clostridium botulinum toxin precipitation 3483. 

effect on colony formation inhibition 2660. 

effect on Shigella flexneri infection, mouse 4927. 

eggplant mosaic virus, tRNA separation 5559. 

encephalomyocarditis virus, in vitro translation system 3387. 

encephalomyocarditis virus, 3'-terminal nucleotide sequence 
3433, 5678. 

encephalomyocarditis virus, 3’-terminus nucleotide 
sequences 247. 

encephalomyocarditis virus, translation, cell-free system 
4363. 

entrapment-liposome 2633. 

excited states. book review 2148. 

exogenous, effect on cardiac myoblast membrane 
differentiation 3100. 

extraction, mammalian spleen 5667. 

fingerprinting, use-labelled oligonucleotide electrophoresis 
1397. 

folding, characterization 4421. 

folding, prebiosis 409. 

foot-and-mouth disease virus, localization-poly (C) sequence 
4280. 

fractionation, electrophoresis, determination-phosphorous-32 
367. 

fragment, hairpin structure, effect on reverse transcription 
3580. 

fragment, phage MS2, regulation activity 3096. 

Gaeumannomyces graminis virus-like particle, 
characterization 4841, 

genome, brome mosaic virus, expression in vitro, regulation- 
translation 4336. 

genome, Rauscher leukaemia virus, distribution- 
phosphoprotein binding site 1400. 


genome, Rous sarcoma virus, occurrence-gene(src) 
substitution 254. 

globin, adult/tadpole sequence, occurrence-Xenopus laevis 
oocyte 235. 

guanine (6-thio)-containing, rat, effect on protein biosynthesis 
in vitro 1956. 


_ half-life, during translation, encephalomyocarditis virus, 


effect of poly (A) 4732. 

heat shock-specific, transcription, Drosophila melanogaster 
3478. 

helix-DNA, photochemical cross-linking-psoralen derivative. 
phage fd 2699. 

helix formation, role-phosphodiester bond 2613. 

helix structure 1518. 

Helminthosporium victoriae virus-like particle, 
characterization 4833. 

hepatitis virus A, characterization 3803. 

high-molecular weight, dimer structure, C-type virus 4278. 

high-molecular weight, virion-associated, cleavage-vaccinia 
virus RNase(endo) 5217. 

hog cholera virus, characterization 247. 

homologous, translation, Stylonychia mytilus 3853. 

homology, human influenza virus A 5686. 

homology, poliovirus 1/poliovirus 3, electron microscopy 
798. 

hybridization, influenza virus A recombinant 3439. 

hybridization-DNA, efficiency 2339. 

hybridization-DNA, method 3517. 

hybridization properties, hepatoma, during tumour 
progression 3060. 

hybridization properties, N-nitrosodiethylamine-induced 
hepatoma, mouse 5969. 

hydroxyl group, binding-polyamine 4274. 

hydroxyl group, NMR 3043. 

immune, antibody biosynthesis induction, lymphosarcoma 
cell line 870. 

immune, humoral immunity-Pseudomonas aeruginosa 
lipopolysaccharide, transfer, mouse 2661. 

immune, lymph node/spleen, transfer immunity-Plasmodium 
berghei infection, mouse 1460. 

immune, lymphocyte response-tumour antigen, induction in 
vitro 3104. 

immune, xenogeneic, effect on lymphocyte cytotoxicity- 
tumour 2301. 

immune, xenogeneic, tumour-specific cell-mediated 
cytotoxicity transfer, kinetics, mouse/guinea pig 2662. 

immune, xenogeneic, tumour-specific cytotoxicity transfer, 
mouse fibrosarcoma 321. 

in vitro transcript, 5’-terminal oligonucleotide analysis, use- 
chromatography (thin-layer) 4822. 

incorporation-tritium-labelled uridine, CV1 cell, effect of 
SV40 infection 128. 

incorporation-uracil/uridine/orotic acid, mouse/rat/human 
tumour 847. 

induction-interferon, antiviral activity/antitumour activity 
Sil Se 

infectious bronchitis virus genome, characterization 250. 

infectivity, tobacco ringspot virus/tomato black ring virus, 
structure requirement 5702. 

influenza virus, fragment preparation 4267. 

influenza virus, 5’-terminal nucleotide sequence 4284. 

influenza virus A, gene mapping 4836. 

influenza virus A, messenger activity, in vitro 4362. 

influenza virus A/influenza virus B, comparison-5'-terminal 
sequence 3047. 

influenza virus recombinant, characterization 3440. 

inhibition-Rauscher leukaemia virus DNA polymerase 
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(RNA-dependent)-associated ribonuclease H 504. 

interaction-agarose 3506. 

interaction-alfalfa mosaic virus coat protein, calorimetry 788. 

interaction-bacteria, review 5394. 

interaction-bis-fluroethy! nitrosourea, role-cytidine 
(fluoroethyl) 2254. 

interaction fuchsin (basic)/formaldehyde 405. 

interaction-gold ion 4389. 

interaction-phenosafranine, spectroscopy 4955. 

interaction-protein, GH, cell 4095. 

interaction-protein, review 4103. 

interaction-protein, specificity 900. 

isolation, bovine thyroid 2252. 

isolation, immature rat uterus 239. 

isolation, rat liver/kidney/testis, use-sulphuric acid/nitric acid/ 
hydrochloric acid 4270. 

Junin virus, characterization 5676. 

Kirsten sarcoma virus/Harvey sarcoma virus genome, 
organization 4829. 

Lacerta s. sicula induction-avidin biosynthesis 325. 

leader. characterization, vesicular stomatitis virus 3796. 

Leishmania tarentolae kinetoplast, characterization 3814. 

Lemna gibba . uridine incorporation, diurnal rhythm 5773. 

level-rat epididymis/ductus deferens during postnatal 
development 3089. 

localization-Periplaneta americana haemocyte 3859. 

low-molecular weight, adenovirus (human) 2-infected HeLa 
cell 4283. 

low-molecular weight, effect on RNA biosynthesis, isolated 
nucleus 2415. 

low-molecular weight, identification, rat liver 3423. 

low-molecular weight, inhibition-protein biosynthesis, 
adenovirus-infected HeLa cell 5779. 

low-molecular weight, occurrence-HeLa cell RNA 
(heterogeneous nuclear)-containing ribonucleoprotein 4811. 

low-molecular weight, occurrence/properties 2604. 

low-molecular weight, R factor-specified, isolation/ 
characterization 4814. 

low-molecular weight, rat connective tissue, isolation/ 
inhibition-mRNA translation 5664. 

maedi virus, absence-sheep lung carcinoma 5653. 

mammalian tissue, extraction method 4820. 

mammary tumour virus, relationship-A-type particle- 
associated RNA/DNA 805. 

Mansonia uniformis Kawino virus, characterization 5690. 

memory transfer, rat brain/liver 869. 

mengovirus, comparison-standard/dense virion 4831. 

mengovirus, selective translation, infected Ehrlich ascites cell 
3465. 

mengovirus, stability/translation, Ehrlich ascites cell cell-free 
system 1472. 

messenger-like, cytoplasmic, biosynthesis, kinetics, HeLa cell 
2282. 

metabolism, adenovirus (human) 5-transformed rat embryo 
cell line, effect of herpes simplex virus infection 5740. 

metabolism, adrenergic neuroblastoma M1 cell 5731. 

metabolism, Arthrobacter atrocyaneus /Arthrobacter 
crystallopoietes , during starvation 1036. 

metabolism, Avena sativa, during germination 2376. 

metabolism, chick embryo cell culture, effect of Mycoplasma 
gallisepticum infection 5127. 

metabolism. Drosophila melanogaster , relationship-polytene 
chromosome puff 279. 

metabolism, effect of antitumour agent, review 2517. 

metabolism. effect of radiation, Novikoff hepatoma 304. 

~ metabolism. embryo/foetus, review 4110. 


metabolism, Plasmodium 6054. 

metabolism, rat, during pregnancy, effect of malnutrition 872. 

metabolism, rat liver, effect of tryptophan deprivation 858. 

metabolism, rat neonate, effect of maternal undernutrition 
3479, 3480, 3481, 6063. 

metabolism, regulation-corticosteroid during mechanical 
trauma, rat spleen 838. 

metabolism, regulation-plant hormone, review 12. 

metabolism, role-human leukocyte phagocytosis 315. 

metabolism, root meristem, Zea mays 3458. 

methylation, Novikoff ascites hepatoma, irhibition-ellipticine/ 
hycanthone/ethidium bromide 1434. 

methylation, vaccinia virus-infected chick embryo fibroblast, 
effect of interferon treatment 5749. 

methylation/nucleoside incorporation, effect of oestradiol, rat 
uterus 1426. 

methylation product pattern, methyldiazonium ion 376. 

microinjection-cell, use liposome entrapment 4348. 

mitochondrial, HeLa cell, fractionation-electrophoresis 3038. 

modification-oligonucleotide derivative 895. 

molecular weight determination, use-electrophoresis 245. 

Moloney leukaemia virus genome, mapping-host range 
specific oligonucleotide 3802. 

Moloney leukaemia virus genome, structure 4279. 

monomer, circular dichroism 1282. 

mouse hepatitis virus, characterization 3436. 

mouse hepatitis virus, occurrence-poly (A) sequence 1401. 

mouse skin, uridine incorporation, stimulation-20- 
methylcholanthrene 3844. 

mouse tumour/embryo derived, antitumour activity 871. 

murine leukaemia virus, RNase T1 oligonucleotide mapping 
3798. 

murine sarcoma virus, sarcoma-specific sequence. 
localization 5028. 

nascent, mercurated, use-adenovirus (human) 2 late promoter 
mapping 3434. 

nascent DNA-associated, isolation/characterization, human 
lymphocyte 812. 3 

native/denatured, assay, use-glyoxal/acridine orange 230. 

neonatal calf diarrhoea virus, characterization 3804. 

nitrogen base interaction 3899. 

Nodamura virus, translation, cell-free system 1470. 

non-messenger, effect on MRNA translation 5788. 

nuclear/cytoplasmic, hybridization-Drosophila hydei locus 2- 
48BC 2266. 

nucleolus, fibroblast nucleolus, effect of adriamycin 1433. 

nucleotide sequence, comparison-tobacco mosaic virus 
strains 807. 

nucleotide sequence, computer analysis 414. 

oligonucleotide fingerprinting, infectious pancreatic necrosis 
virus 797, 

oncornavirus, oligonucleotide fingerprinting, review 3686. 

oncornavirus, transcription/translation, review 3690. 

orotate incorporation, effect of pyrimidine (2-thio-4- 
hydrazino), mouse liver 661. 

papaya mosaic virus, 5'-terminal structure 5693. 

Penicillium chrysogenum virus, terminal structure 257. 

phage A, characterization-Escherichia coli ribosome binding 
site 795. 

phage 96, fixation, chromic acid + formaidehyde 3523. 

phage fd single-stranded-replicative form conversion origin, 
sequence determination 2615. 

phage fl-infected Escherichia coli , translation in vitro 4904. 

phage MS2, binding-platinum surface 242. 

phage Qf, recognition site, Escherichia coli ribosomal 
protein $1 772. 

phage Qf clone, nucleotide sequence heterogeneity 3432. 
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phage Qf variant, inactivation-UV ‘irradiation 790. 

phage SP82. translation product, in vivo/in vitro 2302. 

phosphorylation. mouse L cell nucleus 283. 

photoreactivation, UV-irradiation-in relation to Smittia egg 
4821. 

Physarum polycephalum , isolation/properties during mitosis 
3790. 

Physarum polycephalum nucleus/nucleolus, transcription, 
control 3077. 

physical properties, bunyamwera virus 251. 

Pichinde virus, characterization 5675. 

Pichinde virus/Tacaribe virus/Tamiami virus, 
characterization 3799. 

plant virus, purification, electrophoresis 5663. 

poliovirus, inactivation-ammonia 3792. 

poliovirus, translation, analysis-capsid polypeptide 746. 

poly (A)-containing, Achlya ambisexualis , diversity/ 
abundance 5708. 

poly (A)-containing, biosynthesis, effect of training, rat 
hippocampus 2655. 

poly (A)-containing, biosynthesis, preimplantation mouse 
embryo 1942. 

poly (A)-containing, biosynthesis during cardiac 
hypertrophy, effect of digitoxin, rat 1449. 

poly (A)-containing, biosynthesis during triiodothyronine 
regression. Xenopus laevis tadpole tail 3092. 

poly (A)-containing, characterization, wheat germ 5718. 

poly (A)-containing, content, rat hepatoma/cortisone-treated 
liver 1920. 

poly (A)-containing, content during terminal differentiation, 
neuroblastoma cell 1387. 

poly (A)-containing, cytoplasmic, distribution/ 
characterization, Drosophila melanogaster embryo/oocyte 
1458. 

poly (A)-containing, frequency distribution, rat pancreas 
during development 1461. 

poly (A) containing, guinea pig lymphoid tissue, transfer-low- 
molecular weight antigen sensitivity 1748. 

poly (A)-containing, Hyphomicrobium , isolation/ 
characterization 3812. 

poly (A)-containing, metabolism, effect of scrapie infection, 
mouse 4322. 

poly (A)-containing, rat liver, isolation/characterization 2611. 

poly (A)-containing, 5'-terminal cap, methylation- 
Neurospora crassa RNA methylase 6229. 

poly (A)-containing, transport, chick optic path 2279. 

poly (A)-containing, unstable, Caulobacter crescentus , 
characterization 3052. 

poly (A)-containing, Xenopus laevis ovary/somatic cell 4258. 

poly (A)-lacking, Artemia salina embryo, template activity- 
histone biosynthesis 4353. 

poly(A)-containing, biosynthesis, stimulation-oestrogen, 
chicken liver 3834. 

poly(A)-containing, characterisation, normal/murine 
sarcoma virus-transformed BALB/3T3 cell 802. 

poly(A)-containing, detection, method 780. 

poly(A)-containing, Drosophila , in vitro translation, heat- 
shock protein synthesis 3001. 

poly(A)-containing, extraction-Glycine max seed, effect of 
pH 240. 

poly(A)-containing, mitochondrial, HeLa cell, detection-cap 
structure 4304, 

poly(A)-containing, polyribosomal, comparison-embryonal 
carcinoma/myogenic/erythropoietic cell line 271. 

poly(A)-containing, sequence, localization-Peromyscus 
eremicus metaphase chromosome 1782. 


polyadenylation, effect of concanavalin A, lymphocyte 2296. 

polyoma virus-specific, biosynthesis, effect of a-amanitin 
3829. i 

polyribosomal, tobacco, sequence complexity 4849. 

polyribosome, adenovirus (human) 2 genome-specified, 
mapping 3045. 

polyribosome, transport, comparison-rat liver/hepatoma AH- 
130 329. 

polysomal/nuclear, base sequence complexity, pluripotent 
embryonal carcinoma cell line 2632. 

potato spindle tuber viroid, nucleotide sequence/secondary 
structure 4289, 5695. 

potato virus X, 3’-terminal/5'-terminal structure analysis 
5691. 

potato virus X, translation-wheat germ cell-free system, 
product characterization 3852. 

precursor incorporation, rat myocardium, effect of necrosis 
1951. 

protein, photo-interaction, review 4676. 

protein cross-linking reagent 897. 

purification, cowpea chlorotic mottle virus 2608. 

purification, use-potassium iodide density gradient 
centrifugation 4265. 

purification/biochemical characterization, poliovirus 
replication complex 4268. 

purification/characterization, haemorrhagic septicaemia 
virus 786. 

rapidly-labelled, isolation-Daucus carota cell 2253. 

rat brain, sequence diversity, effect of environment 2268. 

rat liver, alkylation-vinyl chloride, cytidine(3,N*-etheno) 
formation 4194. 

rat liver, binding-benzo(a)pyrene 4967. 

rat liver, resistance-enzymatic degradation during 
hepatocarcinogenesis 4369. 

rat tumour, identification-translation product, preproinsulin 
342. 

reassociation kinetics 5670. 

recombinant oncornavirus (avian), 3’-terminal/5’-terminal 
sequence, parental identification 4351. 

release, measurement, rat brain cell 3850. 

release, Zea mays leaf, effect of pressure 6084. 

release-human blood lymphocyte, characterization 1058. 

removal-Pseudomonas thermophila 5780. 

reovirus, mapping 1931. 

reovirus 3, adenosine residue, methylation in vitro 5755. 

replication, cowpea chlorotic mottle virus, effect of 
temperature 4887. 

replication, encephalomyocarditis virus-infected cell, 
localization-restriction 293. 

replication, phage Qf, polymer formation rate 4883. 

replication, tobacco mosaic virus, Acetabularia 4774. 

replication, turnip yellow mosaic virus/eggplant mosaic virus/ 
Andean potato latent virus, Brassica oleracea /Datura 
leaves 2646. 

resolution-caesium trichloroacetate 3426. 

retravirus, assay, use-reverse transcriptase 1384. 

reversible unfolding, model 4276. 

ribosomal protein S$4-associated, 5'-terminal structure, 
Escherichia coli 809. : 

tice dwarf virus, immunogenicity, rabbit 1170. 

rice dwarf virus, protection-western equine encephaiitis virus 
infection, mouse 324. 

tole-Escherichia coli ribosome structure 5611. 

role-host-parasite specificity, review 2910. 

role-reverse transcriptase encapsidation, murine leukaemia 
virus 867. 


role-tumorigenicity expression, Agrobacterium tumefaciens 
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RNA,(continued) 
S725: 
role-vesicular stomatitis virus cell killing function 334. 
Rous sarcoma virus, cleavage-RNase III, effect of protein 
p19 2665. 
Rous sarcoma virus , complementary nucleotide sequence, 
occurrence-infected chicken cell 508. 
Rous sarcoma virus, DNA biosynthesis initiation site, 
nucleotide sequence 2618. 
Rous sarcoma virus/avian leukosis virus, size/gene content 
799. 
Rous sarcoma virus genome, restriction endonuclease 
cleavage site mapping 3808. 
Rous sarcoma virus-RNA, quantitation/localization, 
transformed/revertant field vole cell 3851, 4356. 
Rous sarcoma virus-specific, distribution. hamster tumour 
cells 231. 
Saccharomyces cerevisiae , degradation, induction-heat 
shock 4924. 
Saccharomyces cerevisiae spindle pole body 783. 
Saccharomyces killer factor, characterization 5671. 
satellite. cucumber mosaic virus, characterization 3444. 
satellite. properties, tomato black ring virus 3098. 
satellite-like, peanut stunt virus, characterization 5697. 
satellite tobacco necrosis virus, characterization/molecular 
weight determination 806. 
satellite tobacco necrosis virus, translation, inhibition-GMP 
(7-methy]), effect of potassium concentration 1466. 
satellite tobacco necrosis virus, X-ray diffraction 3916. 
sea urchin embryo, sequence distribution 4842. 
secondary structure, encephalomyocarditis virus 2616. 
secondary structure, role-R Nase A resistance 3114. 
Sendai virus, interaction-proflavine 3430. 
Sendai virus genome, 5’-terminal structure 3046. 
separation/purification, use-polyacrylamide gel 
electrophoresis 4263. 
separation-tobacco mosaic virus coat protein, use- 
dimethylsulphoxide 4269. 
sequence, adjacent-3'-terminal poly(A), 
encephalomyocarditis virus 801. 
sequence, computer programme 412. 
sequence, potato spindle tuber virus/citrus exocortis virus, 
during replication-Lycopersicon esculentum /Gynura 
aurantiaca 3050. 
sequence analysis, computer programme 2700. 
sequence analysis, use-chromatography (thin layer) 244. 
sequence analysis, use-codon-anticodon interaction 922. 
sequence expression, xenotropic, association-Friend 
leukaemia virus induction-leukaemia, mouse 5778. 
sequence homology, foot-and-mouth disease virus serotype 
1403. 
sequence homology, influenza virus A/influenza virus B 803. 
sequence recognition, protein, review 1249. 
_ sequencing, use-Physarum polycephalum RNase I 540. 
Silena alba , poly(A) sequence size, dependence-isolation 
temperature 241. 
Sindbis virus, interaction-p-nitrophenyl-p'-guanidinobenzoate 
793. 
Sindbis virus, poly (A)/poly (U) content 4826. 
single-stranded, antiviral activity, mechanism 5776. 
single-stranded, containing, virus, structure/function, review 
4680. 
single-stranded/double-stranded, carnation ringspot virus, 
properties 868. 
size distribution, turnip yellow mosaic virus nucleoprotein 
2259. 
small stable, Escherichia coli , characterization 3029. 


small stable, Neurospora crassa , characterization 2625. 

soil, effect on Hordeum vulgare 3235. 

solution, terbium ion fluorescence 787. 

spin label perturbation effect, assay-reverse transcriptase 
6205. 

spin-labelling, review 1237. 

spleen focus-forming virus genome, sequence analysis 5682. 

stability, effect of polyamine, review 14. 

staining, acridine orange 1478. 

structure, comparison-tobacco mosaic virus/cucumber virus 
4, Raman spectra 4838. 

structure, review 8. 

structure/function, review 4109. 

structure review 13. 

subgenomic, absence-K unjin virus/Sindbis virus infected 
Vero cell 835. 

subunit size, Friend leukaemia virus 5681. 

SV40, non-mRNA sequence, biosynthesis/degradation 5983. 

SV40, psoralen derivative photochemical cross-linking- 
double-stranded DNA template 4272. 

symmetrical transcription, absence-Tetrahymena pyriformis 
mitochondria 3065. 

synthesis, in vitro, calf thymus RNA polymerase III/ 
Escherichia coli RNA polymerase 1707. 

synthesis use-cellulose-bound complementary DNA 274. 

3'-terminal modification, lactose-containing hapten 3431. 

5'-terminal repetitive sequence, role-DNA biosynthesis, avian 
retrovirus 5093. 

5'-terminal structure, oncornavirus, use-classification 4837. 

5'-terminal/3'-terminal sequence analysis, use-nuclease P1 
1398. 

Tetrahymena pyriformis , temperature/actinomycin D. 
effects on 238. 

thymus, induction-T-lymphocyte-specific antigen, bone 
marrow lymphocyte 3484. 

tobacco mosaic virus, characterization, electrophoresis 5696. 

tobacco mosaic virus, fate, Nicotiana tabacum 323. 

tobacco mosaic virus, ORD 3051. 

tobacco mosaic virus 5'-terminal region, nucleotide sequence 
3810, 3811. 

tobacco rattle virus, 3'-terminal structure 2260. 

transcript, phage A/phage T7, identification-5’-terminal 
oligonucleotide 4823. 

transcript, poly(A)-containing, phage MS2/phage Q§, in vitro 
synthesis-avian myeloblastosis virus reverse transcriptase 
1139. 

transcript, transport, polyoma virus-transformed rat kidney 
tumour 5736. 

transcription, adeno-associated virus, isolated KB cell 
nucleus 1944. 

transcription, endogenous virus, chick embryo 1932. 

transcription, influenza virus, review 3326. 

transcription, Physarum polycephalum nucleus/nucleolus/ 
chromatin 818. 

transcription, reverse transcriptase, oncornavirus (avian) 
1140. 

transcription, stimulation-heparin, mechanism, rat liver 313. 

transcription, SV40-transformed cell 5741. 

transcription complex, visualization, mouse cell culture 
chromatin 3669. 

transcription initiation site, adenovirus (human) 2 DNA 941. 

transcription product, characterization, rat insulinoma 4848. 

transcription product, plasmid ColE1 DNA, characterization 
4862. 

transcription/translation, initiation-membrane-associated 
nucleoid, iEscherichia coli 817. 

translation, A-type virus (murine), cell-free system 4911. 
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RNA,(continued) 

translation, avian infectious bronchitis virus, in vitro 4912. 

translation. encephalomyocarditis virus, reticulocyte cell-free 
system 4771. 

translation. mengovirus infected/uninfected Ehrlich ascites 
cell cell-free system 4922. 

translation. murine leukaemia virus/murine sarcoma virus, 
nuclease-treated reticulocyte 2303. 

translation, Rous sarcoma virus, inhibition- 
oligodeoxyribonucleotide 2194. 

translation inhibitor. occurrence-Artemia salina embryo 
cytoplasm 1918. 

transmission. Cocos nucifera cadang-cadang disease 875. 

transport, Chironomus tentans Balbiani ring 5783. 

transport. rat liver. effect of X-Irradiation 4909. 

transport, review 1244. 

transport, Xenopus laevis neurula cell 326. 

tritium-labelled, radioactivity analysis 229. 

turnip yellow mosaic virus, comparison-Andean potato latent 
virus/eggplant mosaic virus 5692. 

turnip yellow mosaic virus, structure, circular dichroism 
5698. 

turnip yellow mosaic virus, structure, Raman spectra 4287. 

turnip yellow mosaic virus, 5'-terminal nucleotide sequence 
5694. 

turnip yellow mosaic virus, translation 3075. 

turnip yellow mosaic virus, valylation-yeast tRNA (valyl) 
synthetase 4273. 

turnover, proliferating/non-proliferating human myeloma 
3476. 

use-chromatography (affinity), review 4106. 

use-nitrogen marker, sheep duodenum 4359. 

vaccine. Salmonella typhimurium , immunity induction, 
mouse 5781. 

vesicular stomatitis virus, 3'-terminal nucleotide sequence, 
homology-defective-interfering particle 5683. 

virus-specific, feline leukaemia virus-infected cell, 5'-terminal 
cap structure 3794. 

virus-specific, identification, Rous sarcoma virus-infected 
chicken cell 232. 

virus-specific, size/composition, avian sarcoma virus-infected 
cell cytoplasm 1402. 

virus-specific, splicing-avian sarcoma virus 5’-terminal 
genome sequence, infected cell 4863. 

yeast, effect of bisulphite, NMR 792. 

yeast, effect on Shigella flexneri dysentery, mouse 3099. 

Zea mays ovule, histochemical localization 1391. 

60-70S. formation, Rous sarcoma virus transformed cell, 
effect of rifamycin derivative 3472. 

RNA 4, 

alfalfa mosaic virus, initiation translation, effect of tRNA 
fMet/acetylated tRNA Phe 2597. 

RNA 4S, 

biosynthesis, rate, Drosophila , effect of RNA metabolism 
genetic modulation 855. 

coding-DNA, Escherichia coli plasmid R1 6094. 

core, Escherichia coli ribosomal subunit 30S, occurrence/ 
characterization 5655. 

gene, Saccharomyces cerevisiae mitochondrial DNA, 
mapping 963. 

RNA 5, 

cucumber mosaic virus, characterization 1406. 

cucumber mosaic virus, induction-lethal disease. 
Lycopersicon esculentum 4352. 


RNA 5S, 

Bacillus stearothermophilus , Escherichia coli /Bacillus 
stearothermophilus ribosomal protein binding site 5704. 

binding site, containing, Escherichia coli ribosomal protein 
L18 fragment, characterization 5608. 

binding site, wheat embryo rRNA 5S-rRNA 18S complex 
5719. 

biosynthesis, rate, Drosophila , effect of RNA metabolism 
genetic modulation 855. 

Dictyostelium discoideum , 5'-terminal analysis 2263. 

Escherichia coli , interaction-ribosomal protein L5/ribosomal 
protein L18/ribosomal protein L25 5609. 

Escherichia coli , Raman spectra, comparison-yeast tRNA 
Phe 5569. 

Escherichia coli /Bacillus stearothermophilus , binding- 
complementary oligonucleotide, identification-single- 
stranded region 3445. 

gene heterogeneity, Bacillus licheniformis /Bacillus subtilis / 
Bacillus Q 955. 

localization, HeLa cell 4810. 

nuclear, chick liver, interaction-chromatin 
deoxynucleoprotein 789. 

precursor, Drosophila melanogaster , structure/processing 
2629. 

properties, liver/oocyte, Tinca tinca 273. 

RNase digestion study 2262. 

transcription-cloned DNA 5S, Xenopus laevis oocyte 4538. 


RNA 5:58, 
adenovirus (human) 2, initiation site 2617. 
transcription, adenovirus DNA, in vitro 4865. 


RNA 6S, 
phage Qf, nucleotide sequence, interaction-RNA replicase 
4277. 


RNA 7S, 
Saccharomyces carlsbergensis , non-ribosomal nucleotide 
sequence 4294. 


RNA 16S, 

conformation, during ribosomal subunit 30S assembly in 
vitro 1934. 

Escherichia coli , sequence determination 1408. 

Escherichia coli ribosomal protein $4/ribosomal protein S8 
binding site, electron microscopy 3053. 

in vitro conversion-chloramphenicol-treated Escherichia coli 
RNA 17S 276. 

localization-globin mRNA sequence 2270. 

localization-ribosomal protein $4/ribosomal protein $20 
binding site, Escherichia coli 761. 

native/denatured, 5’-terminal structure, Escherichia coli 
1545. 


RNA 17S, 


chloramphenicol-treated Escherichia coli, in vitro conversion- 
RNA 16S 276. 


RNA 20S, 

biosynthesis, Saccharomyces cerevisiae 3453. 

containing, ribonucleoprotein, Saccharomyces cerevisiae , 
purification 3648. 


RNA 21S, 
Moloney leukaemia virus, occurrence-RNase T1 
oligonucleotide 4285. 


RNA 238, 
accessible region, Escherichia coli ribosomal subunit 50S, 
nucleotide sequence 2622. 
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RNA 26S, 

biosynthesis, Semliki Forest virus-infected BHK-21 cell, 
control mechanism 3076. 

RNA 288, 

in vitro association-tRNA 4271. 

nuclear messenger-like, melting properties, comparison- 


rRNA 28S/globin mRNA 98, pigeon erythroid cell 1412. 


RNA 30S, 

endogenous oncornavirus sequence, rescue-C-type virus 
(baboon), mouse cell 3848, 4350. 

identification, mouse cell line, relationship-C-type virus 2241. 

subunit, detection-Kirsten murine leukaemia virus/Moloney 
leukaemia virus 233. 

RNA 35S, 

encephalomyocarditis virus, associated protein, isolation/ 
characterization 2147. 

translation, avian sarcoma virus 1954. 

RNA 42S, 

biosynthesis, Semliki Forest virus-infected BHK-21 cell, 
control mechanism 3076. 

Semliki Forest virus, translation product, analysis 1467. 

RNA 75S, 

Balbiani ring, association-endoplasmic reticulum, 
Chironomus tentans salivary gland 5782. 

Chironomus Balbiani ring, distribution-cytoplasm 4354. 

transcription unit, Chironomus tentans salivary gland 
Balbiani ring, relationship-chromosome structure 6284. 

RNA (DNA-like), 

sea urchin embryo/Escherichia coli /broad bean shoot, 
fractionation-chromatography (MAK column) 785. 

RNA (heterogeneous nuclear), 

associated, nonhistone protein, characterization 2884. 

associated protein phosphorylation, HeLa cell nucleus 5301. 

biosynthesis, rat uterus, stimulation-1 7f-oestradiol/oestriol 

1428. 

characterization/biosynthesis, effect of 17f-oestradiol, rat 
uterus 4326. 

containing, ribonucleoprotein, isolation, rat-liver/Zajdela 
hepatoma 3287. 

containing, ribonucleoprotein, review 2913. 

containing, ribonucleoprotein complex, characterization, rat 
liver 3649. 

fraction, occurrence-Chironomus tentans salivary gland 
1919. 

HeLa cell, cap size distribution 813. 

HeLa cell, nucleotide sequence 5716. 

HeLa cell, mRNA precursor 270. 

L cell, methylated sequence, comparison-mRNA 2272. 

poly (A)-containing, biosynthesis pathway, comparison- 
mRNA precursor, human lymphocyte 2639. 

poly(A)-containing, metabolism heterogeneity, mouse liver 
312; 

poly(A)-containing/lacking, Drosophila melanogaster , S'- 

_ terminal structure 3817. 

post-transcription cleavage, formation-immunoglobulin light 
chain mRNA 3081. 

primary transcription product cleavage, model 5721. 

secondary structure, native ribonucleoprotein, HeLa cell 
1176. 

sequence, Tripneustes gratilla , comparison-blastula/pluteus 
265. 

size, mouse plasmacytoma cell, effect of uv-irradiation/post- 
irradiation incubation 4880. 

5'-terminal structure, capping 1929. 

RNA-binding protein, 

association-Rous sarcoma virus genome reverse transcription 
4653. r 
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comparison-RD-114 virus/C-type virus 3678. 
host factor. phage Qf, use-phylogeny study. Pseudomonas 
4652. 


we reticulocyte, elongation factor/initiation factor activity 

802. 

Rana temporaria oocytes, isolation 644. 

RNA biosynthesis, 

Acetabularia mediterranea 2277. 

activation during Neurospora crassa germination, role- 
carbon source 2652. 

activity, human sideroblastic anaemia 4340. 

adenovirus (human) 12-infected KB cell 2642. 

adenovirus (human) 2, permissive/nonpermissive infection 
4866. 

adenovirus-infected HeLa cell, RNA characterization, effect 
of toyocamycin 4830. 

Allomyces arbuscula virus 295. 

Allomyces macrogynus development 4895. 

Allomyces macrogynus zygote 4896. 

anterior pituitary gland, effect of castration/androgen 
sterilization, rat 311. 

anti-late, regulation, phage T4 289. 

Aspergillus nidulans conidium, effect of temperature 2046. 

assay, human fibroblast cell culture 467. 

associated-nucleoprotein, influenza virus 2645. 

association-memory, Carassius auratus 1940. 

association-polyamine content during cytokinin-induced 
Cucumis sativus growth 4314. 

Bacillus popilliae . during growth 2370. 

Bacillus subtilis , inhibition-granaticin B 1947. 

Bacillus subtilis chromosome initiation mutant 851. 

barley, effect of ascorbic acid/gibberellic acid/indole-acetic 
acid 3471. 

BHK cell temperature-sensitive mutant 3455. 

BHK-21 cell, effect of potassium dichromate 2053. 

BHK-21 cell, inhibition-a-amanitin 4330. 

Bombyx mori midgut, during development 4897. 

bovine lymphocyte, in vitro 3457. 

bovine spermatozoa, properties 314. 

bovine thyroid, role-neurotransmitter/prostaglandin/glucose 
4514. 

brain, learning, review 5375. 

brome mosaic virus, in vitro, effect of ethidium bromide/ 
acridine orange 850. 

Bufo marinus urinary bladder, stimulation-aldosterone, 
effect of adenosine (3'-deoxy) 4872. 

Caenorhabditis elegans , during oogenesis 4309. 

Calliphora erythrocephala , effect of chromosome 
polytenization 3070. 

Calliphora vicina , effect of ecdysterone/methoprene 4485. 

Candida albicans , effect of- AMP (cyclic) 853. 

Candida utilis , effect of copper ion/pH 4891. 

Capsicum annuum seedling, effect of y-irradiation 1616. 

cell culture, effect of carcinogen, electron microscopy 1600. 

cell culture, effect of glucosamine/actinomycin D 3475. 

chicken liver nucleus, in vitro 4310. 

Chironomus salivary gland, effect of uridine (5-fluoro) 2176. 

chromosome XO, human lymphocyte 2402. 

circadian rhythm, rat thymus gland/liver/spleen/myocardium 
464. 

Citrullus lanatus ovary during development 3846. 

Clostridium saccharoperbutylacetonicum , inhibition- 
clostocin O 5104, 5106. 

Coccos nucifera , inhibition-abscisic acid, effect of indole 
acetic acid 840. 

complex, Sendai virus, identification, Ehrlich ascites 
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RNA biosynthesis,(continued) 
carcinoma nucleolus 292. 

control-ecdysome, Drosophila virilis salivary gland 299. 

control-ecdysone, Drosophila virilis salivary gland 297. 

corpus luteum chromatin, stimulation-lutropin 298. 

Coxiella burnetii , role-nucleotide 2291. 

Cryptococcus albidus , effect of temperature 4892. 

cytoplasmic polyhedrosis virus. effect of S- 
adenosylmethionine/S-adenosylhomocysteine/adenosine 
4885. 

defective interfering particle, vesicular stomatitis virus 832. 

determination, mollusc nerve tissue 4853. 

dormant Fraxinus excelsior embryo 1419. 

during dark period, photoperiodic floral induction. 
Chenopodium rubrum 319. 

during germination/vernalization, winter wheat embryo 866. 

during hibernation. hamster ovary 4333. 

during imbibition, Brassica napus seed 3459. 

during myocardial hypoxia/anoxia, rabbit heart 2654. 

during Polytrichum chloroplast replication, effect of light 
1454. 

during preconjugation, Tetrahymena pyriformis 278. 

during sporangiospore germination, Mucor racemosus 3066. 

during spore outgrowth, Clostridium botulinum 3967. 

during transcription reactivation, Xenopus erythrocyte 821. 

early, phage T4-infected Escherichia coli , relationship- DNA 
replication/gene (55) product 5734. 

effect of age, rat Purkinje cell 1041. 

effect of antrycide, Amoeba discoides 4337. 

effect of aurintricarboxylic acid fractionation component 
Ble 

effect of benzimidazole derivatives, review 5365. 

effect of burning, rat myocardium 1445. 

effect of cerulenin, Streptococcus faecalis 3951. 

effect of 2-chloroethylphosphonic acid, Hevea brasiliensis 
2298. 

effect of cordycepin triphosphate, rhinovirus (human) 14/ 
poliovirus 2, in vitro 2650. 


effect of coumarin derivatives, Ehrlich ascites carcinoma 864. 


effect of cytosine (<5->fluoro), Candida albicans / 
Cryptococcus neoformans /Aspergillus fumigatus 479. 

effect of daunorubicin(4-demethoxy)/adriamycin(4- 
demethoxy) derivative, relationship-cytotoxicity, HeLa cell 
1613. 

effect of DNA antibody, systemic lupus erythematosus, 
human 2656. 

effect of ethanol/acetone, Phaseolus vulgaris 1452. 

effect of ginseng extract, rat kidney 856. 

effect of hydrocortisone, diabetic rat liver/heart/spleen 
mitochondria 2285. 

effect of irradiation (ionizing), Novikoff ascites hepatoma 
1948. 

effect of kinetin. Cucumis melo 1431. 

effect of left side orichidectomy, rat hypothalamic arcuate 
nucleus 857. 

effect of localized UV-irradiation, CV-1 cell nucleus 843. 

effect of metal mutagen/carcinogen 2290. 

effect of mitomycin C, cell culture 3961. 

effect of partial desympathization, mouse neurocyte 307. 

effect of phytohaemagglutinin stimulation during amino acid 
starvation, human lymphocyte 1349. 

effect of prednisolone, human lymph node 1946. 

effect of pyrimidine (2-thio-4-hydrazino) 662. 

effect of renotrophic factor, rat kidney 481. 

effect of testosterone, Pseudomonas testosteroni 1424. 

effect of thromboxane B2/<6->ketoprostaglandin Fla, 
fibroblast 482. 


effect of vaccinia virus heat-inactivated particle 4884. 
Ehrlich ascites carcinoma/Zajdela hepatoma. effect of 
oxidative phosphorylation block 1436. 
Ehrlich ascites cell 4481. 
Ehrlich ascites cell. effect of nucleotide(cyclic) 865. 
Ebrlich ascites cell. inhibition-inosine dialdehyde derivative, 
INOX 2538. 
Escherichia coli . effect of guanosine (2’-amino-2’-deoxy) 
2954. 
Escherichia coli . effect of UV-irradiation/X -irradiation- 
treated phage T2 ghost 4321. 
Escherichia coli, effect of quindoxin/quinoxaline-di-N-oxide 
5102. 
Escherichia coli B. during low growth rate 2767. 
Escherichia coli B/r. effect of nitrofuran derivate 5129. 
Escherichia coli K 12. effect of indoleacetic acid 5758. 
Escherichia coli mutant 5984. 
Escherichia coli /phage T7. effect of template/primer 4888. 
Escherichia coli RNA polymerase primed abortive initiation. 
phage T7 DNA 4334. 
Euscelis plebejus egg. during oogenesis/embryogenis 4899. 
fibroblast nucleolus. effect of adriamycin 1433. 
Friend leukaemia cell nucleolus, stimulation-fresh medium 
Syl le 
Gallus domesticus wing muscle, during hypertrophy 3389. 
Gerris najas nurse cell, during development 4507. 
Glycine max . effect of dichloropicolinic acid 3093. 
Glycine max embryo during germination, effect of rapid 
ageing 3227. 
granulopoiesis, human leukocyte 4515. 
HeLa cell nucleus. Xenopus laevis oocyte 4313. 
hepatoma cell culture, effect of pyruvate 495. 
human. effect of immunological disease 3845. 
in vitro. effect of glucose, diabetic mouse pancreas islet 860. 
in vitro, rat testis spermatocyte 282. 
in vitro inhibition-calf thymus nonhistone protein, tissue 
specificity 2129. 
in vivo, rat nodose ganglion 280. 
induction-oestradiol, mouse mammary gland 1430. 
influenza virus A, localization, chick embryo fibroblast/ 
MDCK cell 4317. 
inhibition, Chinese hamsters, cell culture, effects on mitosis 
295. 
inhibition, rat liver, effect on RNA (heterogeneous nuclear)- 
associated nonhistone protein depletion 4058. 
inhibition-anthracycline 4953. 
inhibition-beromycin 408. 
inhibition-calf thymus low molecular weight peptide, human 
leukaemic/phytohaemagglutinin-stimulated leukocyte/Friend 
cell 862. 
inhibition-clostocin O, Clostridium 
saccharoperbutylacetonicum 2766. 
inhibition-phenanthridine 848. 
inhibition-ribavirin, chick embryo fibroblast 6068. 
inhibition-ribavirin, eukaryote cell 3963. 
intermediate, nucleotide identification, yeast 4162. 
isolated nucleus, effect of low-molecular weight RNA 2415. 
Japanese encephalitis virus, association-nuclear membrane, 
chick embryo cell 5743. 
kinetics, rat liver nucleus 4311. 
L cell/HeLa cell/HEp-2 cell/Vero cell, inhibition-poliovirus/ 
mengovirus infection 5742. 
Lachnus tropicalis 1410. 
low-molecular weight, following fertilization, rabbit embryo 
3073. 
Lucilia cuprina , during metamorphosis 3564. 
lymphocyte, effect of cryopreservation 6071. 
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lymphocyte, regulation-adherent cell 1049. 

lymphocyte, stimulation-complement coated human 
erythrocyte 2295. 

L1210 cell, inhibition-saframycin A, mechanism 5748. 

Moloney leukaemia virus, effect of interferon 4867. 

mouse, inhibition-d, |-methadone, effect of naloxone/ 
naltrexone 5768. 

mouse bone marrow, effect of cytidine arabinoside 4513. 

mouse L cell, effect of Coxiella burnetii infection 4902. 

mouse liver, inhibition-ethionine effect of adenine/ATP/ 
methionine 1447. 

mouse liver/spleen, effect of 1,10-phenanthroline 6057. 

mouse lung carcinoma, effect of cannabinoid 3226. 

mouse mammary tumour virus, effect of glucocorticoid. 
mammary gland tumour cell 3833. 

mouse myeloma cell, inhibition-vesicular stomatitis virus 
infection 3467. 

mouse one-cell embryo, characterization 4859. 

murine leukaemia virus, effect of interferon 3477. 


Mycoplasma gallisepticum , cell division cytochalasin B 2765. 


NicOtiana tabacum pollen tube 287. 

normal/malignant rat liver, effect of actinomycin D 844. 

normal/mengovirus-infected L-929 cell 4871. 

nuclear, during immune response, mouse spleen 1448. 

ouabain sensitive/resistant Aedes albopictus . effect of 
ouabain 4315. 

pattern, effect of 7,12-dimethylbenz(a)anthracene, rat 
mammary gland epithelium 3088. 

pattern, Naegleria gruberi transformation 4889. 

pattern during cyst germination, Polysphondylium pallidum 
3068. 

patterns, sea urchins development 261. 

phage, relationship-Escherichia coli rRNA biosynthesis 827. 

phage A/phage T7, effect of salt concentration/heparin/ 
enzyme-DNA ratio/temperature 4882. 

phage @LL55-infected Lactobacillus lactis 3568. 

phage T4 mutant, Escherichia coli infection 1420. 

phage T7, initiation kinetics 4361. 

Pharbitis nil , relationship-photoinduced flowering 4346. 

Phaseolus aureus chromatin, effect of endogenous RNase 
1678. 

Phoenix dactylifera 4860. 

Physarum polycephalum , modification-cadmium 4894. 

plant, book review 629. 

poliovirus 3, role-protein 2 5738. 


poly (A)-containing, radish embryo, during germination 3825. 


poly(A)-containing, Rhizopus stolonifer sporangiospore 
germination 2276. 

polyoma virus, transformed rat cell 3832. 

promoter site initiation, effect of pH 4881. 

rabbit cerebral cortex, review 5380. 

rabbit corpus luteum, effect of 1 76-oestradiol withdrawal 

m429: 

rabbit mammary gland. effect of polyamine 4339. 

Rana pipiens . development 5991. 

Rana pipiens striated muscle, control 5761. 

rat, effect of age 3843. 

rat, effect of magnesium deficiency 2399. 

rat brain, during development 3190. 

rat brain, effect of metergoline 1952. 

rat brain during development. effect of hydrocortisone/ 
ACTH/aldosterone/thyroxine 5098. 

rat brain during development/age 4312. 

rat brain nucleus, effect of morphine 4901. 

rat embryo, effect of prostaglandin F,a 2288. 

rat epididymis/ductus deferens/prostate gland postnatal 


development RNA 3080. 
rat liver, during hypothalamus stimulation 839. 
rat liver, effect of cortisone 5745. 
rat liver, effect of hypothalamus stimulation 3039. 
rat liver. inhibition-ethionine 2294. 
rat liver isolated nucleolus, stimulation-SV40 T-antigen 5766. 
rat liver nucleus 3824. 
rat liver nucleus, stimulation-triiodothyronine 2287. 
rat/mouse/guinea pig, effect of X-irradiation 3210. 
rat/mouse liver/tumour. effect of lucanthone 4903. 
rat nodose ganglion. effect of vagotomy 308, 309. 
rat pancreas 2373. 
rat prostate gland/seminal vesicle, effect of 4-nitro-3- 
trifluoromethylisobutyranilide 1427. 
rat spleen/liver. effect of y-irradiation 1595. 
rat thymus/liver/spleen. effect of irradiation 302. 
rat uterus, effect of oestradiol 3835. 
rat uterus, initiation site, effect of oestradiol/oestriol/ 
nafoxidine 5747. 
rat vagus nerve, effect of vagotomy 2293. 
rate. rat heart muscle, effect of age 5764. 
rate during Strongylocentrotus purpuratus development 819. 
reactivation, Agrostemma githago embryo. during early 
germination 3094. 
regulation. Achlya 4307. 
regulation, cytomegalovirus, murine strain 5735. 
regulation, during early germination, Triticum aestivum 
embryo 3228. 
regulation, frog virus 3 2577. 
regulation, neuron/glia nucleus, rat brain 3454. 
regulation. yeast, effect of amino acid shift-up 1442. 
regulation-dinucleoside polyphosphate, CHO cell 2189. 
relationship-glucocorticoid binding-rat thymus cell nucleus/ 
cytoplasm during development 1425. 
relationship-protein biosynthesis, chick liver, during Eimeria 
tenella -induced coccidiosis 5763. 
Rhizopus stolonifer /Botryodiplodia theobromae , during 
spore germination 3823. 
RNA, during maturation 2280. 
RNA polymerase £'- subunit mutation. Escherichia coli 
277. 
RNA polymerase. kinetics/template dependence 2825. 
role-bud morphogenesis, Hydra vulgaris 1417. 
role-fruit set. Cucumis sativus 318. 
role procapsid. poliovirus 2 829. 
Rous sarcoma virus-transformed chicken fibroblast, effect of 
a-amanitin 5752. 
Saccharomyces cerevisiae , characterization, during meiosis 
1440. 
Saccharomyces cerevisiae temperature-sensitive mutant 
4893. 
Semliki Forest virus-infected chick fibroblast, effect of 
nonstructural protein 5739. 
Sindbis virus specified, regulation, role-virion core protein 
3460. 
site, chromosome X, Drosophila melanogaster 2637. 
spontaneous/phytohaemagglutinin induced, lymphoid cell, 
comparison-adult/infant 2780. 
stimulation-ecdysone, Drosophila melanogaster salivary 
gland, assay 296. 
stimulation-mouse myeloma nucleus factor 1451. 
stimulation-Panax ginseng extract, rat bone marrow 2771. 
stimulation-polyamine, Aspergillus nidulans 3585. 
Streptomyces granaticolor , during spore germination 976. 
temperature sensitive Semliki Forest virus mutant 834. 
template characteristics, rat liver chromatin 4066. 
5'-terminal region, sequence analysis, HeLa cell 3074. 
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termination site, tRNA Tyr gene, Escherichia coli 5744. 
Tetrahymena , effect of cycloheximide 4776. 
Tetrahymena pyriformis , effect of actinomycin D 2651. 
Tetrahymena pyriformis temperature-sensitive mutant 2275. 
tobacco mosaic virus, effect of uracil (2-thio), infected 
Nicotiana tabacum 4335. 
Trichosia pubescens , induction-diethyl ether/chloroform 
5760. 
triiodothyronine-stimulated, role-RNA polymerase, rat liver 
3624. 
Trypanosoma cruzi , inhibition-benznidazole 3473. 
unfertilized egg, sea urchin 2635. 
vaccinia virus, in vitro, roleeATP 4875. 
Vero cell, effect of rinderpest virus infection 3464. 
Verticillium -infected cotton plant leaf 5774. 
virus-induced, association-protein synthesis inhibition, 
vaccinia virus-infected cell 4773. 
visna virus 830. 
wheat embryo, effect of hydration/dehydration 5154. 
Xenopus laevis , development, effect of temperature 5762. 
yeast, storage 4852. 
Zea mays , effect of lindane 1638. 
RNA ligase, 
phage T4, catalysis-nucleoside diphosphate addition- 
oligonucleotide 4041. 
phage T4, catalysis-trinucleotide joining 4042. 
phage T4, DNA joining 5294. 
phage T4, oligonucleotide synthesis, substrate specificity 
3747. 
phage T4, use-modified nucleoside3’,5'-bisphosphate 
incorporation-oligonucleotide 3729. 
_RNA methylase, 
Neurospora crassa , methylation-poly (A)-containing RNA 
5'-terminal cap 6229. 
RNA polymerase, 
activity, Bacillus subtilis , role-delta/sigma factor 5242. 
activity, Crithidia oncopelti nucleolus 2828. 
activity, detection, eukaryote cell 3263. 
activity, during proliferation, mouse embryo cell 557. 
activity, effect of cytokinin during leaf senescence, Hordeum 
vulgare 3618. 
activity, effect of 1a,25-dihydroxycholecalciferol, chick 
intestine 6173. 
activity, effect of nucleotide (cyclic), rat heart nucleus 1703. 
activity, human, modification-GMP(cyclic) 554. 
activity, mouse fibroblast nucleus, effect of age 3620. 
activity, rat liver, effect of aflatoxin B,/a-amanitin 4571. 
activity, rat liver, effect of freezing 5248. 
activity, rat muscle, effect of cycloheximide 5603. 
activity, rat thymus, regulation-glucocorticoid 3623. 
activity, regenerating guinea pig liver 2451. 
activity, relationship-hyperoestrogenism, rat 5238. 
activity, synthesis-poly (A-U), Bacillus subtilis 6170. 
activity during development, Artemia salina 4009. 
assembly, Escherichia coli temperature-sensitive mutant 
4010. 
Bacillus subtilis , binding-phage SPO1 DNA, effect of 
transcription inhibitory protein 5249. 
Bacillus subtilis , modifications-phage SP82, effect on- 
transcription specificity 5245. 
Bacillus subtilis , phage SPO1-modified, promoter 
recognition 3622. 
Bacillus subtilis , rifamycin binding site arrangement 2457. 
Bacillus subtilis , B'-subunit, role-streptolydigin resistance 
6168. 
Bacillus thuringiensis /Escherichia coli , inhibition-B- 
éxotoxin 5246. 


binding site, phage AplacS DNA 1992. 
cauliflower, stimulation-polyethylenimine 3621. 
characterization, Lactobacillus casei 1113. 
chromatin transcription, isolated nucleus 2640. 
effect of castration/androgen administration, guinea pig 
seminal vesicle epithelium 556. 
effect of cycloheximide, rat 1121. 
Escherichia coli , 0 subunit mutation, effect on transcription 
activity 6162. 
Escherichia coli , accessibility-L cell chromatin satellite 
DNA 2094. 
Escherichia coli , activity-denatured mouse liver DNA 5724. 
Escherichia coli , binding-phage T2/phage T7 DNA 1111. 
Escherichia coli , binding-phage T7 DNA, displacement- 
heparin 1700. 
Escherichia coli , binding-rat liver chromatin 6166. 
Escherichia coli , binding/transcription-SV40 DNA 1705. 
Escherichia coli , catalysis-single nucleotide addition 4011. 
Escherichia coli , cleavage pattern-phage A phage g80 hybrid 
DNA 1665. 
Escherichia coli , complex-DNA, characterization, use- 
dimethylsulphate methylation 4008. 
Escherichia coli , complex-DNA, subunit topography 5247. 
Escherichia coli , complex-phage T7 DNA 1110. 
Escherichia coli , decadeoxynucleotide template properties 
3619. 
Escherichia coli , effect of cobalt substitution 1114. 
Escherichia coli , effect of methylglyoxal 
bis(guanylhydrazone)/spermidine/spermine 2453. 
Escherichia coli , inhibition-aminoquinone derivative 2824. 
Escherichia coli , inhibition-bis(1-anilino-8- 
naphthalenesulphonate) 2822. 
Escherichia coli , inhibition-heliomycin, cell-free system 6164. 
Escherichia coli , inhibition-poly A (9-vinyl)/poly U (1-vinyl) 
2826. 
Escherichia coli , initiator-substrate distance 6176. 
Escherichia coli , interaction-nucleoside triphosphate 6174. 
Escherichia coli , interaction-phage fd DNA, binding site 
mapping, electron microscopy 430. 
Escherichia coli , interaction-phage fd DNA, dissociation 
kinetics 553. 
Escherichia coli , interaction-phage T5 promotor 2089. 
Escherichia coli , interaction-phage T7 DNA 336. 
Escherichia coli , interaction-phage T7 DNA, photochemical 
cross-linking 6172. 
Escherichia coli , interaction-rifampicin, kinetics 1115. 
Escherichia coli , mutant subunit, identification 4565. 
Escherichia coli , nonspecific interaction-native/denatured 
DNA 4568. 
Escherichia coli , normal/phage T2-infected, kinetics 2821. 
Escherichia coli , nucleoside triphosphate multiple binding 
sites 5244. 
Escherichia coli , polyribonucleotide synthesis/ 
pyrophosphorolysis, effect of nucleoside diphosphate 6165. 
Escherichia coli , primed abortive initiation-RNA 
biosynthesis, phage T7 DNA 4334. 
Escherichia coli , RNA synthesis in vitro 1707. 
Escherichia coli , subunit distribution-cytoplasm/ 
chromosome 1116. 
Escherichia coli , subunit resolution, isoelectric focusing 
liste 
Escherichia coli , synthesis-complementary RNA 555. 
Escherichia coli , transcription-BK virus DNA 3264. 
Escherichia coli , transcription-phage M13 single-stranded 
DNA, effect of Escherichia coli DNA-binding protein 1224. 
Escherichia coli binding site-phage T7 DNA, mapping 5004. 
Escherichia coli /mammalian cell culture, inhibition- 
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RNA polymerase,(continued) 
antitumour agent 1129. 

Escherichia coli /phage T7, RNA/poly (A), initiation 
specificity 2830. 

Euglena gracilis , activity, effect of temperature 2450. 

eukaryote, review 3321. 

flagellum formation defective mutant, Escherichia coli K12, 
characterization 2092. 

gene, containing, Escherichia coli chromosome, 
transcription pattern 1939. 

Histoplasma capsulatum , inhibition-rifamycin derivative 
2455. 

influenza virus. inhibition-aurintricarboxylic acid, mechanism 
6171. 

inhibition-adriamycin-14-octanoate 2452. 

inhibition-chromomycin/olivomycin/bleomycin, review 3322. 

inhibition-Cibacron blue F3GA, Azotobacter vinelandii 
1108. 

inhibition-distamycin A/netropsin, review 3318. 

inhibition-glycerol, mouse ascites tumour/liver 2096. 

inhibition-1,10-phenanthroline-copper ion complex 4567. 

inhibition-rifampicin, review 3315. 

interaction-Escherichia coli DNA, localization-binding site 
6175. 

interaction-Salmonella typhimurium /promoter operon 
(trp)Escherichia coli operator region trp operon 6167. 

isolation/activity, effect of a-amanitin/antibiotics, mouse 
leukaemia L1210 cell 2454. 

lipiarmycin-resistant mutant, Bacillus subtilis , 
characterization 2091. 

localization-DNA binding site, electron microscopy 5237. 

mammalian, inhibitor, review 2511. 

Micrococcus luteus , purification/characterization 4566. 


mutant, Escherichia coli , regulation-biosynthesis/activity 
1704. 

mutant, transcription termination, protein rho-defective 
Escherichia coli 2820. 

nuclear, stimulation during resumption-development, 
Macropus eugenii blastocyst 4569. 

phage N4, structure/transcription selectivity 6163. 

phage N4, template requirement 6169. 

phage PBS2, transcription specificity 2095. 

phage Q§, inhibition-orthophosphate/pyrophosphate, effect 
of metal ion/substrate/template 5239. 

phage T3, transcript size/interaction-DNA 2098. 

phage T4-modified, transcription-phage T4 late gene in vitro 
2823. 

Physarum , pattern during growth/differentiation 4013. 

product, phage T7, hybridization-DNA restriction fragment 
1112. 

promoter, structure, phage T7 432. 

rabies virus, activity/characterization 4570. 

rat liver, role-triiodothyronine-stimulated RNA biosynthesis 
3624. 

RNA biosynthesis, kinetics/template dependence 2825. 

role-bacteria sporulation control, review 2506. 

role-gene(recA)-independent genetic recombination, 
Escherichia coli 558. 

role-prokaryote gene selection, review 1236. 

rotavirus associated, detection 4564. 

sigma subunit mutation, localization, Escherichia coli 
genome 2423. 

specificity/function, review 4097. 

structure during transcription 1109. 


subunit, Bacillus subtilis , phage SPO1-modified, purification 
2829. 

subunit, biosynthesis, Escherichia coli , regulation 2456. 

subunit, biosynthesis, regulation, Escherichia coli 1702. 

subunit, biosynthesis rate, Escherichia coli K12 2819. 

a-subunit, Escherichia coli , amino acid sequence 3262. 

a-subunit, Escherichia coli , cyanogen bromide peptides, 
amino acid sequence 2831. 

a-subunit, Escherichia coli , hybrid formation-Micrococcus 
luteus B-subunit 4012. 

a-subunit, Escherichia coli , C-terminal amino acid sequence 
5241. 

a-subunit, Escherichia coli , thermolysin hydrolysis product, 
amino acid sequence 5240. 

subunit, gene, Escherichia coli , in vitro transcription, 
stringent regulation 1438. 

subunit gene mutation, Escherichia coli , effect on operon 
(rpoBC) transcription 2827. 

-subunit mutation, effect on transcription, Salmonella 
typhimurium 2093. 

thiol group, Escherichia coli , reaction-7-chloro-4-nitrobenzo- 
2 oxa-1,3 diazole 2090. 

transcription-Drosphila melanogaster rRNA gene in vitro 
5243. 

transcription-phage T3 DNA, Escherichia coli cell-free 
system, effect of temperature 3828. 

tumour cell/tissue, review 5384. 

RNA polymerase I, 

activity, association-temperature-sensitive RNase H 5252. 

activity, effect of phytohaemagglutinin stimulation, during 
lysine deprivation, human lymphocyte 552. 

activity, herpes simplex virus infected BHK21 C13 cell 525]. 

activity, localization-regenerating rat liver 6181. 

activity, mouse liver nucleus, effect of cycloheximide/ 
chlorotetracycline 5250. 

activity, rabbit uterus, inhibition-progesterone 1120. 

activity, rat liver nucleolus, effect of cycloheximide 1121. 

activity, rat liver nucleus, thyroidectomy, effect of 
triiodothyronine 559. 

activity, regulation-ornithine decarboxylase 3265. 

assay, rat skeletal muscle nucleus 1124. 

associated, protein kinase, purification/properties, rat liver 
1739. 

biosynthesis-nuclear RNA, HeLa cell 1386. 

Ehrlich ascites cell, purification/properties 1119. 

isolation, cauliflower inflorescence 1710. 

origin, Artemia salina 1701. 

pool, activity, effect of phytohaemagglutinin stimulation, 
human lymphocyte 6179. 

purification/characterization, murine leukaemia L1210 cell 
2458. 

rat liver, transcription fidelity, effect of N-hydroxy-2- 
acetylaminofluorene 6180. 

Saccharomyces cerevisiae , initiation-DNA biosynthesis 
6177. 

structure/activity, Acanthamoeba castellanii trophozoite, 
comparison-cyst 6178. 

yeast, subunit, interaction-DNA/nucleotide 4014. 

yeast, transcription specificity 1123. 

Zea mays seedling, purification/characterization 2459. 

RNA polymerase II, 

activity, effect of thioacetamide, rat liver 1118. 

activity, Ehrlich ascites cell lysate 5254. 

activity, herpes simplex virus infected BHK21 C13 cell 5251. 

activity, mouse liver nucleus, effect of cycloheximide/ 
chlorotetracycline 5250. 
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activity. rabbit uterus, inhibition-progesterone 1120. 

activity. rat liver. during hypothalamus stimulation 839. 

assay. rat skeletal muscle nucleus 1124. 

Brassica oleracae . purification/structure 2833. 

calf thymus, modification-protein kinase (cyclic AMP- 
dependent)/phosphatase 1706. 

calf thymus. phosphorylation-protein kinase (cyclic AMP- 
dependent) 2461. 

calf thymus, role-fraction S protein 1713. 

inhibition-5-amino-|!-formylisoquinoline thiosemicarbazone- 
copper ion/ferrous ion combination 1136. 

isolation-mammalian cell 560. 

lack. Drosophila melanogaster transcriptionally inactive 
chromatin 1711. 

localization-Drosophila melanogaster polytene chromosome 
[ns 

modification-rat liver protein fraction, during controlled 
feeding 1125. 

ovalbumin gene transcription, hen oviduct 3071. 


Physarum polycephalum , activity during differentiation 2097. 


Physarum polycephalum , purification method 4016. 
plant. structure/properties 4015. 
plant. subunit structure/properties 5253. 
pool. activity. effect of phytohaemagglutinin stimulation, 
human lymphocyte 6179. 
purification/characterization, murine leukaemia L1210 cell 
2458. 
rat liver, transcription fidelity, effect of N-hydroxy-2- 
acetylaminofluorene 6180. 
rat liver nucleus, endogenous transcription complex 2832. 
RNA chain elongation, rat prostate gland chromatin, 
regulation-androgen 2286. 
role-histone MRNA biosynthesis, HeLa cell, during S phase 
4017. 
role-influenza virus replication 561. 
stimulation factor, determination-initiation complex 
formation, Ehrlich ascites cell 1122. 
stimulatory factor, calf thymus, purification/characterization 
3625. 
\temperature-sensitive mutation, CHO cell 2460. 
\‘ranscript, methylation/capping, HeLa cell nuclear 
homogenate 3456. 
( ranscription-viral gene, adenovirus (human) 2 transformed 
cell 4572. 
‘yeast, role-zinc 2462. 
IRNA polymerase III, 
activity, herpes simplex virus infected BHK21 C13 cell 5251. 
iBrassica oleracea , characterization 2834. 
calf thymus, RNA synthesis in vitro 1707. 
exogenous, transcription-adenovirus (human) 2-specific gene, 
KB cell nucleus 1709. 
inhibition-5-amino- 1-formylisoquinoline thiosemicarbazone- 
copper ion/ferrous ion combination 1136. 
purification/characterization, murine leukaemia L1210 cell 
2458. 
- purification/characterization, wheat embryo 1699. 
transcription-rRNA 5S, HeLa cell chromatin 825. 
uninfected/adenovirus (human) 2-infected KB cell, 
purification/properties/subunit structure 1708. 
yeast, transcription product analysis 6182. 
RNA replicase, 
activity, mengovirus-infected Ehrlich ascites carcinoma 3626. 
activity, tobacco mosaic virus, effect of temperature 6185. 
characterization, alfalfa mosaic virus-infected Nicotiana 
tabacum 1126. 
complex, simian virus 5, activity/properties 1127. 


cowpea chlorotic mottle virus-infected Vigna unguiculata 
leaf, properties 6186. 

interaction-phage QB RNA 6S 4277. 

measles virus-associated, characterization 4573. 

Nicotianum tabacum , characterization 6184. 

normal/tobacco mosaic virus-infected tobacco leaf, 
purification/characterization 6183. 

poliovirus 1-specific, isolation/properties, HeLa cell 563. 

ribosome-associated, product characterization, chicken 
erythrocyte 562. : 

spring viraemia of carp virus, characterization 4574. 

mRNA, 

a-actin/B-actin/y-actin, characterization 811. 

a-foetoprotein, rat, quantitation, use-complemertary DNA 
probe 1395. 

accumulation, adenovirus (human) 2, effect of cycloheximide 
3083. 

accumulation, wheat embryo, association-protein 
biosynthesis during imbibition 5800. 

ACTH, translation, cell-free system, characterization-protein 
2306. 

activity, rat liver, effect of thioacetamide 5794. 

adenosine (2-methylthio-N® ;(A?-icopentenyl)-containing. 
Escherichia coli , effect of iron 2198. 

adenovirus (human) 2, mapping 2351. 

adenovirus (human) 2, nuclear origin 3082. 

adenovirus (human) 2, 5’-terminal sequence arrangement 248. 

adenovirus (human) 2, 3'-terminal structure 3437. 

albumin, analysis, Morris hepatoma 5798. 

albumin, content/translation, effect of protein deficiency, rat 
liver 3424. 

albumin, distribution-free/membrane-bound, rat liver 
polyribosome 1462. 

albumin, purification/analysis, rat liver 1922. 

albumin, rat liver, identification-high-molecular weight 
precursor 566S. 

albumin, translation, rat hepatoma, pre-proalbumin synthesis 
1476. 

analysis, Phaseolus vulgaris 272. 

analysis, use-mRNA complementary DNA hybridization 
meciated protein biosynthesis cell-free system, translation 
3027. 

assay, Xenopus laevis egg cell 2244. 

association-microsome membrane 320. 

binding-initiation factor IF-2 2232. 

binding site. Escherichia coli ribosomal subunit 30S, 
identification-ribosomal protein, use-2-methoxy-5- 
nitrotropone inactivation 3012. 

binding site, localization, Escherichia coli ribosome 2585. 

biosynthesis, cytoplasmic polyhedrosis virus, 
pretranscription capping 3063. 

biosynthesis, Drosophila melanogaster , induction-heat shock 
5759. 

biosynthesis, excised Helianthus tuberosus tuber slice 286. 

biosynthesis. globin, dimethylsulphoxide-induced 
differentiation-mouse erythroleukaemia cell 5772. 

biosynthesis, regulation, mouse mammary gland 4327. 

biosynthesis. regulation-testosterone, rat ventral prostate 
4328. 

biosynthesis, Spirodela oligorrhiza plastid during greening, 
effect of light 4345. 

biosynthesis, stimulation-triiodothyronine, rat liver 3838. 

biosynthesis, SV40/adenovirus (human) 2, hypothesis, review 
lites 

biosynthesis, vaccinia virus, in vivo/in vitro 4864. 
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biosynthesis. vaccinia virus, role-ATP 5754. 

biosynthesis. vesicular stomatitis virus. inhibition-interferon 
4319. 

biosynthesis/processing/regulation, eukaryote. review 4681. 

biosynthesis/properties, phage 929, UV-irradiation-treated 
Bacillus subtilis 3827. 

bound protein, characterization, rat liver, comparison-poly 
(A)-binding protein 2144. 

calcium-binding protein, regulation-1,.25-dihydroxyvitamin 
D3. chicken 5750. 

calliphorin, occurrence during Calliphora vicina 
development 234. 

cap/methylated nucleotide distribution, HeLa cell 3821. 

cap methylation, chick embryo lens 822. 

casein, biosynthesis. regulation-hormone, mouse 5746. 

casein. detection-hormone-dependent rat mammary gland 
tumour 1389. 

casein, effect of prolactin/glucocorticoid, rabbit mammary 
gland 3079. 

casein. inhibition-progesterone, rat mammary gland, during 
pregnancy 2648. 

casein. regulation-suckling/corticosteroid 2289. 

casein. stabilization-prolactin/glucocorticoid, rabbit 4357. 

cellular, association-nuclear informosome, mouse liver 206. 

characterization, vesicular stomatitis virus 3795. 

chick ovalbumin. isolation, agarose gel 238. 

chlorophyll a/b protein apoprotein, induction-light, Hordeum 
vulgare leaf 4360. 

coat protein. characterization, tobacco mosaic virus + 
sunhemp mosaic virus mixed infection, Nicotiana glutinosa 
2658. 

coat protein. detection-eggplant mosaic virus/wild cucumber 
mosaic virus/okra mosaic virus 5654. 

coding sequence, distribution-Friend cell chromatin 1200. 

conalbumin/ovalbumin, biosynthesis, induction-oestrogen/ 
progesterone, chick oviduct culture 4874. 

content, relationship-operon(leu) enzyme level, Escherichia 
coli 781. 

content-calf tissue 3837. 

context, effect on nonsense codon suppression, Escherichia 
coli 4364. 

control-phenylalanine ammonia-lyase activity, Petroselinum 
hortense 3113. 

corticotropin, activity, mouse pituitary tumour cell culture, 
effect of glucocorticoid 4921. 

corticotropin/f-lipotropin, translation, reticulocyte cell-free 
system 1474. 

a-crystallin, bicistronic nature, calf lens 2664. 

crystallin, calf lens, translation-Xenopus , oocyte 5796. 

cysteine, biosynthesis regulation, Escherichia coli K 12, use- 
transducing phage A 1949. 

cytochrome c, level, Saccharomyces cerevisiae , glucose 
repression 4916. 

cytochrome c oxidase/ATPase, yeast, isolation/mapping 
2626. 

cytoplasmic, containing, ribonucleoprotein, review 2913. 

cytoplasmic, poly(A)-containing, Drosophila melanogaster , 
5'-terminal structure 3817. 

degradation, requirement-protein biosynthesis, herpes 
simplex virus infection, Friend erythroleukaemia cell 5598. 

deoxynucleotide kinase, phage T4, stabilization, role- 
Escherichia coli ribosome 4243. 

dependence, biosynthesis-HCG glycosylated subunit. ascites 
cell cell-free system 3489. 

directed, mouse #-glucuronidase biosnthesis. Xenopus docyte 
339: 


dog pancreas amylase, isolation/translation in vitro 1962. 

early, adenovirus (human) 2, structure 5687. 

early, phage T7. stability, role-Escherichia coli ribosome 
4349. 

eggshell protein, Ascaris lumbricoides , isolation 2250. 

Ehrlich ascites cell, stability/translation, cell-free system 
1472. 

Escherichia coli genome transcription product, analysis 261. 

Escherichia coli , in vitro synthesis-ribosomal protein L12/ 
ribosomal protein L10/elongation factor Tu 2589. 

Escherichia coli outer membrane lipoprotein, 5'-terminal 
sequence 5707. 

extracellular, Bacillus amyloliquefaciens , accumulation 
following transcription inhibition 4906. 

fatty-acid synthetase, rat liver, translation-cell-free system 
3110. 

gene, subunit structure, adenovirus DNA 943. 

gene(0-3), phage T7, mapping-ribosome birding site 796. 

globin, biosynthesis/structure, role-B-thalassaemia 5770. 

globin, content, human, haemoglobin Hb Lepore 4809. 

globin, cytoplasmic, biosynthesis, rabbit reticulocyte 3072. 

globin, human, isolation/complementary DNA biosynthesis 
3037. 

£-globin, human, nucleotide sequence 4303. 

B-globin, human/rabbit comparison, evolution 2631. 

B-globin, human thalassemia, characterization 5714, 5715. 

globin, mouse, 5'-terminal methylation sequence 4857. 

globin, physical properties, rabbit reticulocyte 3040. 

globin, precursor, characterization, chicken erythroblast 
3818. 

globin, precursor, erythroid-enriched mouse bone marrow 
4806. 

globin, sequence, lecalization-RNA 16S 2270. 

globin, sequence characterization, duck erythrocyte 267. 

globin, stability, during induction, mouse erythroleukemia 
cell 5787. 

globin, stability, role-poly (A), rabbit 2973. 

globin, translation, inhibition-GMP (7-methy]), effect of 
potassium concentration 1466. 

globin, translation, inhibition-guanosine(7-methyl) 
monophosphate, rabbit reticulocyte 694. 

globin. translation, rabbit. inhibition-reticulocyte rRNA 4926. 

globin, translation, recognition-5'-terminal 7- 
methylguanosine, rabbit 4367. 

globin. vitro in, biosynthesis 2283. 

globin. Xenopus laevis , characterization 4845. 

globin, Xenopus /aevis . in vitro translation 4918. 

globin, 15S precursor, occurrence-poly (A) sequence, chicken 
erythrocyte 3056. 

a-globin/B-globin, accumulation, mouse erythroleukaemia 
cell. effect of dimethylsulphoxide/butyric acid/ 
hexamethylene bisacetamide/haemin 333. 

a-globin/B-globin, accumulation during differentiation, mouse 
erythroid cell 2245. 

a-globin/B-globin, human, 5'-terminus methylation, 
characterization 256. 

a-globin/B-globin, precursor, characterization 3041. 

a-globin/B-globin, precursor, purification-mouse erythroid 
cell 3033. 

a-globin/B-globin, stability, human #tthalassemia 237. 

globin/reovirus. lacking 5'-terminal guanosine (7-methy]), 
translation, role-initiation factor 1468. 

y-globulin. isolation method 3036. 

glutamate dehydrogenase, translation 1471. 

glycoprotein, vesicular stomatitis virus, binding-endoplasmic 
reticulum. dissociation-puromycin, CHO cell 876. 

growth hormone. biosynthesis, regulation-glucocorticoid/ 
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thyroid hormone, rat 837. 

growth hormone, GH1 cell, control-cortisol/thyroid hormone 
2649. 

growth hormone. translation, stimulation triiodothyronine, 
rat pituitary gland tumour 343. 

guanylyltransferase. activity, vaccinia virus, characterization. 
568. 

guanylyltransferase, vaccinia virus, purification 567. 

hepatic tryptophan2,3-dioxygenase. content during rat 
development 2246. 

herpes simplex virus, inhibition-methylation, during infection 
3830. 

herpes simplex virus-specific thymidine kinase, 
characterization 5679. 

histone, biosynthesis. HeLa cell 285. 

histone, biosynthesis, HeLa cell, during S phase, role RNA 
polymerase I] 4017. 

histone. biosynthesis. Oryza sativa embryo 826. 

histone. Drosophila melanogaster . analysis, use- 
electrophoresis 2610. 

histone. fate-mengovirus infected Ehrlich ascites cell 3485. 

histone, polyadenylation, HeLa cell 5786. 

histone, sea urchin egg/embryo, localization 5656. 

histone. Xenopus laevis oocyte, stabilization-3'-terminal 
poly(A) 4366. 

histone H2a/H2b. biosynthesis, Strongylocentrotus 
purpuratus development 4856. 

human a-globin/B-globin, 5'-terminal noncoding region, 
nucleotide sequence 1415. 

human chorionic somatomammotropin, purification- 
complementary DNA 372. 

human immunoglobulin heavy chain, translation, in vitro 341. 

human insulinoma, translation, cell-free system 316. 

hybridization, abundance classes 3042. 

hybridization kinetics, prediction 2614. 

immunoglobulin, accumulation-immunized mouse spleen 
2659. 

immunoglobulin, mouse myeloma, 5'-terminal nucleotide 
sequence 3822. 

immunoglobulin, secondary structure 1928. 

immunoglobulin IgA heavy chain, translation-plasmacytoma 
variant 1475. 

immunoglobulin kappa chain, plasmacytoma, translation- 
Xenopus laevis oocyte 3108. 

immunoglobulin light chain, formation, RNA (heterogeneous 
nuclear) post-transcription cleavage 3081. 

immunoglobulin light chain, occurrence-mouse thymus T- 
lymphocyte 4260. 

immunoglobulin light chain/heavy chain, occurrence, 
plasmacytoma MOPC 315 variant 5660. 

influenza virus A, transcription/translation, cell-free system. 
protein product characterization 4910. 

influenza virus membrane protein, isolation/characterization 
3807. 

initiation-translation, eukaryote, review 1240. 

initiator site, specificity, Escherichia coli cell-free system 
2578. 

interaction-ribosome, role-?mRNA stability 243. 

interferon, biosynthesis/inactivation, human fibroblast 863. 

interferon, inactivation during interferon biosynthesis shutoff, 
human fibroblast 1963. 

interferon, mouse, translation-Xenopus laevis oocyte/rabbit 
reticulocyte lysate 4919. 

interferon, translation, Escherichia coli 2305. 

UV-irradiation, spectrum 416. 

isolation method, mouse myeloma MOPC 21 1388. 


L cell, methylated sequence, comparison-RNA 
(heterogeneous nuclear) 2272. 

late, DNA. SV40. complementary DNA nucleotide sequence 
5026. 

late, precursor, adenovirus (human) 2, UV-irradiation 
transcription mapping 3841. 

late, SV40. structure, electron microscopy 3800. 

lysozyme, phage T7, size. effect of RNase III 5672. 

lysozyme, phage T7, translation efficiency, effect of RNase 
III 5733. 

lysozyme/ovomucoid/ovalbumin, isolation-chicken oviduct 
polyribosome 1394. 

mammalian, 5'-terminal configuration 4298, 5712. 

mechanism-maturation, SV40 291. 

membrane protein, comparison-measles virus/subacute 
sclerosing panencephalitis 5688. 

metabolism, characterization, tumour cell 3839. 

metabolism, rat hippocampus, during learning 1450. 

methylation, inhibition-S-tubercidinylhomocysteine, Novikoff 
ascites hepatoma cytoplasm 1435. 

methylation/degradation, kinetics, interferon mouse L cell 
22 ie 

mitochondrial. synthesis-complementary DNA, use-reverse 
transcriptase 2745. 

mouse globin, purification, use-Nitrocell S chromatography 
3035. 

mouse heavy chain immunoglobulin, isolation/purification/ 
characterization 3429. 

mouse immunoglobulin light chain, determination-3'-terminal 
region non-coding sequence 1937. 

murine leukaemia virus, characterization 3806. 

myosin heavy chain, characterization, chick embryo skeletal 
muscle 879. 

myosin heavy-chain. chick fibroblast, content during 
myogenesis 2247. 

myosin heavy chain, detection during myogeresis, chick 
embryo skeletal muscle 880. 

myosin light chain, accumulation during differentiation, 
muscle cell culture 1473. 

Novikoff ascites hepatoma, fractionation, use- 
complementary DNA-cellulose 3791. 

Novikoff hepatoma/normal/regenerating liver, analysis, use- 
DNA chromatography (affinity) 1923. 

nucleoside analysis. use-chromatography (thin layer) 82. 

nucleotide sequence determination, ambiguity 3044. 

operon (lac), degradation, role-translation 4368. 

operon (lac), transcription, Escherichia coli cell extract, 
coupling-translation 2292. 

pag a Escherichia coli , stability/translation kinetics 

Hots 

ovalbumin, chicken, nucleotide sequence 5063. 

ovalbumin, chicken, 5’-terminal nucleotide sequence 5710. 

ovalbumin, chromatography, use-complementary DNA- 
cellulose 5662. 

ovalbumin, coding sequence, presence-chicken DNA 
restriction fragment 454. 

ovalbumin, secondary structure, comparison-complementary 
DNA transcript 1927. 

ovalbumin. translation-reticulocyte lysate 2208. 

pg hortense , translation-Xenopus laevis oocyte 

Phaseolus vulgaris , in vitro translation product 3854. 

phosphoenolpyruvate carboxykinase, translation-cell-free 
system 1961. 

a eS dehydrogenase, quantitation, rat liver 


pigeon globin, poly(U) sequence 266. 
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placental lactogen. stability, Xenopus oocyte 1463. 

poliovirus. structure/properties, review 1245. 

poliovirus. 5'-terminal sequence 1404. 

poly (A)-containing, ATP formation 2273. 

poly (A)-containing, biosynthesis regulation, 
Schizosaccharomyces pombe 3067. 

poly (A)-containing, Botryodiplodia theobromae spore, in 
vitro translation 4915. 

poly (A)-containing. complexity, rat liver 2267. 


poly (A)-containing, distribution, chemical/viral tumour 3032. 


poly (A)-containing, isolation/purification 2251. 
poly (A)-containing. localization, mengovirus-infected 
Ehrlich ascites cell ribosome 4262. 
poly (A)-containing. mouse pituitary tumour, translation, cell- 
free system, corticotropin precursor biosynthesis 5797. 
poly (A)-containing, Neurospora crassa , 5'-terminal 
structure 3816. 
poly (A)-containing, pea, high-molecular weight ribulose 
bisphosphate subunit precursor biosynthesis 4323. 
poly (A)-containing, photoinduced biosynthesis, Fusarium 
aquaeductuum 1441. 
poly (A) fragment, enzymatic degradation, role-poly (A) 
associated protein 4925. 
poly (A) sequence, evolution/function 4665. 
poly(A)-conaining, accumulation during proliferation, mouse 
embryo cell 557. 
poly(A)-containing, coding capacity, mengovirus-infected 
Ehrlich ascites tumour cells 2304. 
poly(A)-containing, content effect of protein biosynthesis, 
inhibition 192. 
poly(A)-containing, sequence, comparison-normai/ 
regenerating rat liver 268. 
poly(A)-containing/lacking, sequence complexity, mouse 
liver/fibroblast cell culture 4300. 
polypeptide IX, adenovirus (human) 2, characterization, 
identification-gene 800. 
polyribosomal, rat liver, stabilization-cycloheximide 4920. 
precursor, biosynthesis, repression, during starvation, rat 
3842. 
precursor, double-stranded, Ehrlich ascites cell, 
characterization 3451. 
precursor, double-stranded, Ehrlich ascites cell/rabbit bone 
marrow/kidney cell, hybridization-globin MRNA 3452. 
precursor, f-globin, transcription, mouse 3090. 
precursor, HeLa cell RNA(heterogeneous nuciear) 270. 
precursor, poly (A)-containing, biosynthesis pathway, 
comparison-RNA (heterogeneous nuclear), human 
lymphocyte 2639. 
precursor, structure, rabbit erythroid bone marrow cell 3058. 
precursor, structure, rabbit erythroid cell 3057. 
precursor, structure, rat liver nuclear ribonucleoprotein 3819. 
precursor, vesicular stomatitis virus, synthesis in vitro 4886. 
_preprolactin, activity, rat pituitary gland, effect of 17f- 
oestradiol 1945. 
procollagen, biosynthesis during development, chick embryo 
calvaria 3087. 
procollagen, chick embryo, secondary structure 
determination 1936. 
procollagen, content, association-procollager biosynthesis, 
normal/transformed chick embryo fibroblast 3789. 
production, vaccinia virus core 815. 
prolactin/growth hormone, regulation-thyrotropin-releasing 
hormone, rat pituitary gland tumour cell 3470. 
promoter(trp), stability phage A, role-gene(tof) product 1651. 
prostatic binding protein, activity, rat prostate gland, effect of 
adrogen treatment/castration 338. 


prostatic binding protein, translation, effect of steroid 
hormone, rat 5795. 

protamine, Salmo gairdneri testis, nucleotide sequence 2265. 

protamine, Salmo gairdnerii testis, isolation/purification 
4819. 

protein G1, Phaseolus vulgaris , translation/product 
characterization, cell-free system 5799. 

rabbit content 5661. 

rabbit globin, translation, effect of potassium chloride/ 
magnesium acetate/spermine, cell-free system 193. 

rat mammary gland, translation-cell-free system, secretory 
protein biosynthesis 5604. 

regulation-human placental lactogen biosynthesis, review 
4099. 

release, chloramphenicol-treated Escherichia coli during 
operon (trp) transcription 4877. 

repressor(lac), Escherichia coli , 5'-terminal sequence 259. 

ribosomal protein, biosynthesis during nutritional shift-up, 
Escherichia coli K12 3084. 

ribosomal protein, biosynthesis/stability, Escherichia coli , 
effect of growth rate 852. 

ribosomal protein, Ehrlich ascites cell, characterization 4305. 

ribosome-associated 5'-terminal nucleotide sequence, 
reovirus 1399. 

Rous sarcoma virus, protein-translation, gene (sarc) cell-free 
system 2663. 

tRNA complex, Escherichia coli , characterization, role- 
protein biosynthesis initiation 774. 

satellite tobacco necrosis virus/cowpea mosaic virus, 
translation, inhibition-GTP(7-methyl), cap analogue 4724. 

sea urchin, maternal, appearance/persistence-embryo 336. 

secondary structure, model 3793. 

sequence, recognition-initiation factor IF-2 3026. 

sequence complexity/distribution, chick embryo myeloblast, 
during myogenesis 878. 

sheep thyroid gland, molecular weight determination 1414. 

spliced early, SV40, mapping 3048. 

stability, effect of creatine phosphokinase nuclease activity 
4545. 

structure/function, review 1241. 

a-subunit/B-subunit human choriogonadotropin, 
identification 315. 

$V40, 5'-terminal localization 5677. 

$V40-specific, 5’-terminal capped structure characterization 
3435. 

5’-terminal fragment, binding-ribosome, reovirus 2256. 

3'-terminal hydroxyl group metabolism, during imbibition, 
wheat embryo 3847. 

5'-terminal phosphorus-32 labelled, sequence analysis 2612. 

5’-terminal structure. adenovirus (human) 2 335. 

thymidine kinase, biosynthesis, herpes simplex virus, 
regulation 5737. 

thyroglobin. reverse transcription 1465. 

thyroglobulin, localization, goat goitre 2605. 

Tortula ruralis , conservation during dehydration 3106. 

transcript mapping, adenovirus (human) 2, homology-SV40 
hybrid genome 252. 

transcription, control, a-amanitin effect on melanin 
biosynthesis, chick retinal pigment epithelium 1444. 

transcription, determination-rRNA transcription role, use- 
actinomycin D inhibition 3474. 

transcription, phage A, specificity 5732. 

translation, avian sarcoma virus, initiation site 831. 

translation, effect of non-messenger RNA 5788. 

translation, Escherichia coli , inhibition-nitrofurantoin 3107. 

translation, in vitro, effect of chick embryo low-molecular 
weight inducer RNA 4355. 
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translation. inhibition-GMP (7 methyl). effect of potassium 
salt concentration/temperature, wheat germ/rabbit 
reticulocyte cell-free 4723. 

translation, inhibition-low-molecular weight RNA, rat 
connective tissue 5664. 

translation. phage SPO1/phage SP82G., Bacillus subtilis 
minicell 5789. 

translation, polyoma virus 4913. 

translation. reovirus, interferon-mediated low-molecular 
weight inhibitor. purification/characterization 1422. 

translation. review 4101. 

translation. role-secondary structure 1958. 

translation, rye embryo 1964. 

translation. viral, inhibition-interferon. SV40-infected 
monkey cell 189. 

translation product. identification, hormone secreting 
carcinoma 3112. 

{ransport. rat liver. comparison-juvenile/adult 5784. 

transport. Saccharomyces cerevisiae mutant (rnal) 
polyribosome 4908. 

tryptophan oxygenase. rat liver, induction-hydrocortisone, 
effect of cycloheximide 4873. 

(ubulin, Strongylocentrotus purpuratus . translation, 
deciliation. effects on 312. 

tubulin subunit. characterization, chick embryo brain 3055. 

tyrosine aminotransferase, biosynthesis. rat liver. effect of 
AMP (dibutyryl cyclic) 5769. 

tyrosine aminotransferase, purification 3428. 

tyrosine aminotransferase. rat liver, effect of enzyme 
induction-AMP (dibutyryl cyclic) 4338. 

tyrosine aminotransferase, rat liver, isolation/purification 
5666. 

{yrosine aminotransferase, translation, rabbit reticulocyte cell- 
free system 3109. 

tyrosine aminotransferase isoenzyme, content. rat liver, effect 
of cortisol 4329. 

tyrosine aminotransferase/tryptophan oxygenase, induction- 
cortisol. rat liver, effect of cycloheximide 4325. 

uridy] transferase, induction, Saccharomyces cerevisiae , 
dependence-gene (GAL4) 4537. 

uteroglobin, rabbit, translation/purification/characterization 
1960. 

uteroglobin-like protein, rabbit lung, translation in vitro 1348. 

‘vaccinia virus, abundance/sequence complexity 4834. 

vaccinia virus, transcription-coupled translation 5723. 

variant specific surface antigen, Trypanosoma brucei . 
purification/characterization 235. 

vesicular stomatitis virus, ribosome recognition site. 
nucleotide sequence 5685, 249. 

vesicular stomatitis virus, translation, inhibition-poliovirus 
infection 4217. 

vesicular stomatitis virus membrane glycoprotein, translation 
in vitro 5791. 

vitellogenin, accumulation, chicken liver, effect of 17B- 
oestradiol stimulation 3468. 

vitellogenin, induction-|17£-oestradiol, rooster liver 3078. 

vitellogenin, induction-oestrogen kinetics, cockerel 2647. 

vitellogenin, isolation-chicken liver, use-diethylpyrocarbonate 
3034. 

vitellogenin, rooster, effect of oestrogen 2603. 


vitellogenin, Xenopus , complementary DNA biosynthesis, 3'- 


terminal/internal initiation site 4846. 
vitellogenin, Xenopus laevis , induction-oestrogen. kinetics, 
measurement-complementary DNA hybridization 1393. 


vitellogenin, Xenopus laevis , purification/characterization 
810. 


zein, Zea mays endosperm. purification/translatior 3062. 
5'-terminal. labelling. method 791. 
5'-terminal configuration 1396. 


mRNA 7.5S, 
poly(A)-containing, isolation/characterization. rat liver 
mitochondria 1938. ~ 


mRNA 9S, 
globin. melting properties, comparison-rRNA 28S/nuclear 
messenger-like RNA 28S, pigeon erythroid cell 1412. 


mRNA 16S, 

SV40. cap structure 256. 

SV40. structure 4828. 

5’-terminal/coding region, localization, SV40 genome 2352. 


mRNA 19S, 
SV40. cap structure 256. 


mRNA 21S, 
murine leukaemia virus. 5’-terminal leader sequence. analysis 
3801. 


mRNA 33S, 
thyroglobulin. transcription. use-avian myeloblastosis virus 
reverse transcriptase 331. 


mRNA methylase, 
vaccinia virus, assay 6230. 


rRNA, 

aflatoxin B, adduct. hydrolysis product, characterization 
1972. 

analysis, rat liver nucleolus/nucleoplasm 2680. 

association-ribosomal protein, Escherichia coli ribosome 
3769. 

avian myeloblastosis virus, size/secondary structure 2620. 

biosynthesis, aphid mycetocyte, role-intracellular symbiont 
4900. 

biosynthesis, during vernalization, wheat seedling 3095. 

biosynthesis. effect of interferon, human fibroblast 3091. 

biosynthesis, Escherichia coli , relationship-phage RNA 
biosynthesis 827. 

biosynthesis, Escherichia coli , relationship-growth rate 5727. 

biosynthesis. Escherichia coli temperature-sensitive mutant 
Dg 

biosynthesis, excised Helianthus tuberosus tuber slice 286. 

biosynthesis, HeLa cell, effect on ribosomal protein 
biosynthesis/degradation 753. 

biosynthesis, mouse L cell, inhibition-L-histidinol 1953. 

biosynthesis, Nicotiana tabacum pollen tube 288. 

biosynthesis, Pisum sativum chloroplast, stimulation-blue 
light 4344, 

biosynthesis, pumpkin cotyledon plastid/cytoplasm, effect of 
cytokinin/light 4342. 

biosynthesis, pumpkin cotyledon plastid/cytoplasm. effect of 
detachment/light 4343. 

biosynthesis, radish embryo, during germination 3825. 

biosynthesis, radish seedling, effect of 2-(4-methyl-2.6- 
dinitroanilino) -N-methylpropionamide 4347. 

biosynthesis, rat liver, effect of protein deficiency 5767. 

biosynthesis, rat liver polyribosome, effect of 
hydroxythiamine 3003. 

ia ha rat uterus, stimulation- 1 7B-oestradiol/oestriol 


biosynthesis, rate. Drosophila , effect of RNA metabolism 
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genetic modulation 854. 

biosynthesis, relationship-ribosomal protein biosynthesis, 
vicia faba embryo during germination 5080. 

biosynthesis, relationship-rRNA gene condensation. Xenopus | 
laevis , during oogenesis 1443. 

biosynthesis. stimulation-cycloheximide during amino acid 
starvation, ascites tumour 4332. 

biosynthesis, Tetrahymena pyriformis . effect of uridine(5- 
bromodeoxy) 301. 

biosynthesis. Tetrahymena pyriformis , regulation 4308. 

biosynthesis, Treponema pallidum 3466. 

biosynthesis. visualization, RNase II-deficient Escherichia 
coli strain, electron microscopy 816. 

biosynthesis/processing/translocation, Tetrahymena 
pyriformis . effect of puromycin 300. 

biosynthesis/stability, Escherichia coli , effect of growth rate 
852. 

characterization. comparison-Leishmania tropica / 
Trypanosoma brucei /Crithida fasciculata 3815. 

characterization. Escherichia coli RNA methylation mutant 
1933. 

Chlamydomonas reinhardtii chloroplast, biosynthesis, 
association-guanosine tetraphosphate 2278. 

cistron, analysis. Allomyces arbuscula 450. 

cistron. nucleolus dominance, Drosophila melanogaster x 
Drosophila simulans hybrid 1663. 

complementarity-DNA, cotton, effect of y-irradiation 398. 

content. human thyroid gland, normal/tumour 1921. 

content during autolysis, rat skeletal muscle 4259. 

determination-structure, use-electrochemical oxidation 3900. 

Drosophila . processing/methylation 4898. 

Drosophila melanogaster , psoralen cross-linked, structure, 
electron microscoy 3449. 

electrophoresis, comparison-Mycoplasma /Acholeplasma / 
bacteria 808. 

Escherichia coli . structure/function/regulation, Proteus 
morabilis 3813. 

Escherichia coli . degradation-RNase U2 5801. 

Escherichia coli . interaction-neomycin 4241. 

Escherichia coli . irradiation-induced cross-linking-ribosomal 
protein 2590. 

Escherichia coli , purification, electrophoresis 5663. 

Escherichia coli ribosomal subunit 50S, structure, effect of 
UV -irradiation 5669. 

evolution 322. 

HeLa cell. methylated nucleotide sequence, RNase 
fingerprinting 269. 

HeLa cell/mouse L cell/Xenopus laevis kidney cell, uridine 
(pseudo) content 4299. 

human leukocyte, comparison-normal/leukaemia, review 
5392. 

hybridization-Drosophila melanogaster polytene 
chromosome 1409. 

isolation/analysis, cell culture 1902. 

isolation/characterization, Dictyostelium discoideum 
membrane-bound ribosome 48 18. 

isolation method, Dictyostelium discoideum 1392. 

maturation, comparison-A cetabularia mediterranea / 
Acetabularia major /Acetabularia dentata 784. 

maturation. Tetrahymena pyriformis 5728. 

maturation study, use-D-galactosamine 1437. 

metabolism, chick embryo muscle, effect of thyroxine 4324. 

metabolism, effect of boron, Helianthus annuus 2299. 

metabolism, human normal/SV40-transformed fibroblast 


2281. 

metabolism. rat liver, effect of aflatoxin B, feeding 873. 

methylated nucleotide sequence. homology-HeLa cell/BHK 
cell/L cell/Xenopus laevis kidney/chick embryo fibroblast 
3059. 

methylation, effect of histidine starvation, Ehrlich ascites cell 
317. 

mitochondrial, Didinium nasutum , characterization 4784. 

molecular weight, relationship-viscosity, Saccharomyces 
cerevisiae 2264. 

mRNA complex, Escherichia coli , characterization. role- 
protein biosynthesis initiation 774. 

Nicotiana tabacum callus. incorporation-adenine (N° 
furfuryl) 659. 

Nicotiana tabacum callus, incorporation-kinetin 68. 

Plectonema boryanum , maturation 3069. 

precursor, biosynthesis, repression, during starvation, rat 
3842. 

precursor, content-calf tissue 3837. 

precursor, Dictyostelium discoideum , 5'-terminal analysis 
2263. 

precursor, Escherichia coli , cleavage-RNase III 3054. 

precursor, metabolism. Xenopus laevis kidney cell 5729. 

precursor biosynthesis, regulation, thioacetamide-treated rat 
liver 823. 

processing, Escherichia coli , effect of mutation (rnc) 5756. 

processing/migration, rat liver nucleolus/nucleoplasm 2638. 

prokaryotic phylogeny 794. 

rabbit reticulocyte, inhibition-globin mRNA translation 4926. 

felease, Escherichia coli ribosomal subunit 30S, RNase 
treatment 3009. 

sequence homology, blue-green algae, relationship-evolution 
4295. 

Spinacia oleracea plastid, molecular weight determination 
3061. 

transcription, determination-mRNA transcription role, use- 
actinomycin D inhibition 3474. 

transcription, Saccharomyces cerevisiae , effect of ribosomal 
protein biosynthesis 4890. 

transcription, transducing phage A 3826. 

transport, Saccharomyces cerevisiae mutant (rnal) 
polyribosome 4908. 

turnover, Chinese hamster cell adenine-starved mutant 1957. 

turnover BALB/c3T3 cell 332. 

yeast, conformation-water/organic solvent mixture, use- 
molecular weight determination 264. 


rRNA 5S, 

Terrapena carolina , nucleotide sequence 1411. 

biosynthesis, Chlorella , photoregulation 1950. 

complex-rRNA 18S, wheat embryo, RNA 5S binding site 
5719. 

Escherichia coli /Bacillus stearothermophilus , binding- 
ribosomal protein 4290. 

Escherichia coli , conformation stability, effect of binding- 
ribosomal protein L25/ribosomal protein L18/ribosomal 
protein L5 5613. 

gene, DNA, isolation/characterization, Xenopus laevis 
oocyte 968. 

gene, Saccharomyces cerevisiae , localization 3448. 

gene, Saccharomyces cerevisiae , nucleotide sequence 2729. 

gene, Tetrahymena pyriformis , characterization 3924. 

HeLa cell. 3'-terminal heterogeneity 2271. 

isomer, rat liver, characterization 5713. 

refolding. Escherichia coli 262. 

Salmo gairdneri . nucleotide sequence 2628. 
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Salmonella typhimurium . carbon- 13-labelled uracil, NMR 
4839. 

transcription-RNA polymerase C, HeLa cell chromatin 825. 

wheat embryo. conformation study, use-nuclease S1 4306. 


rRNA 5.88, 

gene Xenopus laevis , mapping 5062. 

HeLa cell, conformation, use-sodium bisulphite 5717. 
Salmo gairdneri , nucleotide/sequence 4843. 


rRNA 16S, 

binding site, isolation, ribosomal protein S8 196. 

characterization, classification-methanogenic bacteria 260. 

complex-ribosomal protein $4, structure, electron 
microscopy 2121. 

cross-linking-Escherichia coli initiation factor IF-3 1912. 

Escherichia coli , cytosine modification, effect on ribosomal 
subunit 30S reconstitution/function 209. 

Escherichia coli , ribosomal protein binding site, 
conformation/stability 4291. 

Escherichia coli , ribosomal protein $4/S16/S17/S20 binding 
site, structure/properties 4292. 

Escherichia coli ribosomal subunit 30S, cleavage-colicin E3 
2074. 

Escherichia coli ribosomal subunit 30S, nonanucleotide 
sequence 3446. 

fragment, Escherichia coli , sequence determination method 
2623. 

gene, Leishmandéa donovani , sequence arrangement 3923. 

processing, Escherichia coli endonuclease 490. 

ribosomal protein binding site, prokaryote 4293. 

ribosomal protein S4 binding region, Escherichia coli , 
characterization 1407. 

structure, comparison-ribosomal protein S4 1926. 

structure, effect of ethylene glycol 3394. 

topography, Escherichia coli ribosomal subunit 30S 5706. 


rRNA 178, 

Saccharomyces carlsbergensis , biosynthesis-hypermodified 
nucleotide 1418. 

Saccharomyces carlsbergensis , 3'-terminal nucleotide 
sequence 263. 


rRNA 188, 

HeLa cell, biosynthesis-hypermodified nucleotide 1418. 

complex-rRNA 5S, wheat embryo, RNA 5S binding site 
5719. 

HeLa cell, methylated sequence, conformation 3450. 

Novikoff hepatoma, nucleotide sequence 5970. 

nucleoside content, rat liver 5711. 

3'-terminal conformation, human/hamster/Xenopus laevis 
4302. 

3'-terminal primary structure, comparison-Bombyx mori / 
Dictyostelium discoideum /mouse/wheat germ 4296. 

3’-terminal region, identification-rat liver tRNA 4301. 

rRNA 19S, 

gene, localization-Physarum polycephalum chromatin 4068. 

. tRNA 238, 

Bacillus stearothermophilus , binding-Escherichia coli 
ribosomal protein L1, nucleotide sequence 5705. 

Escherichia coli , puromycin derivative attachment site, 
nucleotide sequence 2624. 

interaction-ribosomal protein $1, Escherichia coli 1903. 

methylation, Streptomyces erythreus , relationship- 
erythromycin resistance 4840, 

rRNA 26S, 

gene, Leishmania donovani , sequence arrangement 3923. 

gene, localization-Physarum polycephalum chromatin 4068. 


rRNA 28S, 

melting properties, comparison-globin MRNA 9S/nuclear 
messenger-like RNA 28S, pigeon erythroid cell 1412. 

cleavage-reticulocyte membrane factor 4246. 

degradation, rat liver 328. 


rRNA 45S, 
sequence arrangement, review 4671. 


rRNA gene, 

condensation. relationship-rRNA biosynthesis, Xenopus 
laevis , during oogenesis 1443. 

content, Zea mays 1488. 

Drosophila melanogaster , disproportionate replication 3249. 

Drosophila melanogaster , structure, comparison- 
chromosome X/chromosome Y 5958. 

Escherichia coli K12 transcription unit, characterization- 
plasmid ColE1 hybrid 2418. 

Euglena gracilis , restriction endonuclease analysis 5956. 

Euglena gracilis chloroplast, cloning 5057. 

heterogeneity, Chinese hamster 1559. 

localization. heavy DNA component, whale 1563. 

localization. rat chromosome 1787. 

localization-Sciara coprophila heterochromatin 1768. 

number, mouse tissue, effect of age 3250. 

polarity, Acetabularia exigua 3926. 

replication. Tetrahymena pyriformis 1574. 

Saccharomyces cerevisiae , characterization 3546. 

Saccharomyces cerevisiae . organization 1547. 

activation, during development, mouse embryo 1082. 

amplification, Antheraea pernyi ovary 5195. 

arrangement, Xenopus laevis 4459. 

chromatin structure, Physarum polycephalum 2007. 

Chromobacterium , comparison-Janthinobacterium 5040. 

containing, chromatin, isolation/characterization, nucleolus 
611. 

containing, chromatin, preparation-Tetrahymena pyriformis 
macronucleus 4637. 

containing. chromatin, Tetrahymena pyriformis 
macronucleus, histone composition 4638. 

content, Allium cepa /Allium sativum 3186. 

content, Allium cepa metaxylem, during differentiation 3307. 

content, Bellevalia romana /Bellevalia dubia 1084. 

denaturation during chromatography-mouse chromatin 969. 

distribution, Phaseolus aureus /Glycine max /Matthiola 
incana /Brassica pekinensis /Cucumis melo DNA 2737. 

Drosophila melanogaster , relationship-position-effect 
variegation 1664. 

Drosphila melanogaster , transcription-RNA polymerase in 
vitro 5243. 

a a coli , in vitro transcription, stringent regulation 

fate, human chromosome translocation 13-14 2898. 

fragment, mouse, purification/cloning 1494. 

isolation-Xenopus laevis DNA 4947. 

localization, Allium fistulosum chromosome 2900. 

localization, Euglena gracilis chloroplast DNA 1935. 

localization, Triturus vulgaris meridionalis chromosome 453. 

localization, use-hybridization 1988. 

secs ome localization/structure/activity during meiosis 

occurrence-Tetrahymena pyriformis 1075. 

operon, Escherichia coli , localization tRNA gene 2357. 

Physarum polycephalum , stability during active growth 5158. 

plant, purification, use-equilibrium centrifugation 374, 
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precursor, content, Acetabularia mediterranea 4375. 

promoter region, phaged, cloning 2072. 

recombination, Escherichia coli 1074. 

repetitive. Mendelian inheritance, Saccharomyces cerevisiae 
1077. 

replication. Physarum polycephalum 980. 

Rhynchosciara hollanderi: chromosome, localization-silver 
banding 6296. 

Saccharomyces cerevisiae . magnification 4932. 

Saccharomyces cerevisiae . mapping 2728. 

Saccharomyces cerevisiae . restriction endonuclease analysis 
4455. 

sequence, Lytechinus variegatus 5957. 

Spinacia oleracea chloroplast DNA, mapping 5071. 

Tetrahymena pyriformis . terminal nucleotide sequence 3922. 

transcription unit, characterization. mammalian cell 3557. 

Xenopus laevis . methylation pattern 5959. 

Xenopus laevis , methylation pattern determination, use- 
restriction endonuclease 3177. 

Xenopus laevis . transcription initiation site 2731. 


tRNA, 

activation-Escherichia coli stringent factor, requirement-3’- 
terminal purine 3758. 

adenosine + cytosine content, Lupinus luteus seed during 
germination 1335. 


aminoacylation, inhibition-amphetamine, cell-free system 752. 


aminoacylation. Mustelus mento 742. 

aminoacylation, rabbit liver diabetes, effect of hydrocortisone 
acetate 1345. 

aminoacylation, relationship-protein biosynthesis, HeLa cell 
4206. 

Bacillus subtilis , anticodon loop structure modification 
during development 4747. 

Bacillus subtilis /Escherichia coli , uridine (5-methoxy)/ 
uridine-5-oxyacetic acid biosynthesis 5562. 

base composition, normal/regenerating rat liver 4203. 

base-pair content determination, ?i.r.-spectroscopy 169. 

binding-Escherichia coli ribosomal protein 1376. 

binding-Escherichia coli ribosomal subunit 30S, role- 
ribosomal protein S1/S11/S21 5642. 

binding-ethidium bromide 5566. 

binding-magnesium ion/manganese ion 1326. 

binding-8-methoxypsoralen 3368. 

binding-Moloney leukaemia virus/simian sarcoma virus 
reverse transcriptase 4031. 

binding region, Escherichia coli ribosome, localization 4796. 

biosynthesis, adenovirus (human) 2-infected KB cell 4746. 

biosynthesis, Chlorella , photoregulation 1950. 

biosynthesis. during division cycle, Physarum polycephalum 
720. 

biosynthesis, Nicotiana tabacum pollen, germination 3371. 

characterization, Escherichia coli RNA methylation mutant 
1876. 

chromatography (high-pressure liquid) 4190. 

complementary anticodon-containing, interaction 3755. 

complex formation-Escherichia coli elongation factor Tu, 
specificity 1381. 

content, Escherichia coli , effect of amino acid deficiency 
4760. 

content, human thyroid gland, normal/tumour 1921. 

content, mammary tumour virus, characterization 4740. 

content/role-RNA tumour virus, review 22. 

Corynebacterium fascians , zeatin (cis-ribosyl), isolation/ 

identification 2932. 
cytoplasmic initiator, Neurospora crassa , nucleotide 


sequence 1877. 

degradation product, urinary excretion pattern, Hodgkin's 
disease 722. 

determination-structure, use-electrochemical oxidation 3900. 

digestion-snake venom phosphodiesterase 2570. 

eggplant mosaic virus. separation RNA 5559. 

Escherichia coli , adenylate residue, recognition-rat liver 
tRNA methylase 1340. 

Escherichia coli , interaction-copper ion/zinc ion/cadmium 
ion 716. 

Escherichia coli . physical properties, effect of nucleoside 
modified content 723. 

Escherichia coli , inhibition-chorismate mutase 4754. 

Escherichia coli , isolation-uridine (4-thio) disulphide 4127. 

Escherichia coli , nucleoside Q precursor, guanosine (7- 
(aminomethyl)-7-deaza), structure determintion 5464. 

Escherichia coli /rat liver, interaction-aflatoxin B, 4743. 

evolution, hypothesis 5571. 

exogenous, uptake/aminoacylation, mouse fibroblast 729. 

extraction-Phaseolus /parthenocissus /Triticum , use- 
Sepharose 4B chromatography 4192. 

gene, electron microscopy, use-ferritin-avidin :biotin label 
3490. 

gene, Escherichia coli , repair-UV-irradiation-induced lesion 
1017. 

gene, localization, Escherichia coli 3304. 

gene, localization, Escherichia coli ,rRNA gene operon 2357. 

gene, suppressor, Escherichia coli , transduction-mammalian 
cell 4534. 

gene, Tetrahymena pyriformis , characterization 3924. 

hydroxyl group, NMR 3043. 

immobilization method 2533. 

in vitro association-RNA 288 4271. 

inhibition-aminoacylation, 3T3 cell/SV40-transformed 3T3 
cell 2200. 

interaction-Escherichia coli MRE 600 ribosomal subunit 
50S 2595. 

interaction-interferon 726. 

interaction-tmethylase, formation-N?-dimethylguanylate, 
wheat embryo 1328. 

isoaccepting, concentration-Escherichia coli , effect of 
mutation 1325. 

isoaccepting, identification, yeast 2983. 

isoaccepting, multiple, occurrence-Saccharomyces cerevisiae 
mutant 2990. 

isoaccepting, use-collagen biosynthesis 2569. 

isolation-modified nucleotide 5565. 

Lupinus luteus , cytokinin isolation/identification 2160. 

metabolism, effect of thermal injury 1849. 

metabolism, Escherichia coli tRNA nucleotidyltransferase- 
deficient mutant 3370. 

N®°-methyladenosine-containing, Escherichia coli , 
immunoadsorption 5573. 

methylated base, separation-chromatography (high 
performance liquid) 637. 

methylation, association-UV-irradiation-induced 
photoproduct formation, Escherichia 730. 

methylation, Carcinus maenas ovary/testis, inhibition- 
androgenic gland extract 721. 

methylation-N-methyl-N’-nitro-N-nitrosoguanidine, rat liver 
3752. 

mitochondrial, yeast, characterization-isoaccepting species 
1879. 

Mycobacterium smegmatis /Mycobacterium tuberculosis . 
characterization 4196. 

Nicotiana tabacum callus, incorporation-adenine (N° 
furfuryl) 659. 
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Nicotiana tabacum callus, incorporation-kinetin 68. 

noncognate, interaction-Escherichia coli tRNA (glutaminy]) 
synthetase 4208. 

nonprimer, inhibition-avian myeloblastosis virus reverse 
transcriptase activity 6208. 

normal/uracil (5-fluoro)-containing, properties, Escherichia 
coli B, effect of pH 728. 

nucleoside composition/characterization, Methanococcus 
vannielii 2564. 

oligonucleotide fragment, sequence determination, use- 
chromatography (thin layer) 167. 


tRNA (N-Acetylphenylalany]), 
binding-yeast ribosome, effect of hydrolase 4798. 


tRNA (acetylvalyl), 
Escherichia coli . photochemical cross-linking-ribosome 
5641. 


tRNA (alanyl) synthetase, 

activity. mouse leukaemia cell temperature-sensitive mutant 
5583. 

activity, skeletal muscle, diabetic/insulin-treated rabbit 4212. 

Escherichia coli , substrate specificity 182. 


tRNA (aminoacy]), 

binding-ribosome, effect of 7,12-dimethylbenz(a)anthracene, 
rat liver 1377. 

binding-ribosome 70S/ribosome 80S, role-elongation factor 
Tu/elongation factor EF-1 1378. 

binding-ribosome, inhibition-a-sarcin 1910. 

complex-GTP/elongation factor Tu, equilibrium study, 
Escherichia coli 776. . 

content, effect of oestradiol, mouse uterus/liver 176. 

formation, effect of lithium 5580. 

fragment, binding-Escherichia coli mutant ribosome 4250. 

N-3-(4-hydroxyphenol)propiony| derivative, iodine-125- 
labelled, synthesis 4193. 

recognition, Escherichia coli cell-free system, effect of 
hygromycin B 5628. 

regulation-guanosine tetraphosphate/guanosine 
pentaphosphate synthesis, in vivo/in vitro 727. 

role-aminophosphatidylglycerin biosynthesis, bean seedling 
3376. 


tRNA (aminoacyl) synthetase, 

activity, regulation-growth-dependent factor, Tetrahymena 
Pyriformis 735. 

assay 736. 

biosynthesis/activity, Escherichia coli K 12 threonine 
deaminase mutant 3761. 

complex, CHO cell, GI phase 4766. 

complex, chromatography (affinity) 3379. 


complex, rat liver, occurrence-tRNA sulphurtransferase 1884. 


content, Escherichia coli , effect of amino acid deficiency 
4760. 

detection/purification, human placenta 1341. 

effect of phenylpyruvate/homogentisate, calf brain 734. 

Escherichia , coli-ATP 177. 

Escherichia coli/Bacillus stearothermophilus, affinity 
labelling-ATP binding site 4761. 

Escherichia coli /Bacillus stearothermophilus , ligand bindng 
stoichiometry/subunit structure 185. 


fractionation, aminohexyl-Sepharose, Escherichia coli B 733. 


interaction-yeast tRNA Phe binding Sepharose 5581. 
methylation, effect of X-irradiation, muscle/brain/liver 178. 
Mycobacterium smegmatis /Mycobacterium tuberculosis , 


characterization 4196. ' 

purification, chromatography (affinity) 737. . 

2tR NAmethylase complex. characterization. leukaemia cell 
line 175. 

role-amino acid transport, CHO cell 5582. 


tRNA (aminoacyl) hydrolase, 
activity during Artemia salina development 3420. 


tRNA Arg, 

Escherichia coli . biological activity, effect of specific 
modification 5575. 

phage T4, nucleotide sequence 2562. 

phage T4. suppressor (psu,*op), isolation/characterization 
2563. 

yeast, uridine(5-carboxymethyl), wobble position 4201. 


tRNA (arginyl) synthetase, 

Bacillus stearothermophilus , characterization 4207. 
wheat germ, characterization 5584. 

yeast, ATP analogue substrate specificity 4210. 


tRNA Asn, 

methyl-deficient, detection-nucleoside Q precursor, 
Escherichia coli 1275. 

rat liver, nucleotide sequence 4751. 


tRNA (asparaginy]), 
occurrence, CHO cell mitochondria 5560. 


tRNA (asparaginyl) synthetase, 
mutant, CHO cell, characterization 4762. 
mutant, Escherichia coli K12, identification 2201. 


tRNA Asp, 

crystal, X-ray diffraction, yeast 166. 

Escherichia coli , nucleoside Q biosynthesis, role-methionine 
719. 

nucleoside Q-containing, Drosphila melanogaster , 
purification/nucleoside composition 4750. 

yeast, X-ray diffraction 2568. 


tRNA (aspartyl) synthetase, 
Escherichia coli , purification/characterization 2571. 


tRNA Cys, 
Escherichia coli , 3'-terminal, nucleotide sequence/properties, 
role-tRNA nucleotidyltransferase 3384. 


tRNA (cysteinyl) synthetase, 
Phaseolus aureus , purification/characterization 4763. 


tRNA fMet, , 

binding-Escherichia coli ?tRNA(methionyl) synthetase 
activation site 181. 

binding factor, interaction-initiation factor, inhibition-protein 
kinase, rabbit reticulocyte lysate 2602. 

binding-initiation factor IF-2/ribosomal subunit, rat prostate 
gland 551. 

effect on initiation-alfalfa mosaic virus RNA 4 translation 
25978 

Escherichia coli , aminoacylation, role-anticodon base 1344. 

Escherichia coli , conformation, lanthanide fluorescence 
3372. 

initiation complex formation-ribosomal subunit 40S, rabbit 
reticulocyte, binding factor activity 3411. 

Mycoplasma mycoides , nucleotide sequence 2566. 

rabbit reticulocyte, binding-initiation factor IF-1, association- 
protein factor 5648. 
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Drosophila melanogaster , isolation/characterization 5570. 
gene, localization-Drosophila melanogaster 3928. 


tRNA (glutaminyl) synthetase, 
Escherichia coli , interaction-noncognate tRNA 4208. 


tRNA Gly, 

Bombyx mori , nucleotide sequence 1333. 

Bombyx mori silk gland, nucleotide sequence 4749. 

gene (glyV) derived, Escherichia coli , characterization $576. 


tRNA His, 
Escherichia coli , phosphorylation-polynucleotide kinase. 
kinetics 1151. 


tRNA (histidyl) synthetase, 
rabbit reticulocyte cytosol, purification/properties 3380. 


tRNA Tile, 
formation, tRNA (isoleucyl) synthetase, effect of polyamine, 
rat liver 3381. 


tRNA (isoleucyl) synthetase, 

activity. yeast. role-3'-terminal adenosine 5586. 

modification-isoleucyl-bromomethyl ketone, effect on 
catalysis 179. 

tRNAlle formation, effect of polyamine, rat liver 3381. 

substrate specificity 1342. 


tRNA isopentenyltransferase, 
maize, purification/characterization 4770. 


tRNA Leu, 

barley, characterization 4191. 

Candida utilis , nucleotide sequence 4748. 

Escherichia coli , in vitro aminoacylation-tRNA (leucyl) 
synthetase 3383. 

Escherichia coli , role-amino acid transport regulation 5574. 

Syrian hamster, guanosine (7-methyl) content 2992. 

yeast, translation-leucine codon, interferon-treated cell 1882. 


tRNA (leucyl), 
mitochondrial. Syrian hamster, molecular weight 3374. 


tRNA (leucyl) synthetase, 

Escherichia coli , in vitro aminoacylation-tRNA Leu 3383. 
Euglena gracilis , inhibition-modified ATP analogue 2572. 
level, Escherichia coli mutant, characterization 3382. 
Nicotiana tabacum , biosynthesis/activity control 5585. 
wheat germ, characterization 5584. 


tRNA Lys, 
Bacillus subtilis , nucleotide sequence 1331. 
aminoacylation, use-protein biosynthesis measurement, lamb 
liver 2579. 
binding-ethionine, rat liver 2559. 
‘ conformation, Escherichia ccli , effect of codon 5568. 
isolation/characterization, Lupinus luteus seed 2984. 


tRNA (lysyl), 

analogue. complex-Escherichia coli elongation factor Tu 
5643. ' 

mutant, Escherichia coli , effects on lysine biosynthesis 
regulation 2199. 


tRNA (lysyl) synthetase, 

purification. rabbit liver 1343. 

Escherichia coli , substrate specificity 182. 
yeast, ATP analogue substrate specificity 4210. 


tRNA Met, 
Escherichia coli , aminoacylation, role-anticodon base 1344. 
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complex-ribosome, accumulation, cell-free system 4249. 

gene, cloned fragment, transcription-Xenopus laevis oocyte 
3086. 

gene, cloned fragment, Xenopus laevis , sequence 
organization 5961. 

isoaccepting, methionine incorporation-rabbit globin 3111. 

mitochondrial, Neurospora crassa , structure/function 1878. 

purification, Scenedesmus obliquus 1872. 

Syrian hamster, guanosine (7-methyl) content 2992. 


tRNA (methionyl), 
binding-initiation factor IF-2 2232. 
mitochondrial, Syrian hamster, molecular weight 3374. 


tRNA (methionyl) synthetase, 

purification. rabbit liver 1343. 

chromatography (affinity), Escherichia coli 739. 
Escherichia coli , interaction-metal ion, NMR 3760. 
Escherichia coli. tRNA fMet binding-activation site 181. 
isolation/characterization, wheat germ 180. 


tRNA methylase, 

activity, comparison-rat kidney/carcinoma 731. 

activity, rat liver/Novikoff hepatoma, effect of purine 
nucleoside analogue 5564. 

activity, rat placenta 1883. 

avian myeloblastosis virus/Rous sarcoma virus associated. 
location/origin 3377. 

characterization, Escherichia coli RNA methylation mutant 
1876. 

Escherichia coli , inhibition-ethionine 4757. 

Escherichia coli , kinetics 3378. 

inhibition-coralyne/nitidine, rat liver 173. 

interaction-tRNA, formation-N?-dimethylguanylate, wheat 
embryo 1328. 

rat liver, purification/characterization 4758. 

tRNA (aminoacyl) synthetase complex, characterization. 

lcukaemia cell line 175. 

rat liver, recognition-adenylate residue, Escherichia coli 
tRNA 1340. 

Salmonella typhimurium strain supK, substrate 
identification 3759. 

specificity-tRNA Val, comparison-rat kidney/carcinoma 732. 


tRNA nucleotidyltransferase, 

Ceratodon purpureus . characterization 186. 

deficient, mutant, Escherichia coli , tRNA metabolism 3370, 

Escherichia coli , kinetics 188. 

Escherichia coli . purification/properties 187. 

mutant, Escherichia coli . growth, effect of mutation (relA) 
3762. 

purification, Lactobacillus acidophilus , comparison- 
Escherichia coli 5592. 

rabbit liver. purification/binding study 4213. 

role-tRNA Cys 3’-terminal nucleotide sequence/properties, 
Escherichia coli 3384. 

substrate properties-CTP/ATP analogue 2203. 


tRNA Phe, 

aminoacyl transfer, Xenopus laevis oocyte 1339. 

binding-magnesium ion. barley embryo 1334. 

Phaseolus vulgaris chloroplast, primary structure, 
comparison-Euglena gracilis 1336. 

yeast. proton exchange rate, NMR 1332. 

acetylated. effect on initiation-alfalfa mosaic virus RNA 4 
translation 2597. 
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4197. 
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induced, Escherichia coli 221. 

yeast, complex-Escherichia coli elongation factor Tu, RNase 
T1-digested, isolation/characterization 170. 


tRNA (phenylalanyl) synthetase, 

Bacillus subtilis , inhibition-ochratoxin A 741. 
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yeast, aminoacylation-tRNA Thr 3’terminal hydroxyl group 
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tRNA (tyrosyl) synthetase, 
binding-tyrosine/ATP 5591. 


complex-tRNA Tyr, detection, Bacillus stearothermophilus 
5590. 
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25515 

human placenta, nucleotide sequence, comparison-mouse 
myeloma 171. 

specificity-tRNA methylase, comparison-rat kidney/ 
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thymidine (ribo), NMR 1841. 


tRNA (valyl), 
role-regulation-acetohydroxy acid synthase isoenzyme 
biosynthesis, Escherichia coli 4755. 


tRNA (valy!) synthetase, 

activity, skeletal muscle, diabetic/insulin-treated rabbit 4212. 

activity, yeast, role-3’-terminal adenosine 5586. 

Escherichia coli , modifying t-peptide, phage T4, purification/ 
properties 1887. 

Escherichia coli , phage T4 t-peptide-modified, structure 
1888. 

purification technique, yeast 740. 

yeast, valylation-turnip yellow mosaic virus RNA 4273. 


RNase, 

Actinomyces , substrate specificity 2434. 

activity, barley, effect of ascorbic acid/gibberellic acid/indole- 
acetic acid 3471. 

activity, comparison-human urine/cerebrospinal fluid/serum 
534. 

activity, control, Neurospora crassa 4544. 

activity, distribution during polyribosome dissociation 4552. 

activity, Escherichia coli /Staphylococcus aureus , effect of 
histone 3295. 

activity, foot-and-mouth disease virus-associated 6139. 

activity, human placenta, effect of maternal malnutrition 530. 

activity, human serum, during parenteral nutrition/ 
haemodialysis/pancreatitis 1090. 

activity, muscle tissue myofibril fraction 3996. 

activity, normal/cystic fibrosis human 6133. 

activity, Spirodela oligorrhiza , effect of phosphate 
deficiency 529. 

activity, Tetrahymena pyriformis . effect of heat shock 5214. 

activity during dormancy/growth, Prunus padus bud 535. 

activity/properties, Dendrophthoe falcata seed, during 
development 1089. 

S-alkylated derivative, preparation/properties 4550. 

allosteric, preparation 4554. 

allosteric interaction-ligand 4555. 

antibody, biosynthesis, rabbit 2867. 

antiviral activity, Newcastle disease virus/pseudorabies virus 
infected cell culture 2433. 

Aspergillus clavatus , interaction-substrate derivative 2808. 

Aspergillus clavatus , isolation 5210. 

Aspergillus niger , effect of y-irradiation 6135. 

assay, pH 4-5 activity, artefact 2802. 

binding-EDTA, NMR 2807. 

binding-human tumour 1679. 

bovine pancreas, amino acid analysis 1675. 

bovine pancreas/bull seminal, effect on human lymphocyte 
blast transformation 5212. 

bovine pancreas/seminal vesicle, effect on HeLa cell/human 


lung embryo cell growth in vitro 533. 

bovine submaxillary gland, purification/stimulation-spermine 
2436. 

characterization, human epidermis 2804. 

complex-bovine, A, IR spectroscopy pancreas 542. 

conformation, effect of guanidine hydrochloride 3607. 

conformational mobility, NMR 3998. 

content, tobacco protoplast, effect of osmotic stress 1677. 

distribution, Solanum tuberosum leaf, effect of freezing/ 
thawing 2805. 

double-stranded, activity, HeLa cell 3253. 

effect of polyamine, review 14. 

effect on rat embryo 1105. 

electrophoresis, vertebrate spleen/leukocyte 1104. 

electrophoresis pattern during dormancy/growth, Prunus 
Padus -bud 536. 

endogenous, effect on RNA biosynthesis, Phaseolus aureus 
chromatin 1678. 

fragment, rat pancrease, synthesis 6134. 

fragment, synthesis 2803. 

fragment 1-17, synthesis 2437. 

guanyl-specific, use-trinucleotide synthesis 164. 

hen egg yolk, characterization 6140. 

histidine 'H-*H exchange, NMR 5219. 

Hodgkin’s disease, complex-Rauscher leukaemia virus 
reverse transcriptase 2101. 

human, assay, effect of age/sex 2078. 

human platelet, characterization 2079. 

human urine, purification/characterization 5208. 

inhibitor, purification/characterization, human placenta 537. 

interaction-platinum(II)/dioxouranium(VI) 1097. 

irradiation-induced inactivaion, radioprotection-selenium 
compound 6138. 

isolation, chromatography (affinity), use-guanylyl-2’-5'- 
guanosine 3743. 

isolation/characterization/origin, human 2435. 

Macropus rufus , amino acid sequence 5207. 

mammalian pancreas, comparison, use-immunological 
method 5211. 

Penicillium brevicompactum /A spergillus clavatus , 2',3'- 
CMP cleavage, reaction mechanism 2080. 

Penicillium claviforme , isolation/characterization 6137. 

plasma activity, use-diagnosis-ovary cancer 531. 

pulse radolysis, one-electron transfer 4551. 

purification/characterization, Aspergillus clavatus/ 
Penicillium chrysogenum 546. 

purification/properties, Actinomyces 1676. 

reduced, microsomal mixed-function oxidase-deperndent 
renaturation 532. 

reduced denatured, refolding, cattle 5209. 

ribosome-bound, polyribosome association 3997. 

role-fungus differentiation, review 2509. 

solution, structure 4553. 

treatment, Escherichia coli ribosomal subunit 30S, rRNA 
release 3009. 

Triticum vulgare \eaf, activity/quaternary structure, effect of 
desiccation/rehydration 6136. 

use-oligonucleotide synthesis 165. 

Vicia faba root, isolation/characterization 2806. 

RNase (acid), 

activity, distribution-precancerous/malignant rat liver 1091. 

activity, leukocyte, effect of irradiation 5215. 

activity during human lymphocyte stimulation 1680. 

activity during rat brain development 539. 

characterization, serum/leukocyte, leukaemia (myelogenous) 
6141. 


ee ee TT TTY 


IRL©1979 


227 


Subject Index 


SablesfAndee ROSA Oe 


RNase (alkaline), 

activity. distribution-precancerous/malignant rat liver 1091. 

activity. effect of malnourishment. human plasma/leucocyte 
1092. 

activity. rat. effect of age/weight/zinc uptake 3999. 

activity, urne. effect of burns 1682. 

activity during rat brain development 539. 

heterogeneity, mouse liver/serum/ascites fluid/Ehrlich ascites 
cell 1681. 

purification/characterization, human nephrotic syndrome 
538. 

purification/characterization. rat liver mitochondria 2081: 

RNase (endo), 

activity. during DNA biosynthesis. herpes simplex virus | 
infected BHK cell 5216. 

presence-interferon treated HeLa cell 1683. 

purification, interferon-treated Ehrlich ascites cell 6142. 

vaccinia virus, characterization, cleavage-virion-associated 
high-molecular weight RNA 5217. 

vesicular stomatitis virus/Sendai virus-associated, properties 
1684. 

RNase (exo), 

activity. during DNA biosynthesis, herpes simplex virus | 
infected BHK cell 5216. 

bovine brain. purification/mechanism 2082. 

HeLa cell cytoplasm. purification/properties 1685. 

Saccharomyces cerevisiae , properties 5218. 

RNase A, 

acid denaturation, effect of phosphate, NMR 2439. 

action mechanism 541. 

activity. effect of formaldehyde 3610. 

activity, role-substrate ribose residue 6145. 

binding-substrate analogue, thermodynamics 3609. 

chain folding kinetics, effect of solvent viscosity/guanidine 
salts 6144. 

complex-3'-CMP/2'-CMP/3’-UMP (dihydro)/3'-CMP 
arabinoside/2'-CMP (1-(2-hydroxyethyl))/3'-CMP (1-(3- 
hydroxypropy!)), circular dichroism 1686. 

conformation, effect of acid denaturation 2811. 

disulphide-reduced. circular dichroism 1687. 

effect of guanidinium chloride/disulphide cleaving agent, 
magnetic suspension densitometry-viscometry 1094. 

folding transition 3255. 

inhibitor complex, stability 5222. 

interaction-aqueous 2-methyl2.4-pentanediol 2438. 

interaction-folic acid 1095. 

introduction-lanthanide binding site 2812. 

reduced, refolding reaction 3254. 

resistance, RNA, role-secondary structure 3114. 

spin-labelled, conformation 4556. 

{yrosine residue, modification-diazonium inhibitor analogue 
1688. 

tyrosine residue. NMR 5221. 

RNase BS-I, 

activity, role-substrate ribose residue 6145. 

RNase H, 

activity. C-type virus (mammalian) lysate 5224. 

activity. plant cell culture 5226. 

activity. rat brain during development 4001. 

activity. rat liver, during regeneration/development 545. 

Rauscher leukaemia virus, characterization 6149. 

temperature-sensitive, activity, association-RNA polymerase 
15252: 

5’-terminal hydrolysis during reverse transcription, avian 
sarcoma Virus genome 4923. 

RNase I, 

chromatography (affinity) 2809. 


complex-substrate analogue, NMR 6 143. 

conformation/stability, effect of heterosaccharide. pig 
pancreas 2083. 

degradation-bacterial ribosome 3781. 

interaction-ligand. binding constant determination 6150. 

Physarum polycephalum , isolation/characterization 5220. 

Physarum polycephalum , use-RNA sequencing 540. 

renaturation kinetics 2814. 

RNase II, 

Escherichia coli , purification/characterization 3608. 

interaction-ligand, binding constant determination 6150. 

Physarum polycephalum , isolation/characterization 5220. 

RNase III, 

cleavage-rRNA precursor, Escherichia coli 3054. 

cleavage-Rous sarcoma virus RNA, effect of protein p19 
2665. 

effect on phage T7 lysozyme mRNA size 5672. 

effect on phage T7 lysozyme mRNA translation efficiency 
5733: 

Escherichia coli , role-motility 2810. 

RNase L, 

Aspergillus , characterization 6147. 

Aspergillus , purification/characterization 5223. 

RNase Ms, 

activity, Aspergillus saitoi , effect of amino group 
modification 2085. 

activity, Aspergillus saitoi , role-carboxy terminal structure 
5225: 

Aspergillus saitoi , active site, associated amino acid 4558. 

Aspergillus saitoi , photooxidation/diethylpyrocarbonate 
modification 2813. 

RNase MS, 

Bacillus subtilis , model substrate 6148. 

RNase O, 

Escherichia coli , purification/properties 5227. 

RNase Q, 

Escherichia coli , purification/properties 5227. 

RNase S, 

analogue. active site ligand binding, chromatography 
(affinity) 2440. 

binding-UMP (4-thio)/p-aminobenzoylglutamic acid, 
crystallography 6146. 

complex-3'-CMP/2'-CMP, X-ray diffraction 1096. 

dissociation-S-peptide, mechanism 543. 

pancreatic, binding-cytidilyl-(2',5’)-adenosine, structure 2553. 

structure 3256. 

RNase S’, 

semisynthetic, crystallization/X-ray diffractionX-ray 
diffraction, semisynthetic RNase S' 544. 

synthesis, S-peptide analogue 2441. 


RNase Tl, 

active site carboxyl group titration 1098. 

activity, reovirus 3 double-stranded RNA 1100. 

Aspergillus oryzae , NMR 4000. 

immobilization 1099. 

modification-ozone 4557. 

oligonucleotide, occurrence-Moloney leukaemia virus RNA 
21S 4285. 

oligonucleotide mapping-murine leukaemia virus RNA 3798. 

polyacrylamide derivative, preparation/properties 1689. 


RNase U2, 


degradation-Escherichia coli rRNA 5801. 
Rooster, 


liver, vitellogenin mRNA, induction-17f-oestradiol 3078. 
testris, chromatin structure during spermatogenesis 2492. 
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Rooster,(continued) 

vitellogenin mRNA. effect of oestrogen 2603. 

Rosa, 

regulation-protein biosynthesis 2213. 

Rotavirus, 

associated RNA polymerase, detection 4564. 

human/animal strains, RNA analysis 4832. 

Rous associated virus, 

genome, detection-pheasant DNA nucleotide sequence 936. 

Rous sarcoma, 

cell, chicken, RNA, complementarity-Rous sarcoma virus 
4282. 

Rous sarcoma virus, 

associated DNA methylase activity 4592. 

associated tRNA (guanine-2-)-methy] transferase, location/ 
origin 3377. 

genome, biosynthesis/characterization-complementary 
DNA, in vitro 2381. 

genome. reverse transcription, association-RNA binding 
protein 4653. 

genome RNA, restriction endonuclease cleavage site 
mapping 3808. 

infected chicken cell, virus-specific RNA, identification 232. 

replication, chick embryo cell, adenine(9-methyl)/uracil(1- 
methyl)/thymine(1-methyl), antiviral activity 1269. 

replication, inhibition-copper- DNA/RNA complex 5841. 

replication/chick embryo fibroblast transformation, 
inhibition-oligodeoxyribonucleotide 2195. 

reverse transcriptase + group specific antigen precursor 
polypeptide, translation 3487. 

reverse transcriptase. assay 1143. 

reverse transcriptase. inhibition-isonicotinic acid hydrazide 
copper complex, mechanism 5275. 

reverse transcriptase. inhibition-thiosemicarbazone-metal 
complex 5277. 

RNA, cleavage-RNase III, effect of protein p19 2665. 

RNA, complementarity-chicken Rous sarcoma cell 4282. 

RNA, complementary nucleotide sequence, occurrence- 
infected chicken cell 508. 

RNA, DNA biosynthesis initiation site, nucleotide sequence 
2618. 


mRNA, protein-translation, gene (sarc) cell-free system 2663. 


RNA, size/gene content 799. 

RNA genome. occurrence-gene(src) substitution 254. 

RNA translation, inhibition-oligodeoxyribonucleotide 2194. 

specific RNA, distribution, hamster tumour cells 231. 

specific RNA, quantitation/localization, transformed/ 
revertant field vole cell 3851, 4356. 

transformation-chick embryo fibroblast, inhibition-adenosine 
(5'-deoxy-5’'-S-isobutylthio) 4707. 

transformed cell, RNA 60-70S formation, effect of rifamycin 
derivative 3472. 

transformed chick embryo fibroblast, activity 582. 

transformed chicken fibroblast, RNA biosynthesis, effect of 
a-amanitin 5752. 

transformed mammalian cell, absence-adenosine deaminase 
activity 5283. 

Rubomycin, 

effect on glycogen/DNA/RNA content, mouse cardiac 
muscle 842. 

Rye, 

embryo, mRNA translation 1964. 

non-viable seed, DNA degradation 4543. 


S-peptide, 

dissociation-R Nase S, mechanism 543. 

S phase, 

CHO cell, effect of irradiation-induced damage. replicating 
DNA 3136. 

CHO cell, induction-S phase DNA labelling pattern, G1 
phase cell 6070. 

DNA biosynthesis, detection, use-tritiated thymidine, cell 
culture 3565. 

duration, Chinese hamster cell, effect of DNA biosynthesis 
inhibition-hydroxyurea/uridine (5-fluorodeoxy) 6032. 

HeLa cell, histone mRNA biosynthesis, rolee-RNA 
polymerase II 4017. 

initiation, 3T3 cell, association-potassium transport 4521. 

Sorex araneus cell culture, DNA biosynthesis 5995. 

Saccharin, 

binding-DNA, rat liver/biadder 4976. 

Saccharomyces, 

killer factor classification 4907. 

killer factor RNA, characterization 5671. 

nucleotide pyrophosphatase, zinc content/requirement 1159. 

protein biosynthesis, membrane-bound ribosome 4777. 

Saccharomyces carlsbergensis, 

mitochondrial DNA, mapping 2004, 2005, 2006. 

ribosomal protein analysis 3774. 

tRNA (seryl) synthetase, substrate binding site 2997, 2998. 

rRNA 17S, biosynthesis-hypermodified nucleotide 1418. 


rRNA 17S, 3'-terminal nucleotide sequence 263. 


RNA 7S, non-ribosomal nucleotide sequence 4294. 
Saccharomyces cerevisiae, 
adenine/serine uptake rate, during cell cycle 66. 


cell cycle, DNA/protein biosynthesis 5989. 
chromatin, histone, electrophoresis 6243. 
chromatin, histone composition 6270. 
chromosome, cytochrome c gene, mapping 4087. 
chromosome DNA, reiterated sequence 5055. 


chromosome duplication, role-mitotic replication gene during 
meiosis 1213. 


cloned DNA, expression-Escherichia coli , mutation (argH) 
complementation 3991. 

cloned DNA, mapping 5955. 

cytochrome c mRNA level, glucose repression 4916. 

detection-specific DNA sequence 5951. 

DNA, binding-xanthene/diazene/acridine 2316. 

DNA, effect of TMP starvation 2550. 

DNA, mitochondria, incorporation-radioactively labelled 
adenosine (deoxy) 104. 

DNA assay, flow cytometry 3492. 

DNA biosynthesis, depressed mutant 5192. 

DNA biosynthesis, inhibition-8-hydroxyquinoline during 
meiosis 5133. 


DNA biosynthesis during cell cycle 979. 
DNA-protein cross-linking, induction-UV-irradiation/ 
formaldehyde 5871. 


DNA repair, effect on mitotic recombination/mutation 5191. 
DNA replication, control-gene (cdc) 1620. 
DNA/RNA content, relationship-high molecular weight 
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Saccharomyces cerevisiae, (continued) 
polyphosphate content, during dehydration 5199. 
DNA unwinding protein, purification/characterization 6309. 
endonuclease. isolation/characterization 5206. 
| 


episome expression, RNA-DNA hybridization study 1076. 


gene (mak), requirement, killer maintenance 5193. 
histone, characterization 6248. 
hydrazine-induced mutability, DNA repair 4489. 


y-irradiation, DNA repair, relationship-nuclear division 6025. 


killer factor double stranded RNA, biosynthesis 306. 


killer plasmid. replication 2055. 

meiosis. DNA denaturation 5056. 

mitochondrial DNA, antibiotic resistance-carrying segment, 
characterization 3175. 

mitochondrial DNA, coenzyme QH,2: cytochrome c 
reductase gene mapping 5954. 

mitochondrial DNA, gene loci mapping 5054. 

mitochondrial DNA. identification-cytochrome c oxidase 
gene 5052. 


mitochondrial DNA, localization-variant protein gene 964. 


mitochondrial DNA, mapping 2004, 2005, 2006. 
mitochondrial DNA, mapping-locus tsr 1 5952. 


mitochondrial DNA, mutation model 1079. 

mitochondrial DNA, region, preferential deletion-ethidium 
bromide/3-carbethoxypsoralen 5866. 

mitochondrial DNA, replication 5987. 


mitochondrial DNA, RNA 4S gene, mapping 963. 
mitochondrial DNA biosynthesis, regulation 981. 


mitochondrial DNA mutation, effect on ribosome interaction- 


mitochondrial membrane 5634. 
mitochondrial ribosomal protein, electrophoresis 204. 


mutagenesis, induction-N-methyl-N’-nitro-N- 
nitrosoguanidine 6027. 
mutant, occurrence-multiple isoaccepting tRNA 2990. 


mutant (petite), recombinant mitochondrial DNA, 
organization, electron microscopy 961. 


mutant (rnal), polyribosome, rRNA/mRNA transport 4908. 


nuclear DNA content, chromosome organization 355. 
nucleotide, separation/identification, use-chromatography 
(anion-exchange) 687. 


plasmid DNA, characterization 4985. 

protein biosynthesis capacity 3085. 

protein kinase, purification/characterization, 
phosphorylation-ribosomal protein 2852. 

purine transport, mechanism 5432. 

pyrimidine dimer excision, assay 4488. 

radiation-sensitive mutant, pyrimidine dimer repair 3206. 

repair-psoralen (3-carbethoxy) induced DNA damage 4407. 


repetitive rRNA gene, Mendelian inheritance 1077. 
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respiration deficient, transformation-mitochondrion 5194. 

ribosomal protein, antigen relationship-Escherichia coli 
ribosomal protein 30S 3392. 

ribosomal protein, biosynthesis/turnover 1905. 

ribosomal protein, characterization, electrophoresis 4785. 

ribosomal protein, nonsense suppression, characterization 
2586. 

ribosomal protein L30, role-recessive suppression 4791. 


ribosomal protein L7/L12, amino acid sequence, comparison- 
Artemia salina 764. 


ribosome, identification-tRNA Phe binding site, use-affinity 
labelling 4799. 

ribosome biosynthesis during life-span 1904. 

rRNA, molecular weight, relationship-viscosity 2264. 

tRNA, 5’-terminal phosphate, turnover 5578. 

RNA biosynthesis, characterization. during meiosis 1440. 

RNA degradation, induction-heat shock 4924. 

rRNA gene, characterization 3546. 

rRNA gene, mapping 2728. 

rRNA gene, organization 1547. 

rRNA gene, restriction endonuclease analysis 4455. 

rRNA gene magnification 4932. 

RNA polymerase I, initiation-DNA biosynthesis 6177. 

rRNA transcription, effect of ribosomal protein biosynthesis 
4890. 

RNA 20S biosynthesis 3453. 

RNA 20S-containing ribonucleoprotein, purification 3648. 

rRNA SS gene, localization 3448. 

TRNA 5S gene, nucleotide sequence 2729. 

RNase (exo), properties 5218. 


small circular DNA, analysis 962. 
sphaeroplast, DNA biosynthesis 978. 
spindle pole body, RNA 783. 


temperature-sensitive mutant, RNA biosynthesis 4893. 

uracil transport 1831. 

uridyl transferase mRNA, induction, dependence-gene 
(GAL4) 4537. 

virus-like particle, double-stranded RNA, characterization 
4825. 

Saframycin A, 

inhibition-RNA biosynthesis, mechanism, L1210 cell 5748. 

Saimiri sciureus, 

characterization-chromosome 619. 


occurrence-retrovirus DNA sequence 4930. 

Salivary gland, 

Drosophila melanogaster , RNA biosynthesis, stimulation 
ecdysone, assay 296. 


Salmo gairdnerii, 

DNA, protamine gene amplification 2362. 

tRNA 5-88, nucleotide/sequence 4843. 

TRNA 5S, nucleotide sequence 2628. 

testis, protamine mRNA, nucleotide sequence 2265. 


testis, protamine mRNA, isolation/purification 4819. 


Salmo trutta, 


histone H2b, primary structure 6247. 
Salmon, 


testis, DNA nicking-closing enzyme, characterization 3278. 
Salmonella abony, 
UV -irradiation, radiosensitivity/DNA repair 2756. 
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Salmonella typhi, 

plasmid F,me, characterization 2340. 
Salmonella typhimurium, 

cytidine (N*-hydroxy) reduction 2174. 


DNA, damage-chloramphenicol 383. 


DNA. detection-gene (tuf) 5808. 

DNA procéssing mutant, detection 6122. 

DNA repair. UV-irradiation induced damage 1592. 

UV irradiation, radiosensitivity/DNA repair 2756. 

mutagenesis, |.2-ethylene sulphate/1,3-propylene sulphate/ 
1.3-butylene sulphate 3505. 

operon (trp). initial transcribed region, nucleotide sequence, 
comparison-Salmonella typhimurium 5038. 

operon (trp), promoter-operatorregion, nucleotide sequence 
5039. 

operon (trp), structure/regulation-transcription termination 
T9535. 

operon (trp)Escherichia coli, operator-region trp operon, 
interaction-RNA polymerase 6167. 


plasmid-chromosome complex, role-plasmid replication 5349. 


plasmid F,me, characterization 2340. 

R factor. characterization 3520. 

ribosomal protein/RNA vaccine, immunity induction, mouse 
5781. 

RNA polymerase, f-subunit mutation, effect on transcription 
2093. 

tRNA precursor processing defective mutant 5561. 

tRNA 5S, carbon-13-labelled uracil, NMR 4839. 

strain supK, tRNA methylase, substrate identification 3759. 

transduction-phage P22, prophage excision defect 6109. 


2-bromo-2-chloro-1,1-difluoroethane, mutagenesis 5865. 

Salmonella wien, 

plasmid F,me, characterization 2340. 

Salt, 

concentration, effect on DNA/RNA/protein content, 
Lycopersicon esculentum 364. 

effect on ribosomal protein phosphorylation, rat liver 2227. 

Saprolegnia diclina, 

satellite DNA, fractionation-density gradient centrifugation 
1491. 

a-Sarcin, 

inhibition-tR NA (aminoacy]) binding-ribosome 1910. 

Sarcoma, 

cell, mouse, methotrexate-resistant, dihydrofolate reductase 
gene multiplication 5197. 

human, DNA, detection-C-type virus-related gene 5819. 

Satellite DNA, 

bovine, restriction endonuclease mapping 3555. 

Chironomus melanotus , co-replication-mainband DNA 
during polytenization 3927. 

chromosome Y, localization-male-specific DNA fragment 
4465. 

circular, Chlamydomonas reinhardtii 1548. 

conservation/chromosome localization, whale 2735. 

content, mouse liver nucleus restriction endonuclease EcoRI- 
digested chromatin 4061. 

denaturation during chromatography-mouse chromatin 969. 

Drosophila melanogaster , analysis, use-restriction 
endonuclease MbollI 1552. 

Drosophila nasutoides /Pagurus pollicaris , first-neighbour 
frequency, circular dichroism 3548. 

fate, human chromosome translocation 13-14 2898. 

function, role-heterochromatin, Drosophila melanogaster 
2888. \ 


human, complementary sequence distribution, chimpanzee/ 
gorilla/orang utan chromosome 450. 

L cell chromatin, accessibility-Escherichia coli RNA 
polymerase 2094. 

Linum usitatissimum /Cucumis sativus , analysis 1567. 

localization, Tropaeolum majus 3934. 

mouse, binding-microtubule-associated protein, hog brain 
5362. 

organization, mouse primary/sarcoma/L-cell chromosome 
1212. 

Pagurus pollicaris , nucleotide sequence 2361. 

relationship-phosphorylated histone H1, Drosophila virilis 
2883. 

review 2919. 

Saprolegnia diclina , fractionation-density gradient 
centrifugation 1491. 

sequence, Dipodomys ordii , comparison-Cavia porcellus / 
Thomomys bottae /Ammospermophilus leucurus 971. 

sequence, localization Peromyscus eremicus metaphase 
chromosome 1782. 

underreplication/localization, Drosophila melanogaster 1485. 

Satellite RNA, 

cucumber mosaic virus, replication/survival, in vivo 4869. 

Satellite tobacco necrosis virus, 

RNA, characterization/molecular weight determination 806. 

RNA, translation, inhibition-GMP (7-methy]), effect of 
potassium concentration 1466. 

RNA, X-ray diffraction 3916. 

mRNA translation, inhibition-GT P(7-methyl), cap analogue 
4724. 

Scenedesmus acutus, 

sulphur-containing nucleotide-peptide complex, isolation/ 
activity 1852. 

Scenedesmus obliquus, 

purification-iRNA Met 1872. 


tRNA, properties 1880. 

uptake/fate-bacterial DNA 1646. 

Schistosoma mansoni, 

adenine nucleotide/guanine nucleotide synthesis, inhibition- 
adenosine(7-deaza)/adenosine(N°-phenyl) 679. 

Schizophyllum commune, 

DNA replication during meiosis 5076. 

Schizosaccharomyces pombe, 

cycloheximide resistant, ribosomal protein characterization 
1901, 

poly (A)-containing mRNA biosynthesis regulation 3067. 

tRNA Phe, nucleotide sequence 2991. 

Sciara coprophila, 

heterochromatin, localization-rRNA gene 1768. 

Scrapie, 

infection, mouse, effect on poly (A)-containing RNA 
metabolism 4322. 

Sea urchin, 

chromatin, nucleosome-like structure, nascent DNA 5340. 

deoxyribonucleoprotein, structure/template activity 6258. 

egg, messenger ribonucleoprotein, characterization 4602. 

egg, messenger ribonucleoprotein, template activity 4365. 

egg/embryo, cytoplasmic poly (A) polymerase content 3749. 

egg/embryo, localization-histone mRNA 5656. 

embryo, chromatin analysis during development 1206. 

embryo, DNase (ATP-dependent), DNA relaxing activity 
3260. 

embryo, mitochondrial RNA biosynthesis during cleavage 
2636. 

embryo, polyribosome formation 2219. 

embryo, RNA (DNA-like), fractionation-chromatography 
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Sea urchin,(continued) 
(MAK column) 785. 
embryo, RNA sequence distribution 4842. 
fertilization. chromatin, protein component 4633. 
histone. separation-ribosomal protein, electrophoresis 6249. 
maternal <?m>RNA. appearance/persistence-embryo 336. 
unfertilized egg. RNA biosynthesis 2635. 
Secale cereale, 
endonuclease, purification/characterization 4549. 


histone H1/histone H2A/histone H2B/, amino acid sequence, 


comparison-thymus 601. 


ribonucleoprotein (messenger), sedimentation properties 591. 

Seminal vesicle, 

mouse. hormonal regeneration, thymidine kinase/<5’- 
>nucleotidase activity 578. 

rat. RNA biosynthesis/DNA biosynthesis/proein 
biosynthesis, effect of 4-nitro-3- 
trifluoromethylisobutyranilide 1427. 

Semliki Forest virus, 

capsid protein association-HeLa cell ribosome 1228. 

double-stranded-RNA. detection, radioimmunoassay 1385. 

infected BHK-21 cell, RNA 26S/RNA 42S biosynthesis, 
control mechanism 3076. 

infected chick fibroblast, RNA biosynthesis, effect of 
nonstructural protein 5739. 

RNA 42S, translation product, analysis 1467. 

temperature sensitive mutant, RNA biosynthesis 834. 

Sendai virus, 

associated RNase (endo), properties 1684. 

genome RNA, 5’-terminal structure 3046. 

RNA, interaction-proflavine 3430. 

RNA biosynthesis complex, identification, Ehrlich ascites 
carcinoma nucleolus 292. 

Serine, 

effect on cytidine(deoxy)/thymidine incorporation-DNA, rat 
thymocyte 1286. 

D-Serine deaminase, 

biosynthesis, regultion 3236. 

Serratia marcescens, 

airborne, DNA biosynthesis 975. 


dextran-bound nuclease, antitumour activity 1670. 
prodigiosan, effects on DNA biosynthesis, rats, liver 453. 
Serum, 


effect on DNA biosynthesis, adrenocortical tumour cell 1583. 


schizophrenic human, effect on DNA biosynthesis, 
phytohaemagglutinin-stimulted lymphocyte 502. 

stimulation-DNA biosynthesis, rat cell culture 2783. 

stimulation-human fibroblast, effect on nuclear 
ribonucleoprotein nonhistone protein/chromatin 607. 

Sex factor, 

Streptomyces coelicolor plasmid SCP2, characterization 
4990. 

Sheep, 

duodenum, nitrogen marker, use-RNA 4359. 

liver, protein biosynthesis, measurement, use-tRNA Lys 
aminoacylation 2579. 

spermatid, nuclear protein, characterization 3650. 


thyroid gland. mRNA, molecular weight determination 1414. 


Sheep pox virus, 

DNA. acridine orange staining, sheep thyroid 353. 
Shigella flexneri, 

dysentery, mouse, effect of yeast RNA 3099. 
infection, mouse, effect of RNA 4927. 


Shigella sonnei, 

DNA, adenine (N*-methyl) content 394. 

Shigella stutzeri, 

DNA, adenine (N®&-methyl) content 394. 

Shope fibroma virus, 

effect on vesicular stomatitis virus adsorption/replication, 
rabbit kidney cell 3582. 

facilitation-vesicular stomatitis virus replication, rabbit 
kidney cell 5094. 

Sibiromycin, 

complex formation-DNA 382. 

Silena alba, 

RNA, poly(A) sequence size, dependence-isolation 
temperature 241. 

Silver, 

banding, localization-rRNA gene, Rhynchosciara hollanderi 
chromosome 6296. 

complex-DNA, circular dichroism 3867. 

cytidine/guanosine complex, NMR 2169. 

Simian foamy virus, 

reverse transcriptase, purification/properties 1141. 

Simian sarcoma-associated virus, 

protein biosynthesis, human cell 1911. 

Simian sarcoma virus, 

DNA polymerase, inhibiton-tilorone analogue 4023. 

provirus DNA, susceptibility, productively infected cell 3973. 

reverse transcriptase, binding-tRNA 4031. 

Simian virus SA12, 

DNA, characterization 937. 

Simian virus 5, 

RNA replicase complex, activity/properties 1127. 

Sindbis virus, 

genome, effect of urea, absence-subgenomic RNA, infected 
Vero cell 835. 

RNA, interaction-p-nitrophenyl-p’-guanidinobenzoate 793. 

RNA, poly (A)/poly (U) content 4826. 

RNA biosynthesis, effect of ouabain, ouabain sensitive/ 
resistant Aedes albopictus 4315. 

specified, RNA biosynthesis, regulation, role-virion core 
protein 3460. 

Sinoatrial node, 

DNA biosynthesis during cardiogenesis, mouse heart 466. 

Sister chromatid exchange, 

Chinese hamster cell, induction-Hoechst 33258 + uridine (5- 
bromodeoxy) 6290. 

CHO cell, effect of ethyl methanesulphonate/mitomycin C/ 
proflavine sulphate/ethyl nitrosourea 6289. 

CHO cell, induction-8-methyoxypsoralen + UV-irradiation 
6298. 

frequency, human lymphocyte, effect of y-irradiation 5345. 

frequency, human/pig/rabbit lymphocyte 6302. 

human, relationship-DNA repair 2137. 

human xeroderma pigmentosum cell, use-DNA damage 
indicator 2037. 

induction-mitomycin C/ethyl methanesulphonate, SV40- 
transformed hamster cell line, relationship-virus induction 
4645. 

review 5377. 

role-chromosome aberration formation 1215. 

Skeletal muscle, 

nucleus, rat, RNA polymerase A/RNA polymerase B assay 
1124. 

Small intestine, 

mouse, DNA biosynthesis, effect of-hydrocortisone 
hemisuccinate 1003. 

Smittia, 

egg, UV-irradiation-treated, RNA photoreactivation 4821. 
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Snowshoe hare virus, 

recombinant formation-La Crosse virus 1456. 

Sodium, 

effect on yeast tRNA Phe unfolding 4202. 

Sodium azide, 

stimulation-N-methyl-N-nitrosourea-induced DNA repair, 
Hordeum 4502. 

Sodium bisulphite, 

effect on Escherichia coli ribosome conformation 1360. 

interaction-phage SD DNA 365. 

Sodium butyrate, 

effect on histone acetylation, HeLa cell 5303. 

histone acetylation 4052. 

inhibition-histone deacetylation, cell culture 3652. 

treatment, HeLa cell, effect on acetylated histone H3/histone 
H4 accumulation/DNA degradation-DNase I 6238. 

Sodium chlorate, 

effect on poly (U)-adenosine interaction 3737. 

Sodium chloride, 


concentration, effect on chromatin-ethidium bromide binding, 


fluorescence 4643. 

concentration. effect on phage T2 high-molecular weight 
DNA physical properties 3525. 

effect on poly (U)-adenosine interaction 3737. 

effect on tRNA (aminoacyl) synthetase 174. 

Sodium deoxycholate, 

extraction-SV40 DNA, CV] cell, effect on superhelical 
density 5019. 

Sodium fluoride, 


effect on DNA metabolism during osteoporosis, human 6066. 


inhibition-nucleoside diphosphatase isoenzyme, onion root 
L737. 

Sodium ion, 

binding-chromatin, NMR 5344. 

effect on chromatin structure transition 2133. 

effect on DNA melting temperature 411. 

effect on repressor(lac) operator DNA interaction 1807. 

Sodium sulphate, 

effect on poly (U)-adenosine interaction 3737. 

Solanaceae, 

DNA content, effect of crown gall tumour induction 4381. 

Solanum tuberosum, 

leaf, RNase distribution, effect of freezing/thawing 2805. 


Sorex araneus, 
cell culture, DNA biosynthesis during S phase 5995. 


Southern bean mosaic virus, 
dissociation/reassembly in vitro 626. 


Sowbane mosaic virus, 
dissociation/reassembly in vitro 626. 


Soybean, 


DNA, sequence organization 4469. 


fate-Agrobacterium tumefaciens /Micrococcus lysodeikticus 
DNA 6088. 


IR-Spectroscopy, 

adenine, complex-platinum/palladium 635. 

calf thymus/leukaemia leucocyte DNA, structure, effect of 
irradiation 3883. 

copper-thiosemicarbazide complex, interaction-DNA 1513. 

determination- tRNA base-pair content 169. 

Escherichia coli ribosomal protein $4 conformation 200. 

guanine-copper complex 1258. 

poly (A-U)/poly (A)/poly (U) 4730. 

pyrmidine (2-halogen) 1261. 

pyrimidine(2-hydrazino-4-hydroxy-6-methyl) complex- 


copper/cobalt/zinc/nickel 52. 
UV-Spectroscopy, 
copper-thiosemicarbazide complex, interaction-DNA 1513. 
cytosine/cytosine (5-aza)/cytosine (6-aza) 3338. 
poly (A), effect of pH 5548. 
uracil (5-halo) 4689. 
Spermatid, 
mouse, y-irradiation mutagenicity, effect of DNA 3978. 
Spermatocyte, 
mouse, y-irradiation mutagenicity, effect of DNA 3978. 
Odontophrynus americanus , chromatin structure 4625. 
rat testis, RNA biosynthesis in vitro 282. 
Spermatozoa, 
bovine, RNA biosynthesis 314. 
DNA repair, methyl methane sulphonate-treated rabbit 6030. 
ram, mitochondrial DNA, characterization 4462. 
Spermidine, 
binding-protonated tRNA 4742. 
effect on Escherichia coli RNA polymerase 2453. 
induced condensation, phage T7 DNA, electron microscopy 
382. 
induction-A-form-B-form transition, DNA 4419. 
interaction-DNA, conformation 3889. 
interaction-DNA, effect on conformation-solution 3513. 
Spermine, 
binding-protonated tRNA 4742. 
binding-yeast tRNA Phe, X-ray diffraction 2567. 
effect on Escherichia coli RNA polymerase 2453. 
effect on rabbit globin’ m RNA translation, cell-free 
system 193. 
induction-A-form-B-form transition, DNA 4419. 
stimulation-bovine submaxillary gland RNase 2436. 
Sphaeroplast, 
Saccharomyces cerevisiae , DNA biosynthesis 978. 
Spilogale putorius, 
occurrence-retrovirus DNA sequence 4930. 
Spinacea oleracea, 
DNA, characterization 2367. 


chloroplast DNA, rRNA gene mapping 5071. 

plastid, rRNA, molecular weight determination 3061. 

Spirodela oligorrhiza, 

alkaline phosphatase/R Nase activity, effect of phosphate 
deficiency 529. 


plastid, mRNA biosynthesis during greening, effect of light 
4345. 

Spirogyra, 

chromatin, nonhistone protein characterization 4057. 

Spleen, 

cell, mouse, antitumour antibody synthesis, induction- 
immune RNA 3641. 

cell, parvovirus (bovine)-infected, DNA polymerase activity 
5256. 

colony-forming cell, effect of poly (I-C), mouse 2193. 

mammalian, RNA extraction 5667. 

mouse, DNA biosynthesis, effect of-hydrocortisone 
hemisuccinate 1003. 

mouse, immunized, accumulation-immunoglobulin mRNA 
2659. 

mouse, nuclear RNA biosynthesis during immune response 
1448. 

rat, DNA biosynthesis/RNA biosynthesis, circadian rhythm 
464. 

rat, DNA biosynthesis/RNA biosynthesis, effect of y- 
irradiation 1595. 

rat, DNA content during hypoxia adaptation 358. 

rat, DNA polymerase activity, effect of irradiation/ 
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Spleen,(continued) 
exogenous DNA 1715. 

rat, DNA/RNA metabolism, regulation-corticosteroid during 
mechanical trauma 838. 

Spleen focus-forming virus, 

genome RNA, sequence analysis 5682. 

Spleen necrosis virus, 

DNA, integration site, infected chicken cell DNA 6111. 

Spodoptera, 

nuclear polyhedrosis virus, characterization DNA 445. 

Spodoptera frugiperda, 

cell culture, replication-nuclear polyhedrosis virus, effect of 
cytosine arabinoside 119. 


cell line, nuclear polyhedrosis virus replication, DNA 
characterization 5916. 

Spring viraemia of carp virus, 

RNA replicase, characterization 4574. 

Sputum, 

DNA content, relationship-bronchopulmonary infection 359. 

Squamous cell, 

metaplastic/neoplastic, nuclear DNA content 5820. 

Squirrel monkey retrovirus, 

provirus sequence, content, primate DNA 5065. 

Staphylococcal nuclease, 

action mechanism 541. 

antibody, mouse, gene mapping 5964. 

Staphylococcus, 

DNA homology 3172. 

identification, use-DNase activity 5228. 

Staphylococcus aureus, . 

DNase, antibody, detection method 3644. 

nuclease, assay 5205. 

nuclease B, characterization 1671. 


phage 52HJD-infected, DNA replication 992. 


plasmid DNA, isolation 5831. 

plasmid pSN 1, restriction endonuclease cleavage map 4427. 

plasmid pS194/pC 194, characterization 5893. 

protein A, stimulation-DNA biosynthesis, human B/T- 
lymphocyte 5148. 

purine/pyrimidine pool formation, inhibition-heliomycin 
4692. 

restriction endonuclease, DNA site-specific, isolation/ 
characterization 6154. 

ribosome, stability, association-magnesium ion 3771. 

RNase/ATPase/phosphatase activity, effect of histone 3295. 

temperature-sensitive mutant, DNA/plasmid replication/cell 
division 5189. 

tetracycline-resistance plasmid, temperature-sensitive 
replication 5123. 

Starvation, 

effect on DNA biosynthesis/DNA content, Tetrahymena 
pyriformis 2045. 

effect on protein biosynthesis, rat stomach mucosa ribosome, 
cell-free system 2226. 

Stenodus, 

DNA structure, comparison-Leucichthys /Coregonus / 
Prosopium / 5059. 

Steroid, 

binding protein. rat prostate gland, synthesis, wheat germ / 
Xenopus 3004. 

Stichococcus bacillaris, 

sulphur-containing nucleotide-peptide complex, isolation/ 
activity 1852. 


Streptococcus, 

DNA, base composition 2355. 

lysis, isolation-plasmid DNA 4943. 

Streptococcus faecalis, 

DNA/RNA biosynthesis, effect of cerulenin 3951. 

plasmid, chromosome determinant transfer 5173. 

plasmid £, transfer 6096: 

protein biosynthesis, inhibition-ochratoxin A 4219. 

Streptococcus faecium, 

DNA accumulation during cell cycle 6075. 

Streptococcus mutans, 

plasmid DNA, characterization 5887. 

Streptococcus pneumoniae, 

binding/uptake-DNA, role-endonuclease 1645. 

DNA damage during thymineless death 1543. 

DNA-membrane fraction, DNA polymerase activity, 
stimulation-glycolipid 6194. 

DNA recombination, inhibition-daunomycin 1658. 

hex enzyme activity, effect of homologous/heterologous 
DNA 1743. 

transfection-phage Dp-4 DNA 3983. 

transformation, heterologous DNA 1657. 

Streptococcus pyogenes, 

lincocmycin zonal resistance, role-DNA 5156. 

phage A25 replication, interference mechanism 5088. 

Streptococcus sanguis, 

bound transforming DNA, fate 2796, 2797. 

lysate factor, inactivation-heterospecific transforming DNA 
4524. 

plasmid, erythromycin/lincomycin/vernamycin Ba 
resistance, characterization 3905. 

transformation, integration-DNA 1655. 

Streptolydigin, 

resistance, Bacillus subtilis , role-RNA polymerase f'- 
subunit 6168. 

Streptolysin O, 

effect on nucleoside transport, HeLa cell 5502. 

Streptomyces, 

DNA, isolation method 3498. 

Streptomyces albus, 

restriction endonuclease, analysis-adenovirus (human) 6 
DNA 2721. 

Streptomyces albus G, 

endonuclease, purification/characterization 4547. 

Streptomyces aureofaciens, 

isolation/characterization-DNA 2313. 

Streptomyces coelicolor, 

DNA, genome size, determination 4452. 

plasmid SCP2 sex factor, characterization 4990. 

Streptomyces erythreus, 

tRNA 23S methylation, relationship-erythromycin resistance 
4840. 

Streptomyces granaticolor, 

RNA biosynthesis/DNA biosynthesis/protein biosynthesis, 
during spore germination 976. 

Streptomyces griseus, 

guanosine tetraphosphate/pentaphosphate content 4725. 

Streptomyces lysosuperficus, 

tunicamycin, nucleoside antibiotic, structure 2945. 

Streptomycin, 

effect on Escherichia coli ribosome conformation 5632. 

interaction-ribosome, effect on messenger misreading 3400. 

use-ribonucleoprotein(messenger) separation, Acheta 
domesticus accessory gland/chick embryo tissue 595. 

Streptoval C, 

inhibition-deoxynucleotidyltransferase (terminal), human 
leukocyte, leukaemia/normal 6203. 
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Streptovarone, 

inhibition-deoxynucleotidyltransferase (terminal), human 
leukocyte, leukaemia/normal 6203. 

Stringent factor, 

Escherichia coli , activationtRNA, requirement-3'-terminal 
purine 3758. 

Strongylocentrotus droebachiensis, 

DNA nonrepetitive sequence, evolution 2730. 

DNA repetitive sequence, evolution 1549. 

Strongylocentrotus franciscanus, 

DNA nonrepetitive sequence, evolution 2730. 

DNA repetitive sequence, evolution 1549. 

Strongylocentrotus intermedius, : 

protein kinase, histone H! phosphorylation site 2125. 

Strongylocentrotus purpuratus, 

development, histone gene transcription 4855. 

development, histone H2a/H2b mRNA biosynthesis 4856. 

DNA nonrepetitive sequence, evolution 2730. 

DNA repetitive sequence, evolution 1549. 


egg, DNA biosynthesis, effect of pH 1037. 


histone gene, repetitive, length/sequence heterogeneity 5058. 


histone gene transcript, characterization 5709. 
RNA biosynthesis rate during development 819. 


tubulin mRNA translation, deciliation, effects on 312. 

Stylonychia mytilus, 

chromatin, template activity 3670. 

homologous RNA translation 3853. 

nucleus, ribonucleoprotein 5299. 

Subacute sclerosing panencephalitis, 

membrane protein mRNA, comparison-measles virus 5688. 

Submandibular gland, 

mouse, epidermal growth factor/amylase secretion, 
stimulation-cytidine (cyclo) 1844. 

Submaxillary gland, 

bovine, RNase, purification/stimulation-spermine 2436. 

Succinic acid, 


effect on ribosome activity/structure, Escherichia coli 2223. 


Sulphuric acid, 

use-RNA isolation, rat liver/kidney/testis 4270. 

Sulphury! chloride, 

use-adenosine transformation-adenosine(cyclo) 664. 

Sunhemp mosaic virus, 

mixed infection-tobacco mosaic virus, coat protein mRNA 
characterization, Nicotiana glutinosa 2658. 

Suppressor, 

tRNA Trp, codon specificity, Escherichia coli 1881. 

Suppressor (SUP4-o0), 

tyrosine-insertion, identification, yeast 1662. 

Sv40, 
‘m -RNA biosynthesis, hypothesis, review 17. 
m -RNA maturation mechanism 291. 

m= RNA 16S/- m RNA 19S, cap structure 256. 

adenovirus (human) 2 hybrid, characterization/DNA 
sequence analysis 3534. 

T-antigen, stimulation-RNA biosynthesis, rat liver isolated 
nucleolus 5766. 

T-antigen, synthesis/properties, cell-free system 2575. 

chromatin, interaction-antigen T 2887. 

chromatin structure 6261. 

chromatin structure, comparison-Escherichia coli /Ehrlich 
ascites cell 6275. 

cloned substituted, DNA, restriction endonuclease cleavage 
mapping 5918. 


closed circular/superhelical DNA, interaction-histone H1 
4612. 

defective genome, DNA sequence 5017. 

deletion mutant, DNA, physical properties/genetic analysis 
2717. 

DNA, accumulation during replication 3938. 

DNA, T-antigen carboxyl terminal coding region, nucleotide 
sequence 4445, 

DNA, binding/transcription-Escherichia coli RNA 
polymerase 1705. 

DNA, circular dimer, structure/formation 2716. 

DNA, effect on Xenopus laevis oocyte extract 3593. 

DNA, interaction-DNA-unwinding protein 1797. 

DNA, modification-benzo(a)pyrene metabolite 2318. 

DNA, modification-N-cyclohexyl-N'-B-(4- 
methylmorpholinium) ethylca, effect on in vitro transcription 
1984. 

DNA, nucleotide sequence 3535, 5029. 

DNA, oncogenicity-Syrian golden hamster 1055. 

DNA, properties, review 4664. 

DNA, restriction endonuclease EcoRII-F/EcoRII-H 
fragment, nucleotide sequence 5921. 

DNA, restriction endonuclease fragment Hind-F-Eco RI, 
nucleotide sequence 4444. 

DNA, restriction endonuclease Hind-G fragment, nucleotide 
sequence 4447. 

DNA, restriction endonuclease HinDII/HinDIII-G fragment, 
nucleotide sequence 5922. 

DNA, restriction fragment preparation, agarose gel 
electrophoresis 3126. 

DNA, superhelical density, effect of sodium deoxycholate 
extraction, CV1 cell 5019. 

DNA, T antigen-related protein binding site 2347. 

DNA, transcription-BSC-1 cell 294. 

DNA, transcription-transformed 3T3 cell 841. 

DNA, transcription-translation, Xenopus laevis oocyte 1653. 

DNA biosynthesis, association mutation frequency 475. 

DNA cleavage, Thermus aquaticus restriction endonuclease 
Taq I 3910. 

DNA fragment containing monkey cell, rescue-infectious 
virus 3603. 

DNA-histone complex, characterization, use-4,5',8- 
trimethylpsoralen 5311. 

DNA replication, effect of adenovirus (human) 2 6003. 

DNA replication, Okazaki fragment growth direction, during 
5980. 

DNA replication, transformed hamster kidney cell, induction- 
y-irradiation/mitomycin C 6019. 

DNA replication origin, nucleotide sequence, comparison- 
polyoma virus 2350. 

DNA transcription/replication, template activity, monkey 
cells 3462. 

early, transcription complex, characterization 2634. 

early gene, organization/expression 2419. 

gene (A) product, role-DNA biosynthesis regulation, 
transformed hamster cell 6014. 

genome, localization- mRNA 16S 5'-terminal/coding region 
2352" 

genome DNA, structure 3915. 

host-substituted DNA, transcription, monkey kidney cell 
1423. 

induction, transformed hamster kidney cell, effect of caffeine 
5108. 

infected monkey cell, viral <?m>RNA translation, inhibition- 
interferon 189. 

infected monkey kidney cell, DNA-protein complex, 
characterization 624. 
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SV40,(continued) 

infection. BSC-1, histone biosynthesis during 1758. 

infection, effect on tritium labelled uridine incorporation- 
RNA, CVI cell 128. 

late mRNA, structure. electron microscopy 3800. 

late mRNA 5/-terminal. complementary DNA nucleotide 
sequence 5026. 

mutagenesis. DNA base substitution 4532. 

nascent DNA, distribution-5’-terminal oligonucleotide 2349. 

nicked DNA. polyethylene glycol condensed. ligation 3151. 

non-mRNA RNA sequence, biosynthesis/degradation 5983. 

nucleoprotein complex, interaction-rat liver DNA unwinding 
protein 3646. 

nucleoprotein complex, transcription in vitro 1791. 

nucleoprotein core, model 1172. 

Okazaki fragment biosynthesis, during DNA replication, 
asymmetry 1034. 

oligomeric DNA. biological properties. infection/ 
transformation 6080. 

protein VP2/protein VP3 gene. nucleotide sequence 5027. 

replicating DNA. association-histone 1756. 

replicating DNA. identification-RNA-DNA covalent linkage 
2017. 

replicating nucleoprotein complex, associated DNA 
polymerase a, characterization 4577. 

replication. monkey kidney cell. effect of uridine (S-iodo-2’- 
deoxy) pretreatment 1848. 

restriction. Escherichia coli B restriction endonuclease 
recognition site DNA 5900. 

restriction endonuclease Hind-D fragment, nucleotide 
sequence 4441. 

restriction endonuclease Hind-K fragment, nucleotide 
sequence 5023. 

RNA, psoralen derivative photochemical cross-linking- 
double-stranded DNA template 4272. 

mRNA, 5'-terminal localization 5677. 

mRNA 16S structure 4828. 

specific mRNA, 5’-terminal capped structure 
characterization 3435. 

spliced early MRNA, mapping 3048. 

temperature-sensitive mutant recombination, DNA, 
restriction endonuclease mapping 1652. 

transformed 3 T3 cell, DNA chain elongation regulation 
478. 

transformed BALB/c 3T3 cell, DNA replication site 1565. 

transformed cell, RNA transcription 5741. 


transformed GMK cell/infected CV-1 cell, ribosomal protein, 


characterization 4226. 

transformed hamster cell line, relationship-mitomycin C/ 
ethyl methanesulphonate induction-virus/sister chromatid 
exchange 4645. 

transformed nonproducer cell, occurrence-free virus DNA 
5805. 

transformed 3T3 cell, ribosome activity, protein biosynthesis 
cell-free system 1351. 

tumour antigen gene. nucleotide sequence 5024. 

variant. DNA, comparison 3167. 

variant, DNA replication origin-containing, construction 
3984. 

Synechococcus, 

ribonucleoside diphosphate reductase, distribution 3638. 

Syrian hamster, 

melanoma cell. uridine(S-bromodeoxy) suppression- 
pigmentation, effect of cytidine(deoxy) 681. 

mitochondrial tRNA (leucyl)/tRNA (methionyl), molecular 
weight 3374. 

oncogenicity-SV40 DNA 1055. 


tRNA Leu/tRNA Met. guanosine (7-methyl) content 2992. 

Systemic lupus erythematosus, 

anti DNA/RNA antibody biosynthesis, role-T lymphocyte 
suppressor cell. human 3285. 

anti-ribosome autoantibody incidence. man 588. 

DNA antibody. antigenic determinant size-DNA. 
comparison-rabbit antibody 592. 

DNA antibody, avidity/valency. human 2480. 

DNA antibody detection, use-diagnosis 6232. 

human, DNA antibody. effect on RNA biosynthesis 2656. 

role-DNA antibody, review 1239. 


T-even phage, 

Escherichia coli , chromosome replication 6299. 

Tacaribe virus, 

RNA, characterization 3799. 

Taenia crassiceps, 

mRNA, translation, cell-free system 311. 

Tamiami virus, 

RNA, characterization 3799. 

Terbium ion, 

fluorescence, DNA/RNA solution 787. 

Terrapena carolina, 

rRNA 5S, nucleotide sequence 1411. 

Testis, 

bovine, histone characterization 1759. 

Carcinus maenas ,tRNA methylation, inhibition-androgenic 
gland extract 721. 

mammalian, sperm histone, phosphorylation during 
spermiogenesis 4618. 

rat, histone analysis during postnatal development 4607. 

Testosterone, 

effect on RNA biosynthesis, Pseudomonas testosteroni 1424. 

regulation-mRNA biosynthesis, rat ventral prostate 4328. 

Tetachloropalladate, 

adenosine/adenosylcobalamin complex, spectroscopy 2168. 

Tetraalkylammonium bromide, 

effect on DNA melting point 2327. 

Tetracycline, 

interaction-Escherichia coli ribosome 214. 

resistance, determinant, gene organization 4992. 

resistance, Haemophilus parainfluenzae , plasmid R 
mediated transfer 1650. 

12-O-Tetradecanoyl-phorbol-13-acetate, 

effect on DNA biosynthesis, mouse skin 2777. 

induced, DNA biosynthesis, effect of fluocinolone acetonide, 
mouse epidermis 1038. 

inhibition-DNA biosynthesis during mixed lymphocyte 
response 2406. 

stimulation-histone biosynthesis, mouse epidermis 1761. . 


Tetrahymena, 
G1 phase, relationship-DNA content 977. 


protein/ DNA/RNA biosynthesis, effect of cycloheximide 
4776. 


Tetrahymena pyriformis, 

chromatin repeat unit analysis 1770. 

DNA biosynthesis/DNA content, effect of starvation 2045. 

DNA replication/function during synchronous growth 2019. 

DNA/RNA/protein content during synchronous growth 
3584. 

endonuclease, properties 2429. 

genome, distribution-repetitive DNA sequence 5947. 

induction-TMP synthetase 1747. 

macronucleus, DNA, characterization 5948. 
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Tetrahymena pyriformis, (continued) 

macronucleus, DNA replication 5985. 

macronucleus. preparation-rRNA gene-containing chromatin 
4637. 

macronucleus, rRNA gene-containing chromatin. histone 
composition 4638. 

mitochondria, absence-symmetrical RNA transcription 3065. 


mitochondrial DNA, alkali stability 448. 
nucleoside phosphorylase activity during cell cycle 1733. 
occurrence-rRNA gene 1075. 


replicative intermediate DNA, maturation, effect of 
cycloheximide 4506. 


ribosomal protein, effect of protein starvation 202. 


ribosomal protein, phosphorylation 2225. 
ribosome activity, effect of acetone treatment 3022. 


2rRNA biosynthesis, effect of uridine(S-bromodeoxy) 301. 

RNA biosynthesis during preconjugation 278. 

rRNA biosynthesis/processing/translocation, effect of 
puromycin 300. 


RNA biosynthesis/protein biosynthesis, effect of actinomycin 
D 2651. 

tRNA biosynthesis regulation 4308. 

rRNA gene, replication 1574. 

rRNA gene, terminal nucleotide sequence 3922. 

rRNA maturation 5728. 

rRNA 5S/tRNA gene, characterization 3924. 

RNase activity. effect of heat shock 5214. 

temperature-sensitive mutant, RNA/protein biosynthesis 
221: 

tRNA(aminoacy]) synthetase activity, regulation-growth- 
dependent factor 735. 

uracil phosphoribosyltransferase, purification/ 
characterization 2861. 

Tetrakis (acetoxymercuri)methane, 

labelling-Escherichia coli tRNA Val, guanosine (6-thio)/ 
uridine (4-thio) sulphur 3369. 

Tetraphenyl pyrophosphate, 

interaction-poly(U) 704. 

Tetrazole, 

nucleoside, antiviral activity, absence, association- 
conformation 2946. 

Thalassaemia, 

human, B-globin mRNA characterization 5714, 5715. 

B-Thalassaemia, 

human. stability-a-globin/B-globin mRNA 237. 

role-globin mRNA biosynthesis/structure 5770. 

transcription defect 861. 

Theaflavin, 

inhibition-tobacco mosaic virus replication 305. 

Theophylline, 

control-adenosine stimulation-AMP (cyclic), mouse 
neuroblastoma 2172. 

inhibition-protein biosynthesis, Xenopus laevis oocyte 3002. 

Thermoactinomyces vulgaris, 

DNA, incorporation-exogenous thymidine 1846. 

Thermoplasma acidophilum, 

restriction endonuclease Tha I, isolation/characterization 
5232. 


Thermus, 

genus, DNA, base composition 3171. 

Thermus aquaticus, 

restriction endonuclease Tag I, cleavage-SV40 DNA 3910. 

Thermus flavus, 

DNA, isolation/characterization 4453. 

Thermus thermophilus, 

DNA, isolation/characterization 4453. 

tRNA fMet, nucleotide sequence 171. 

Thermus thermophilus HB8, 

elongation factor Tu, structure, comparison-Escherichia coli 
1913. 

Thielaviopsis basicola, 

virus-like particle, occurrence-double-stranded RNA 1917. 

Thioacetamide, 

effect on polyribosome/protein biosynthesis, rat liver 4794. 

effect on rat liver RNA polymerase I/RNA polymerase II 
activity 1118. 

effect on mRNA activity, rat liver 5794. 

stimulation ribosomal protein phosphorylation, liver 5620. 

treated, rat liver, regulation-precursor rRNA biosynthesis 
823. 

Thiol, 

reaction-pyrimidine (5-mercuri) nucleotide 4160. 

role-pyrimidine (dichloro) antiviral activity 2157. 

Thiony! chloride, 

use-adenosine transformation-adenosine(cyclo) 664. 

Thiophosphory! chloride, 

reaction-adenosine (3'-amino-3'-deoxy) 5450. 

Thiosemicarbazide, 

copper complex, interaction-DNA, IR-spectroscopy/UV- 
spectroscopy 1513. 

Thiosemicarbazone, 

metal complex, inhibition-Rous sarcoma virus reverse 
transcriptase 5277. 

Thosea asigna, 

RNA virus, isolation/characterization 4835. 

Thrombin, 

stimulation-DNA biosynthesis, human fibroblast 503, 4517. 

Thromboxane B2, 

effect on DNA biosynthesis/RNA biosynthesis, fibroblast 
482. 

Thymidine, 

(ribo)-formation + thymine, rat tissue/Ehrlich ascites cell 
1847. 

amino analogue, synthesis/antiviral agent 5456. 

aqueous solution, y-irradiation, product identification 5457. 

association-purine(<2->amino) 28. 

carbocyclic analogue, synthesis/biological activity 4140. 

derivative, inhibition-Escherichia coli thymidine kinase 2853. 

dielectric studies 1283. 

exogenous, incorporation-Thermoactinomyces vulgaris 
DNA 1846. 

incorporation, effect of uridine (deoxy)/cytidine (deoxy), 
monolayer/suspension cell culture 2951. 

incorporation, rat/mouse liver DNA, inhibition-chloroquine/ 
primaquine/ethidium 3575. 

incorporation, Trypanosoma brucei , inhibition- 
methylglyoxal bis(guanylhydrazone) 2758. 

incorporation-rat thymocyte DNA, effect of serine 1286. 

labelling index, human cervix cancer 1033. 

metabolism, rat cerebellum, during development, effect of 
thyroidectomy 1002. 

metabolism, use-DNA biosynthesis measurement 2372. 

photochemical-oxidation 3723. 

rescue, following methotrexate treatment, human 2950. 

synchronization-mouse lymphoma cell culture, comparison- 
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Thymidine,(continued) 
hydroxyurea 683. 

toxicity-human/mouse tumour cell 1288. 

transport, rat hepatocyte 5506. 

transport kinetics, Ehrlich ascites cell, effect of X-irradiation 
2542. 

tritiated, distribution-mother foetus system, rat 5510. 

tritiated, effect on leukaemia lymphoblast 5508. 

tritiated. effect on lymphocyte 4145. 

tritiated, effect on mouse embryo 5509. 

tritiated, tritium incorporation-mouse, comparison-tritiated 
water/uridine 4713. 

tritiated, uptake, Morris hepatoma, inhibition-normal rat liver 
extract 1845. 

tritium-labelled, determination, method 141. 

tritium-labelled, uptake-pemphigus vulgaris epithelium cell 
PALE ; 

uptake, human malignant melanoma cell line, inhibition- 
normal stimulated lymphocyte 3351. 

Thymidine (2,2'-Anhydrodihydro-5-Aza), 

synthesis 4135. 

Thymidine (6-Aza), 

conformation 2532. 

X-ray diffraction 5471. 

Thymidine (deoxy), 

analogues, inhibition-herpes simplex virus replication 682. 

incorporation, colony forming cell, effect of methotrexate/ 
aminopterin 4149. 

Thymidine (5,6-Dihydro-5-Aza), 

antiviral agent, activity-herpes simplex virus/vaccinia virus/ 
varicella-zoster virus 3350. 

Thymidine (O?-Ethyl), 

stability, effect of pH 2944. 

Thymidine (O*-Ethyl), 

stability, effect of pH 2944. 

Thymidine (5-Hydroxy-5,6-Dihydro), 

X-ray diffraction 5470. 

Thymidine (ribo), 

lacking, wheat germ tRNA, islation/characterization 4752. 

tRNA Val base, NMR 1841. 

role, mammalian tRNA Phe 122. 

Thymidine (trifluoro), 

antiviral agent, herpes simplex virus 5484. 

treatment-herpes simplex virus eye infection 4143. 

treatment-herpes simplex virus keratitis, human 4706. 

Thymidine(hydroxydihydro), 

synthesis/structure 93. 

Thymidine kinase, 

activity, effect of hormonal regeneration-mouse seminal 
vesicle 578. 

activity, normal/tumour-bearing chicken thymus 2104. 

activity, rat brain, effect of thyroid deficiency during 
development 6064. 

activity, rat colon epithelial cell 5078. 

activity, relationship-mitochondrial DNA biosynthesis, 
during regeneration, rat liver 1040. 

activity during rat brain development, effect of undernutrition 
2118. 

assay, herpes simplex virus 1, use-iodine-125 labelled 
cytidine(deoxy) 1156. 

Escherichia coli , inhibition-thymidine derivative 2853. 

gene, herpes simplex virus, transfer-mouse cell 3986. 

gene, Herpes simplex virus, transfer-mouse cell 3987. 

gene transfer in vitro, herpes simplex virus 6117. 

herpes simplex virus-specific, mRNA, characterization 5679. 

herpes simplex virus 1/herpes simplex virus 2, selective 
inhibition-thymidine (deoxy) analogue 5505. 
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human lymphocyte, induction-phytohaemagglutinin 577. 

induction, regenerating rat liver, effect of methyl 
methanesulphonate/dimethylnitrosamine 5116. 

marker-oncornavirus/cytomegalovirus/SV40 transformation/ 
contamination, in vitro 2847. 

phage T4, purification/characterization 2110. 

purification, chromatography (affinity), Escherichia coli 
1155. 

rat liver, characterization 576. 

mRNA biosynthesis, herpes simplex virus, regulation 5737. 

Thymidine phosphorylase, 

activity, human skin fibroblasts/rabbits kidney cell culture 
547. 

inhibition, use-DNA labelling switch 1983. 

Thymidylyl-(3'-5'-)-Thymidine, 

reactivity, DNA alkylation-N-ethyl-N-nitrosourea/N-methyl- 
N-nitrosourea/dimethy! sulphate/ethyl methanesulphonate 
4958. 

Thymine, 

binding-monovalent anion 38. 

content, chromatography (gas), use-DNA assay 4370. 

dimer, excision, nuclease activity, detection-KB cell human 
3606. 

effect of ultrasound 42. 

ethylation-triethyl phosphate 2929. 

excited singlet/triplet state 33. 

fluorescent derivative, energy transfer 2530. 

interaction-water, potential 1260. 

UV-irradiation product analysis 5426. 

metal complex, preparation 62. 

photoaddition reaction-isobutylene 4122. 

proton acceptor site detection, NMR 2529. 

substitution-uridine (5-bromodeoxy), chromatid DNA, cell 
culture 6276. 

synthesis, uracil reaction-formaldehyde + formic acid 652. 

Thymine (1-(2-Bromoethy]l)), 

complex-poly (4-vinylpyridine), interaction-nucleotide 4113. 

Thymine (5,6-Dihydro)-5-(a-Thyminy)]), 

synthesis 5547. 

Thymine (5,6-Dihydroxydihydro), 

formation, y-irradiation-treated DNA 2324. 

Thymine (6'-Fluoro-D-glucopyranosyl), 

halogen substitution 2939. 

Thymine (methyl), 

antiviral activity, Rous sarcoma virus/mumps virus/vaccinia 
virus replication, chick embryo cell 1269. 

UV-irradiation-induced dimer formation 1263. 

Thymine (O?-Methyl), 

formation, poly d(A-T) methylation-N-methyl-N-nitrosourea 
4169. 

Thymine arabinoside, 

antiviral activity, herpesvirus infection 5507. 

Thymine dimer, 

excision, following UV-irradiation, Lathyrus sativa DNA 
2395. 

excison UV-irradiation-treated human cell line, kinetics 5117. 

induction-UV -irradiation, hairless mouse skin DNA 1982. 

photoreactivation, UV- irradiation treated human 
fibroblast DNA 397. 

tole-UV irradiation induced mutagenesis, phage Sq 1495. 

Thymineless death, 

DNA damage, Streptococcus pneumoniae 1543. 

Escherichia coli K 12, role-gene(recB) product 2067. 

Thymocyte, 

DNA repair, y-irradiation-induced damage 3208. 

mouse, phytohaemagglutinin-induced DNA biosynthesis, 
effect of polymorphonuclear leukocyte protease 5149. 
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Thymocyte,(continued) 

normal/leukaemia mouse, distribution-deoxynucleotidy! 
transferase (terminal) 1730. 

rat, y- irradiation-induced nucleoprotein degradation, 
effect of cycloheximide/pyromycin 598. 

rat, DNA, incorporation-cytidine(deoxy)/thymidine, effect of 
serine 1286. 

rat, DNAse (alkaline) activity, effect of irradiation 3259. 

Thymus, 

chicken, normal/tumour-bearing, thymidine kinase activity 
2104. 

histone H1/histone H2A/histone H2B, amino acid sequence, 
comparison-iSecale cereale 601. 

mouse, <y->irradiation-induced nucleoprotein degradation, 
effect of cycloheximide/pyromycin 598. 

mouse, DNA biosynthesis, effect of-hydrocortisone 
hemisuccinate 1003. 

mouse, T-lymphocyte, occurrence-immunoglobulin light 
chain mRNA 4260. 


pig. isolation-high mobility group 14 nonhistone protein 1192. 


rat, DNA biosynthesis/RNA biosynthesis, circadian rhythm 
464. 

rat, histone, effect of y-irradiation 2878. 

rat, RNA polymerase activity, regulation-glucocorticoid 
3623. 

RNA, induction-T-lymphocyte-specific antigen, bone 
marrow lymphocyte 3484. 

Thyrocalcitonin, 

effect on DNA biosynthesis, regenerating skin 1617. 

Thyroglobin, 

mRNA, reverse transcription 1465. 

Thyroglobulin, 
m’ RNA 33S, transcription, use-avian myeloblastosis 
virus reverse transcriptase 331. 

mRNA, localization, goat goitre 2605. 

Thyroid, 

deficiency, effect on DNA biosynthesis/thymidine kinase 
activity during development, rat brain 6064. 

Thyroid gland, 

bovine, m RNA 33S, translation-thyroglobulin-like 
protein 340. 

bovine, isolation-thyroglobulin-synthesizing polyribosome 
208. 

bovine, RNA biosynthesis, role-neurotransmitter/ 
prostaglandin/glucose 4514. 

bovine, RNA isolation 2252. 

bull, content-thyroglobulin synthesizing polyribosome 5624. 

dog, AMP(cyclic) content/metabolism/structure, effect of 
poly(I-C) 161. 

human, rRNA/tRNA content, normal/tumour 1921. 

sheep, MRNA, molecular weight determination 1414. 

Thyroid hormone, 

control-growth hormone mRNA, GH1 cell 2649. 

induced regulation-polyribosome translation efficiency, Rana 
catesbeiana tadpole 5636. 

regulation-growth hormone mRNA biosynthesis, rat 837. 

Thyroidectomy, 

effect on DNA biosynthesis/thymidine metabolism, rat 
cerebellum during development 1002. 

Thyroliberin, 

complex-AMP, NMR 2956. 

Thyrotoxicosis, 

rat, nutrition/normal, RNA/DNA content, effect of 
parenteral 236. 

Thyrotropin, 

effect on free ribosome incorporation-thyroglobulin 
synthesizing polyribosome 5639. 


Thyrotropin-releasing hormone, 

regulation-prolactin/growth hormone mRNA, rat pituitary 
gland tumour cell 3470. 

Thyroxine, 

effect on DNA activity, Alytes obstetricans intestine 3233. 

effect on DNA biosynthesis/RNA biosynthesis, rat brain, 
during development 5098. 

effect on rRNA metabolism, chick embryo muscle 4324. 

treatment, DNA DNA biosynthesis, Altes obstetricans 
3202. 

Tick-borne encephalitis virus, 

infected Hep-2 cell, UV-irradiation-treated, DNA repair 3578. 

Tillina magna, 

cyst, chromatin extrusion 1205. 

Tilorone, 

analogue, inhibiton-simian sarcoma virus/human leukaemia 
lymphoblast, DNA polymerase 4023. 

Tinca tinca, 

liver/oocyte, RNA 5S, properties 273. 

TMP, 

reaction-diammine platinum(II), Raman spectra 4156. 

starvation, effect on Saccharomyces cerevisiae DNA 2550. 

TMP (5'-Amino-5'-Deoxy), 

derivative, NMR 5535. 

TMP kinase, 

activity, potato tuber slice 574. 

radiation (y) effects on activity, bone marrow, rats 536. 

dTMP kinase, 

association-herpes simplex virus-induced pyrimidine 
deoxyribonucleoside kinase, mouse cell 6212. 

purification/characterization, leukaemia (chronic myelocytic) 
375: 

TMP synthetase, 

activity during rat brain development, effect of undernutrition 
2118. 

Bacillus subtilis , characterization 4043. 

induction, Tetrahymena pyriformis 1747. 

inhibition-uridine (5-nitro-2’-deoxy)/UMP (5-nitro-2'-deoxy), 
antiviral activity 4717. 

Lactobacillus casei , kinetics 5295. 

Lactobacillus casei , sulphydry| group modification, kinetics 
3281. 

review 1248. 

role-cancer chemotherapy, review 1235. 

Tobacco, 

leaf, I, Fraction protein biosynthesis, protoplast kinetics 195. 

leaf, normal/tobacco mosaic virus-infected, RNA replicase, 
purification/characterization 6183. 

polyribosomal/nuclear RNA, sequence complexity 4849. 

protoplast, RNase content, effect of osmotic stress 1677. 

protoplasts, fate-bacterial DNA 6085. 

tobacco mosaic virus-infected, RNA distribution 1752. 

uridine (5-bromodeoxy)-tolerant tumour, incorporation- 
uridine (5-bromodeoxy) 4471. 

Tobacco mosaic virus, 

biphasic reconstitution, kinetics 3683. 

double-stranded RNA, occurrence-infected Nicotiana 4255. 

infected tobacco, RNA distribution 1752. 

infected tobacco leaf, RNA replicase, purification/ 
characterization 6183. 

infection, effect on Nicotiana tabacum protein biosynthesis 
4775. 

mixed infection-sunhemp mosaic virus, coat protein MRNA 
characterization, Nicotiana glutinosa 2658. 

protein, reconstitution-A grobacterium tumefaciens / 
Escherichia coli plasmid pBR313 DNA 4996. 

RNA, binding-protein, formaldehyde-induced 1925. 
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Tobacco mosaic virus,(continued) 

RNA. characterization, electrophoresis 5696. 

RNA. fate. Nicotiana tabacum 323. 

RNA, nucleotide sequence, comparison-strains 807. 

RNA. ORD 3051. 

RNA biosynthesis. effect of uracil (2-thio), infected Nicotiana 
tabacum 4335. 

RNA replicase activity. effect of temperature 6185. 

RNA replication/protein biosynthesis, Acetabularia 4774. 

RNA structure. comparison-cucumber virus 4, Raman 
spectra 4838. 

RNA 5/-terminal region, nucleotide sequence 3810, 3811. 

Tobacco rattle virus, 

RNA, 3’-terminal structure 2260. 

Tobacco ringspot virus, 

RNA infectivity. structure requirement 5702. 

Toluene, 

treated. human lymphocyte, protein biosynthesis 4223. 

Tomato aspermy virus, 

RNA sequence homology-cucumber mosaic virus 5701. 

Tomato black ring virus, 

RNA infectivity, structure requirement 5702. 

satellite RNA, properties 3098. 

Tortula ruralis, 

mRNA, conservation during dehydration 3106. 

Toxoplasma gondii, 

cyst. DNA/RNA content 1483. 

DNA/RNA content 2669. 


intracellular, uracil labelling 73. 

Toyocamycin, , 

effect on RNA. adenovirus-infected HeLa cell 4830. 

structure. X-ray diffraction 5467. 

Toyocamycin (2'-Deoxy), 

triphosphate, preparation, effect on ribonuclesodie 
triphosphate reductase 4595. 

Trachelonema sulcata, 

macronucleus. DNA content during development/senescence 
Sich le 

Transcription, 

activity. localization-Triturus cristatus carnifex lampbrush 
chromosome 2903. 

adenovirus (human) 5 genome, transformed rat embryo cell 
2644. 

Allium cepa root cell, effect of 2,4-dinitrophenol 4331. 

Bacillus polymyxa , relationship-polymyxin biosynthesis 
5726. 

chromatin template activity, rat mammary gland during 
development 5337. 

complex, early, SV40, characterization 2634. 

complex, visualization, mouse cell culture visualization 3669. 

coupled-translation, vaccinia virus core directed, cell-free 
system 1469. 

coupled-translation, vesicular stomatitis virus, L cell/chick 
embryo cell-free system 3486. 

defect. B-thalassaemia 861. 

effect of N- tosy! -L- lysine chloromethyl ketone, 
polyoma virus-transformed <3>T3 cell 316. 

inhibition-vesicular stomatitis virus ribonucleoprotein 
antibody 2870. 

initiation, adenovirus (human) 2-infected HeLa cell 2643. 

initiation. Escherichia coli operon (deo), regulation 3064. 

pattern. chromatin, effect of cortisone 3469. 

phage A DNA, in vitro 2274. 

phage MI3 DNA, mechanism 4850. 

polyoma virus defective genome 2752. 

reactivation, Xenopus erythrocyte, RNA biosynthesis during 


821. 

Rous sarcoma virus genome, association-RNA binding 
protein 4653. 

site, localization, CHO cell, during cell cycle 4261. 

Transfection, 

system, heterologous, phage 9X174 DNA 4529. 

Transformation, 

Bacillus subtilis , recombination intermediate, 
characterization 2722. 

gene (recA) mutant, Bacillus subtilis , restriction-like activity 
2063. 

Mycobacterium smegmatis , characterization 4533. 

Transforming DNA, 

activity, Bacillus subtilis , effect of X-irradiation 5872. 

attachment-Bacillus subtilis , binding site conformation, 
effect of temperature 3247. 

Bacillus subtilis , effect of restriction endonuclease EcoRI 
3617. 

heterospecific, inactivation-Streptococcus sanguis lysate 
factor 4524. 

Streptococcus sanguis -bound, fate 2796, 2797. 

Transition metal, 

binding-purine/pyrimidine, stereospecificity 639. 

Translation, 

control-Podospora anserina ribosomal protein 4244. 

coupled-transcription, vaccinia virus core directed, cell-free 
system 1469. 

coupled-transcription, vesicular stomatitis virus, L cell/chick 
embryo cell-free system 3486. 

error, bacterial/mammalian cell, protein identification 3385. 

fidelity, role-ribosomes, models 208. 

initiation, ribosomal subunit 40S 2204. 

initiation-initiation codon, effect of contiguous nucleotide 
5644. 

modification, during sporulation, Bacillus subtilis 747. 

rate, regulation during morphogenesis, Mucor racemosus 
4220. 

regulation-brome mosaic virus RNA genome expression, in 
vitro 4336. 

repressor, control-globin biosynthesis, rabbit reticulocyte cell- 
free system 2581. 


- review 5382. 


role-operon (lac) mRNA degradation 4368. 

Transposon, 

DNA, characterization 6102. 

Tn1, effect of plasmid RP4 incorporation Escherichia coli 
chromosome 5169. 

Transposon Tn951, 

operon (lac)-carrying, characterization, Yersinia 
enterocolitica 3160. 

Trasylol, 

inhibition-DNA biosynthesis, mouse lymphocyte 1626. 

Treponema, 

DNA, base composition 2358. 

Treponema pallidum, 

DNA, base composition 2358. 

rRNA biosynthesis 3466. 

Triatoma infestans, 

heterochromatin/euchromatin, histone cytochemistry 1197. 

Trichloroethylene, 

binding-DNA, mouse/rat liver microsome 4966. 

Trichophyton terrestre, 

DNA genome size, effect of spaceflight 3886. 

Trichoplax adhaerens, 

DNA content 1484. 

Trichoplusia ni, 

DNA repair following X-irradiation, comparison-Chinese 
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Trichoplusia ni, (continued) 
hamster 2028. 

DNA repair/survival, UV-irradiation-induced, comparison- 
Chinese hamster 2029. 

nuclear polyhedrosis virus, DNA, restriction endonuclease 
analysis 5034. ; 

nuclear polyhedrosis virus DNA, properties, comparison- 
Pseudoplusia includens /Autographa californica / 
Rachiplusia ou 1538. 

Trichosia pubescens, 

RNA biosynthesis, induction-diethyl ether/chloroform 5760. 

Trichothecene, 

inhibition-protein biosynthesis, reticulocyte cell-free system 
218. 

Triethyl phosphate, 

ethylation-uracil/thymine/cytosine/adenine/guanine 2929. 

Triethylenemelamine, 

effect on mouse/human chromosome 4646. 

Trifluoroacetic acid, 

slution, pyrimidine( 5-. nitro -1,2,3,4- tetrahydro) NMR 
49. 

Trigonella foenum graecum, 

cotyledons, ribosomes, ribonuclease activity 493. 

Triiodothyronine, 

effect on RNA polymerase IJ activity, rat liver nucleus, 
thyroidectomy 559. 

stimulation-growth hormone <?m>RNA translation, rat 
pituitary gland tumour 343. 

stimulation-poly(A)-containing nuclear RNA/mRNA 
biosynthesis, rat liver 3838. 

stimulation-protein biosynthesis, hypertrophied rat heart cell- 
free system 3406. 

stimulation-RNA biosynthesis, rat liver nucleus 2287. 

2,4,6-Triisopropylbenzenesulphony| chloride, 

interaction-poly(U) 704. 


4,5',8-Trimethylpsoralen, 

polydeoxyribonucleotide photochemical-uridine (5- 
bromodeoxy)/8-methoxypsoralen, interaction-role 5517. 

use-SV40 DNA-histone complex characterization 5311. 


Trinucleoside diphosphate, 

synthesis 148, 689. 

Trinucleotide, 

joining, catalysis-phage T4 RNA ligase 4042. 

synthesis, use-guanyl-specific RNase 164. 

synthesis/purification 5539. 

Triose reductone, 

interaction-purine/pyrimidine/nucleoside/nucleotide 4114. 

Tripeptide, 

interaction-poly (AU) 4181. 

Triphenylphosphane, 

diethyl azidocarboxylate system, modification nucleoside 
3717. 

_ Tripneustes gratilla, 

RNA (heterogeneous nuclear) sequence, comparison-blastula/ 
pluteus 265. 

Triticum, 

alien DNA, detection 4937. 

DNA, incorporation-cytosine (5-methyl) 2928. 

DNA structure, effect of hardening/freezing 5975. 

ontogenesis, DNA biosynthesis/RNA biosynthesis 469. 

tRNA, extraction, use-Sepharose 4B chromatography 4192. 

RNA/protein content, effect of zinc 1453. 

Triticum aestivum, 

chloroplast, incorporation-polynucleotide 710. 

DNA repetitive nucleotide sequence 5973. 


DNA/RNA content, effect of piperazine/pibobromane 3862. 

embryo, RNA biosynthesis regulation during early 
germination 3228. 

embryos, mRNA, characterization 257. 


endosperm, protein accumulation/RNA content/kinetics 754. 

Triticum vulgare, 

leaf, RNase, quaternary structure/activity, effect of 
desiccation/rehydration 6136. 

Tritium, 

decay, effect on DNA, Chinese hamster cell 5869. 

distribution, mouse chromatin 1765. 

incorporation, mouse, comparison-tritiated water/uridine/ 
thymidine 4713. 

incorporation-nucleoside, aqueous solution 4139. 

Triturus alpestris, 

chromatin, nucleosome frequency, relationship- 
transcriptional activity, electron microscopy 4065. 

Triturus cristatus, 

chromatin, nucleosome frequency, relationship- 
transcriptional activity, electron microscopy 4065. 

Triturus cristatus carnifex, 

chromosome, DNA arrangement/transcription 452. 


lampbrush chromosome, localization-transcription activity 
2903. 

Triturus pyrrhogaster, 

embryos, histone content during development 3656. 

Triturus viridescens, 

chromosome, DNA arrangement 1562. 

Triturus vulgaris, 

DNA denaturation profile, during development 1554. 

Triturus vulgaris meridionalis, 

chromosome, rRNA gene localization 453. 

Tritylphosphonodichloride, 

interaction-uridine 672. 

Tropaeolum majus, 

DNA characterization/satellite DNA localization 3934. 

Tropomyosin, 

interaction-DNA 4950. 

Troponin, 

interaction-DNA 4950. 

Trout, 

testis, chromatin, modified histone content 1195. 

testis, histone H1, amino acid sequence 600. 

Trypanosoma brucei, 

kinetoplast DNA, isolation/characterization 3499. 

rRNA, characterization, comparison-Leishmania tropica / 
Crithida fasciculata 3815. 

thymidine/uridine incorporation, inhibition-methylglyoxal 
bis(guanylhydrazone) 2758. 

variant specific surface antigen mRNA, purification/ 
characterization 235. 

Trypanosoma cruzi, 

DNA transcription, effect of ellipticine (9-hydroxy) 1439. 

infection, mouse, effect of immune RNA 3103. 

ribosome, characterization 4232. 

RNA biosynthesis/protein biosynthesis, inhibition- 
benznidazole 3473. 

Trypanosoma equiperdum, 

circular DNA, isolation/characterization 3127. 

Trypanosoma lewisi, 

kinetoplast DNA, isolation/characterization 5949. 

Trypanosoma mega, 

circular kinetoplast DNA 2002. 

Trypsin, 

effect on DNA biosynthesis/release, phytohaemagglutinin- 
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Trypsin,(continued) 
treated lymphocyte 4520. 

stimulation-DNA biosynthesis, human fibroblast 503. 

Tryptophan, 

deprivation, effect on RNA/protein metabolism, rat liver 858. 

interaction-poly(A) 1867. 

Tryptophan oxygenase, 

mRNA. induction-cortisol, rat liver, effect of cycloheximide 
4325. 

mRNA. rat liver, induction-hydrocortisone, effect of 
cycloheximide 4873. 

Tryptophan2,3-Dioxygenase, 

hepatic, mRNA, content during rat development 2246. 

TTP, 

tritium-labelled, enzymatic synthesis 5536. 

TTP (2’,3’-Dideoxy), 

effect on DNA biosynthesis, HeLa cell 4164. 

TTP arabinoside, 

inhibition-DNA polymerase a, mouse myeloma 6201. 

dTTP, 

determination 686. 

Tuberactinomycin O, 

binding-Escherichia coli ribosome 5633. 

Tubercidin, 

pentaammineruthenium complex, synthesis 75. 

Tubercidin (2’-Deoxy), 

triphosphate, preparation, effect on ribonuclesodie 
triphosphate reductase 4595. 

S-Tubercidinylhomocysteine, 

inhibition-mRNA methylation, Novikoff ascites hepatoma 
cytoplasm 1435. 

Tubulin, 

subunit, mRNA, characterization, chick embryo brain 3055. 

Tumour, 

animal, experimental, DNA, destabilization-secondary 
structure 1566. 

antigen, gene. SV40, nucleotide sequence 5024. 

antigen, response, immune RNA-mediated transfer, 
peritoneal exudate cell 2119. 

ascites. model. therapy, iodine-125-labelled uridine 
(iododeoxy) 5520. 

cell line, mammary gland, exogenous DNA transport 1647. 

cell-mediated cytotoxicity, specific, transfer-immune RNA, 
guinea-pig 4813. 

cell surface, mouse, occurrence-DNA 2674. 

characterization-mRNA metabolism 3839. 

chemical/viral. poly (A)-containing mRNA/polyribosome 
distribution 3032. 

clone cell. suiciding, tritiated nucleoside 680. 

formation association pyrimidine dimer, UV-irradiation- 
treated Poecilia formosa thyroid DNA 2697. 

hormone-dependent, rat mammary gland, detection-casein 
mRNA 1389. 

human, binding-RNase 1679. 

localization. use-iodine-125-labelled uridine(deoxy) 124. 

rat, RNA translation product, identification-preproinsulin 
342. 

tissue, tRNA turnover rate 846. 

Tunicamycin, 

degradation product. uracil (tunicaminy]), structure 2154. 

nucleoside antibiotic, Streptomyces lysosuperficus , structure 
2945. 

Turbocornutus, 

DNase. isolation/properties 3614. 

Turkey, 

liver, xanthine dehydrogenase, effect of allopurinol/ 
oxypurinol 4597. 


Turnip yellow mosaic virus, 

nucleoprotein, RNA size distribution 2259. 

RNA, comparison-eggplant mosaic virus/Andean potato 
latent virus 5692. 

RNA, structure, Raman spectra 4287. 

RNA, 5’-terminal nucleotide sequence 5694. 

RNA, translation 3075. 

RNA, valylation-yeast tRNA (valyl) synthetase 4273. 

RNA replication, Brassica oleracea leaves 2646. 

RNA structure, circular dichroism 5698. 

Tween 80, 

effect on DNA repair/survival, Escherichia coli , following 
UV -irradition/y-irradiation 4486. 

Tyrosine, 

binding-tRNA(tyrosyl)synthetase 5591. 

insertion suppressor (SUP4-o), identification, yeast 1662. 

residue, RNase A, modification-diazonium inhibitor analogue 
1688. 

Tyrosine aminotransferase, 

antibody, use-rat liver polyribosome purification 2588. 

chain elongation rate, effect of AMP (dibutyryl cyclic) 2238. 

isoenzyme, mRNA, content, rat liver, effect of cortisol 4329. 

mRNA, biosynthesis, rat liver, effect of AMP (dibutyryl 
cyclic) 5769. 

mRNA, induction-cortisol, rat liver, effect of cycloheximide 
4325. 

mRNA, purification 3428. 

mRNA, rat liver, effect of enzyme induction-AMP (dibutyryl 
cyclic) 4338. 

mRNA, rat liver, isolation/purification 5666. 

mRNA, translation, rabbit reticulocyte cell-free system 3109. 

3T3 cell, 

polyoma virus-transformed, transcription, effect of <N- 
>tosyl -L- lysine chloromethyl ketone 316. 

SV40-transformed, DNA chain elongation regulation 478. 

transformed, transcription-SV40 DNA 841. 

SV40-transformed, ribosome activity, protein biosynthesis 
cell-free system 1351. 

cytomegalovirus-infected, DNA biosynthesis 6001. 

DNA biosynthesis, inhibition-cytidine (3’-deoxy) 4712. 

DNA biosynthesis, initiation, association-epidermal growth 
factor/calcium ion 6073. 

DNA biosynthesis, role-phosphate during growth 2782. 

DNA biosynthesis, stimulation-calcium phosphate 5150. 

inhibition-+RNA aminoacylation 2200. 

plasminogen activator-stimulated DNA biosynthesis, 
relationship-cell morphology 3971. 

potassium transport, association-initiation-S phase 4521. 

proliferation/DNA biosynthesis, control-platelet-derived 
growth factor 4518. 


UDP, 

assay method 696. 

Ultrasound, 

effect on DNA breakage, bovine epithelial lens cell 2692. 
effect on thymine/uracil/cytosine/guanine/adenine 42. 
Umbelliferae, 

DNA content, effect of crown gall tumour induction 4381. 
UMP, 

assay method 696. 

interaction-bisulphite, NMR 5472. 

Raman spectra 693. 

reaction-diammine platinum(II), Raman spectra 4156. 
3'-UMP (dihydro), 

complex-RNase A, circular dichroism 1686. 
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UMP (6-MethyI-2-Deoxy), 

NMR 5474. 

UMP (5-Nitro-2'-Deoxy), 

antiviral activity, vaccinia virus/herpes simplex virus/ 


vesicular stomatitis virus, inhibition-TMP synthetase 4717. 


UMP (4-Thio), 

binding-RNase S, crystallography 6146. 

Uracil, 

alkyl derivative, separation, Spheron chromatography 57. 

binding-monovalent anion 38. 

carbon-13-labelled. Salmonella typhimurium rRNA 5S, 
NMR 4839. 

conaining, DNA, phage T4, biosynthesis/properties 2369. 

containing, DNA, Escherichia coli , role-dUTPase 3950. 

effect of ultrasound 42. 

effect on growth/urine volume/kidney weight, rat 3709. 

ethylation-triethyl phosphate 2929. 

excision-repair, during phage 0X174 DNA replication in 
vitro 5101. 

fluorescent derivative, energy transfer 2530. 

ground electronic state, characterization 2924. 

halocarbene adduct, ring-transformation 60. 

halocarbene adduct, use-nucleoside(diazepine) synthesis 96. 

incorporation, Escherichia coli mutant, role-Okazaki 
fragment formation 2159. 

incorporation-Bacillus subtilis thymine-requiring mutant 
5436. 

incorporation-RNA, mouse/rat/human tumour 847. 

interaction-adenine derivative 636. 

UV-irradiation product analysis 5426. 

labelling-intracellular Toxoplasma gondii 73. 

metal complex, preparation 62. 

photoaddition reaction-isobutylene 4122. 

photosensitization, induction-H-addition radical 1827. 


physical properties, use-semiempirical method HAM/3 2531. 


proton acceptor site detection, NMR 2529. 

Raman spectra 35. 

reaction-formaldehyde + formic acid, thymine synthesis 652. 

synthesis 655. 

transport, Escherichia coli 2156. 

transport, Escherichia coli , energy coupling mechanism 
4691. 

transport, Saccharomyces cerevisiae 1831. 

unsaturated nucleoside, synthesis 1280. 

voltammetric oscillopolarography 1264. 

Uracil (6-(phenylhydrazino)), 


formic acid-induced rearrangement product, identification 59. 


Uracil (5-Acylamino-6-Chloro-1,3-Dimethyl, 
synthesis 5424. 

Uracil (alkyl), 

mass spectra 656. 

Uracil (6-(n-Alkyl)thio), 

synthesis 5427. 

Uracil (5-alkylamine-6-aza), 
N-glycoside, synthesis 1826. 

Uracil (4-Alkylamino-5-Nitroso), 
cyclization 3708. 

Uracil (alkylthio), 

mass spectra 656. 

Uracil (2-alkythio), 

synthesis 61. 

Uracil (5-amino-6-aza), 

N-glycoside, synthesis 1826. 

Uracil (astato), 

labelling, distribution-mouse 1265. 
Uracil (6-aza), 

copper complex, X-ray diffraction 64. 


interaction-boron, Gossypium hirsutum ovule, in vitro 56. 

Uracil (5-bromo), 

complex-adenosine, X-ray diffraction 5428. 

incorporation, Escherichia coli C, effect on y-irradiation 
sensitization 3712. 

incorporation Escherichia coli DNA, lesion induction, repair 
1273. 

proton acceptor site detection, NMR 2529. 

Uracil (carbamoylI-5-fluoro), 

synthesis/properties 63. 

Uracil (5-chloro), 

X-irradiation, free radical formation 653. 

Uracil (1-cyclohexyl-5-bromo), 

proton exchange, adenine(9-ethyl) 1816. 

Uracil (3-Deaza), 

synthesis 2153. 

Uracil (5,6-Dihydro), 

proton acceptor site detection, NMR 2529. 

Uracil (5-Fluoro), 

assay, chromatography (gas-liquid) 4123, 5437. 

cytosine (1-methyl) complex, X-irradiation, free radical 
formation, ESR 3703. 

effect on a-amylase properties, Hordeum vulgare seed 5440. 


effect on breast carcinoma DNA biosynthesis 303. 
effect on conidiogenesis, Botrytis cinerea 684. 


effect on human metaphase chromosome structure 5438. 


effect on purine nucleotide/pyrimidine nucleotide pool, mouse 
spleen/leukaemia cell 1832. 


sensitivity, Novikoff hepatoma cell, role-purine nucleoside 
phosphorylase 4584. 

use-colon carcinoma treatment, mouse 5439. 

Uracil (5-Halo), 

UV-spectroscopy 4689. 

Uracil (5-Halogeno), 

electron attachment 5425. 

Uracil (methyl), 

antiviral activity, Rous sarcoma virus/mumps virus/vaccinia 
virus replication, chick embryo cell 1269. 

Uracil (6-Methy)), 

photoaddition reaction-isobutylene 4122. 

Uracil (6-Nonyl-2-Thio), 

synthesis 5427. 

Uracil (6-n-Propyi-2-Thio), 

oxidation product, synthesis/properties 4124. 

Uracil (seleno), 

NMR spectroscopy 675. 

Uracil (thio), 

voltammetric oscillopolarography 1264. 

Uracil (2-Thio), 

effect on tobacco mosaic virus RNA biosynthesis, infected 
Nicotiana tabacum 4335. 

sulphonate derivative, structure 5423. 

Uracil (4-thio), 

containing, dinucleoside phosphate, circular dichroism 1864. 

proton acceptor site detection, NMR 2529. 

Uracil (tunicaminyl), 

tunicamycin degradation product, structure 2154. 

Uracil (1-Vinyl), 

copolymerization-acrylic acid/methylacrylic acid/acrylamide/ 
1-vinylpyrrolidone 5422. 

Uracil arabinoside, 

3',5'-di-O-aroyl derivative, disproportionation reaction 4704. 
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Uracil arabinoside (3'-Deoxy), 

3'-substituted, synthesis 4138. 

Uracil monohydrate, 

complex-5-nitro-1(6-D-ribosyluronic acid), X-ray 
crystallography 5429. 

Uracil phosphoribosyltransferase, 

activity. Mycoplasma hyorhinis -infected cell 1735. 

Tetrahymena pyriformis , purification/characterization 2861. 

Urea, 

effect on Kunjin virus/Sindbis virus gnome RNA 835. 

purine complex, X-ray crystallography 25. 

solution. DNA thermal stability/renaturation kinetics 420. 

Urethane, 

effect on nonhistone protein metabolism, mouse liver 4620. 

Uridine, 

carbocyclic analogue, synthesis/biological activity 4140. 

containing, ribonucleotide, interaction-2-propanol 5537. 

-2'.3'-cycloxyphosphorane conformation 2536. 

dielectric studies 1283. 

effect on growth/urine volume/kidney weight, rat 3709. 

effect on N-phosphonylacetyl-L-aspartate antitumour 
activity/toxicity, mouse lung carcinoma 685. 

immobilization-agarose 4703. 

incorporation, colony forming cell, effect of methotrexate/ 
aminopterin 4149. 

incorporation, Lemna gibba RNA, diurnal rhythm 5773. 

incorporation, mouse skin RNA, stimulation-20- 
methylcholanthrene 3844. 

incorporation, rat/mouse liver RNA, inhibition-chloroquine/ 
primaquine/ethidium 3575. 

incorporation, Trypanosoma brucei , inhibition- 
methylglyoxal bis(guanylhydrazone) 2758. 

incorporation-RNA, mouse/rat/human tumour 847. 

interaction-bisulphite, NMR 5472. 

interaction-tritylphosphonodichloride 672. 

methanol, photochemistry 2166. 

5’-substitution, effect on dinucleoside phosphate 
conformation 2186. 

substrate competition-cytidine, uridine kinase 579. 

transport. Escherichia coli , energy coupling mechanism 
4691. . 

trifluoromethylation 99. 

tritiated, effect on lymphocyte 4145. 

tritiated, tritium incorporation-mouse, comparison-tritiated 
water/thymidine 4713. 

tritium-labelled, incorporation-RNA, CV1 cell, effect of 
SV40 infection 128. 

uptake, HeLa cell, inhibition-inosine (nitrobenzylthio) 5512. 

uptake, T-lymphocyte/B-lymphocyte, human 4716. 

uptake, mammalian cell culture, stimulation-adenine 657. 

utilization. Coelopa frigida developing ovariole 4715. 

Uridine ((leucyl)amino), 

X-ray crystallography 110. 

Uridine (acetyl), 

low temperature, X-ray diffraction 111. 

Uridine (5-Alkyl-2'-Deoxy), 

preparation 42. 

Uridine (5-Amino), 

X-ray diffraction 5473. 

Uridine (2,2’-anhydro), 

derivative, synthesis 98. 

Uridine (astatodeoxy), 

labelling, distribution-mouse 1265. 

Uridine (6-aza), 

antiviral activity. specificity in vitro 5516. 

conformation 2532. 

effect on conidiogenesis, Botrytis cinerea 684. 


effect on orotic acid/orotidine/nucleotide content, mouse 
lymphoma cell 1292. 

Uridine (8-Aza), 

adsorption-mercury electrode 3724. 

Uridine (5-Bromo), 

effect on immunoglobulin biosynthesis, plasmacytoma/ 
normal mouse lymphocyte 2179. 

Uridine (5-bromodeoxy), 

combination-Hoechst 33258, induction-sister chromatid 
exchange, Chinese hamster cell 6290. 

effect on Arbacia punctulata development 4150. 

effect on herpes simplex virus | latent infection, rabbit 
ganglion 5511. 

effect on B-lymphocyte function 126. 

effect on radiation (u.v.)-induced DNA-protein adduct 3869. 

effect on rRNA biosynthesis, Tetrahymena pyriformis 301. 

incorporation, uridine (5-bromodeoxy)-tolerant tobacco 
tumour 4471]. 

incorporation-DNA, mouse neuroblastoma cell 4719. 

incorporation-Nicotiana glauca DNA. effect on proliferation 
129. 

incorporation-rat hepatoma DNA, effect on cytosineS- 
methyl content 1289. 

induced virus-like particles, characterization, CHO-K1 cell 
line 4714. 

induction-deoxycytidine deaminase activity, hamster cell 
culture 2952. 

induction-virus-like particle, Naegleria gruberi 130. 

inhibition-chloroplast differentiation, Nicotiana tabacum cell 
culture 127. 

inhibition-Dictyostelium discoideum differentiation 4718. 

pigmentation suppression, Syrian hamster melanoma cell, 
effect of-cytidine(deoxy) 681. 

Raman spectra 4151. 

removal-DNA, rat liver 2177. 

substituted DNA, Escherichia coli /rat myoblast, effect on B- 
galactosidase gene expression 2543. : 

substituted DNA, production during branch migration, 
human lymphoid cell 3225. 

substitution-thymine, chromatid DNA, cell culture 6276. 

transformation-uridine (bromodeoxy) dependent cell line, 
effect on membrane 2544. 

X-irradiation, ESR 1840. 

Uridine (5-Carbamoylmethy]), 

structure, X-ray diffraction 3725. 

Uridine (5-Carboxymethy]), 

structure, X-ray diffraction 3725. 


wobble position, yeast tRNA Arg 4201. 

Uridine (5-chloro), 

X-irradiation, free radical formation 653. 

Uridine (5-chlorodeoxy), 

X-irradiation, ESR 1840. 

Uridine (3-Deaza), 

synthesis 2153. 

Uridine (3-Deaza-6-Aza), 

conformation 100. 

Uridine (3-deaza-4-deoxy), 

X-ray diffraction 1839. 

Uridine (deoxy), 

derivative, separation, chromatography 678. 

effect on thymidine incorporation, monolayer/suspension cell 
culture 2951. 

incorporation, colony forming cell, effect of methotrexate/ 
aminopterin 4149. 

iodine-125-labelled, use-tumour localization 124. 
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Uridine (5’-Deoxy), 

synthesis 2940. 

Uridine (2'-deoxy-y-iso), 
synthesis 1836. 

Uridine (2’-deoxy-1-methyl-yw-iso), 
synthesis 1836. 

Uridine (2-Deoxyethyl), 


effect on herpes simplex-virus acute/persistent infection 5513. 


Uridine (5'-Deoxy-5-Fluoro), 

synthesis 2940. 

Uridine (2'-Deoxypseudo), 

synthesis 89. 

Uridine (3’-Deoxypseudo), 

synthesis 89. 

Uridine (dihydro), 

tRNA Val base, NMR 1841. 

Uridine (5,6-Dihydro-6-Methoxy), 

derivative. synthesis 2165. 

Uridine (O?-Ethyl), 

containing, polynucleotide, RNA polymerase template 
activity 4186. 

stability. effect of pH 2944. 

Uridine (O*-Ethyl), 

stability, effect of pH 2944. 

Uridine (ethyldeoxy), 

effect on herpes simplex virus keratitis 1293. 

Uridine (5-Fluoro), 

Chironomus salivary gland, effect on RNA biosynthesis 
2176. 

effect on human metaphase chromosome structure 5438. 

interaction-bisulphite, NMR 5472. 

Uridine (5-fluorodeoxy), 

cytotoxicity, mouse leukaemia cell, effect of folate depletion 
1851. 

effect on breast carcinoma DNA biosynthesis 303. 

effect on chloroplast DNA replication/gene transmission, 
Chlamydomonas reinhardtii 1850. 

effect on conidiogenesis, Botrytis cinerea 684. 

effect on ribonucleoside diphosphate reductase activity, 
mammalian cell 1746. 


inhibition-DNA biosynthesis, effect on S-phase duration, 
Chinese hamster cell 6032. 


synthesis 100. 

use-colon carcinoma treatment, mouse 5439. 

Uridine (5'-Hydroxymethyldeoxy), 

effect on DNA-protein complex, Ehrlich ascites carcinoma 
4641. 

Uridine (5-iododeoxy), 

antiviral activity, herpes simplex virus | resistance 5515. 

antiviral agent, herpes simplex virus 5484. 

antiviral agent evaluation 5514. : 

effect on alkaline phosphatase activity, HeLa cell 4711. 


effect on herpes simplex-virus acute/persistent infection 5513. 


induction-Venezuelan equine encephalitis virus, infected 
Aedes aegypti cell 2178. 

iodine-125/iodine-131/tritium-labelled, radical formation, 
ESR 5460. 

iodine-125-labelled, chromosome damage, Chinese hamster 
cell 6294. 

iodine-125-labelled, DNA damage, mammalian cell 5519. 

iodine-125-labelled, therapy-ascites tumour model 5520. 

iodine-125 labelled, toxicity, Chinese hamster cell 5518. 

iodine-125-labelled, use-DNA turnover measurement, 
tumour-bearing mouse 494. 

labelling-human myeloblast 1291. 


ae monkey kidney cell, effect on SV40 replication 

1848. 

treatment-herpes simplex virus eye infection 4142, 4143. 

Uridine (5-Methoxy), 

bdiosynthesis, Bacillus subtilis /Escherichia coli tRNA 5562. 

crystal structure, effect of 5-substitution 5475. 

Uridine (O*-Methyl), 

containing, polynucleotide, RNA polymerase template 
activity 4186. 

Uridine (2-O-Methy!I-3-Deaza), 

synthesis 2164. 

Uridine (6-MethyI-2-Deoxy), 

NMR 5474. 

Uridine (methylpseudo), 

synthesis 95. 

Uridine (5-Nitro-2'-Deoxy), 

antiviral activity, vaccinia virus/herpes simplex virus/ 
vesicular stomatitis virus, inhibition-TMP synthetase 4717. 

synthesis, use-nitronium tetrafluoroborate 2941. 

Uridine (nitromethyl), 

synthesis 97. 

Uridine (5-Propyl-2'-Deoxy), 

antiviral activity, herpes simplex virus 2545. 

Uridine (pseudo), 

assay 4126. 

chromatography (high-performance liquid) 5445. 

content, rRNA, HeLa cell/mouse L cell/Xenopus laevis 
kidney cell 4299. 

deficient, tRNA, Escherichia coli B, use-pseudouridine 

~ synthetase substrate 1338. 

metabolism, effect of thermal injury 1849. 

NMR 677. 

role-tRNA stimulation-guanosine pentaphosphate 
biosynthesis 4753. 

Uridine (4-Thio) disulphide, 

isolation-Escherichia coli tRNA 4127. 

Uridine (4-Thio), 

sulphur, labelling-tetrakis (acetoxymercuri)methane, 
Escherichia coli tRNA Val 3369. 

Uridine (2',3’,5'-Tri-O-Benzoyl), 

synthesis 5459. 

¥ ridine (5-Vinyl-2'-Deoxy), 

X-ray diffraction 5476. 

Uridine (5-bromo-2'-deoxy), 

effect on DNA biosynthesis, polyoma virus 3948. 

Uridine diphosphatase, 

activity, Pisum sativum seedling 1740. 

Uridine kinase, 

activity, during rat cerebellum development, effect of 
hypothyroidism 1004. 

uridine/cytidine substrate competition 579. 

Uridine-5-Oxyacetic acid, 

biosynthesis, Bacillus subtilis /Escherichia coli tRNA 5562. 

Uridy] (iodo)adenosine, 

ethidium complex, X-ray crystallography 707. 

S-Uridyl homocysteine, 

effect on DNA methylase activity, Escherichia coli /phage 
DDVI 5288. 

Uridyl transferase, 

mRNA, induction, Saccharomyces cerevisiae , dependence- 
gene (GAL4) 4537. 

Uridylyl(3'-5')N°-(NThreonylcarbonyl)- adenosine, 

resistance-phosphodiesterase hydrolysis 4171. 

Urine, 

human, DNase, purification/properties 2815. 

human, purine nucleoside(deoxyribo) occurrence 75. 

nucleoside analysis, chromatography (high performance 
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Urine,(continued) 
liquid) 4697. 

RNase (alkaline) activity. effect of burns 1682. 

Ustilago maydis, 

DNase I, recognition- DNA mismatched base pair 6153. 

double-stranded RNA, occurrence/association-killer 
phenomenon 4256. 

Uteroglobin, 

like-protein, mRNA, rabbit lung, translation in vitro 1348. 

mRNA. rabbit, translation/purification/characterization 
1960. 

Uterus, 

immature rat, isolation-RNA 239. 

mouse. DNA biosyntesis inhibition-antipain/lepeptin 1446. 

rat, DNA biosynthesis, stimulation-oestrogen 6017. 

rat, DNA measurement during pregnancy/postpartum 
involution 5813. 

rat, RNA (heterogeneous nuclear)/rRNA biosynthesis, 
stimulation-17f-oestradiol/oestriol 1428. 

rat, RNA biosynthesis, effect of oestradiol 3835. 

rat, RNA methylation/nucleoside incorporation, effect of 
oestradiol 1426. 

UTP, 

assay method 696. 

Raman spectra 4151. 

ternary complex-metal ion + 2,2'-bipyridyl, stability 4159. 

UTP (bromodeoxy), 

determination 686. 

utilization-mammalian DNA replication in vitro, comparison- 
UTP(iododeoxy) 4478. 

dUTP, 

effect on Okazaki fragment formation, Escherichia coli 
DNA replication fork 2182. 

incorporation-DNA, DNA N-glycosidase-defective Bacillus 
subtilis 2957. 

UTP(iododeoxy), 

utilization-mammalian DNA replication in vitro, comparison- 
UTP(bromodeoxy) 4478. 

dUTPase, 

role-excision-repair, Escherichia coli uracil-containing DNA 
3950. 


Vaccaria pyramidata, 

DNA biosynthesis, effect of hydroxyurea 6074. 

Vaccinia virus, 

activity-thymidine (5,6-dihydro-5-aza), antiviral agent 3350. 

core, inhibition-protein biosynthesis in vitro 2207. 

core. mRNA production 815. 

core directed coupled transcription/translation, cell-free 
system 1469. 

DNA, cleavage-restriction endonuclease EcoRI/restriction 
endonuclease Ball/restriction endonuclease BamHI 2073. 

DNA, repetitive nucleotide sequence 939. 

DNA, restriction endonuclease analysis 5018. 

DNA, restriction endonuclease cleavage analysis, 
comparison-rabbitpox virus/cowpox virus/ectromelia virus/ 
fowl pox virus 1535. 

DNA, topography 438. 

DNA replication 996. 

DNA replication, model 1571. 

DNA replication, protein biosynthesis requirement 4484. 

DNase, assay 3258. 

See transcription/translation, effect of UV-irradiation 
4320. 


heat-inactivated particle, effect on RNA biosynthesis/protein 


biosynthesis 4884. 

infected, chick embryo fibroblast, RNA methylation, effect of 
interferon treatment 5749. 

infected cell, protein biosynthesis inhibition, association-virus 
induced RNA biosynthesis 4773. 

infected cell culture, host protein synthesis, irhibition- 
adenosine(3’-deoxy) 1347. 

infected HeLa cell, polynucleotide triphosphatase 
biosynthesis 2113. 

infected HeLa cell poly (A) polymerase isolation/ 
characterization 1323. 

infected mouse L cell, DNA-binding protein characterization 
2142. 

infection, rabbit skin, treatment-poly (I.C) + poly-L-lysine + 
carboxymethylcellulose complex 5554. 

keratitis, rhesus monkey, effect of poly (I-C)/poly (I-C)-poly- 
L-lysine complex 3365. 

replication, chick embryo cell, adenine(9-methy1)/uracil(1- 
methyl)/thymine(1-methyl), antiviral activity 1269. 

replication, inhibition-bichlorinated pyrimidine, mechanism 
5441. 

replication complex, DNA-binding protein, isolation/ 
characterization 2906. 

replication complex, DNA-binding protein, characterization 
6306. 

mRNA, abundance/sequence complexity 4834. 

mRNA, transcription-coupled translation 5723. 

mRNA biosynthesis, in vivo/in vitro 4864. 

mRNA biosynthesis, role-ATP 5754. 

RNA biosynthesis in vitro, role- ATP 4875. 

mRNA methylase, assay 6230. 

RNase(endo), characterization, cleavage-virion-associated 
high-molecular weight RNA 5217. 

uridine (5-propynyloxy2'-deoxy antiviral activity 5503. 

Vagotomy, 

effect on RNA biosynthesis, rat nodose ganglion 308, 309. 

Vagus, 

denervation, effects on DNA biosynthesis, fundic mucosa, 
dogs 430. 

rat, RNA biosynthesis, effect of vagotomy 2293. 

Varicella zoster virus, 

activity-thymidine (5,6-dihydro-5-aza), antiviral agent 3350. 

DNA, analysis, use-restriction endonuclease cleavage 435. 

DNA, characterization 434. 

DNA replication, inhibition-phosphonoacetic acid 1618. 

infected human foreskin fibroblast, pyrimidine (deoxy) 
nucleoside metabolism 2540. 

replication, inhibition-halogenated cytidine (deoxy) 5504. 

Venezuelan equine encephalitis virus, 

induction-uridine(5-iodo-2-deoxy), infected Aedes aegypti 
cell 2178. 

Vermiculine, 

effect on HeLa cell chromosome 5353. 

Vero cell, 

African swine fever virus infected, DNA replication, 
inhibition-phosphonoacetic acid 3966. 

Kunjin virus/Sindbis virus infected, absence-subgenomic 
RNA 835. 

measles virus replication, inhibition-ribavirin 473. 

RNA biosynthesis, L-poliovirus/mengovirus infection 5742. 

RNA/DNA/protein biosynthesis, effect of rinderpest virus 
infection 3464. 

Verticillium, 

infected hone leaf, RNA biosynthesis 5774. 

Vesicuiar stomatitis virus, 


m RNA, ribosome recognition site, nucleotide sequence 
249. 
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Vesicular stomatitis virus,(continued) 

adsorption/replication, rabbit kidney cell, effect of Shope 
fibroma virus 3582. 

associated RNase (endo), properties 1684. 

cell killing function. role-RNA 334. 


coupled translation + transcription, L cell/chick embryo cell- “ 


free system 3486. 

defective-interfering particle, genome structure/biological 
properties, review 2915. 

defective interfering particle. RNA biosynthesis 832. 

glycoprotein mRNA binding-endoplasmic reticulum, 
dissociation-puromycin, CHO cell 876. 

infected CV-1 cell, ribosomal protein, characterization 4226. 

infection, Friend cell, effect on protein biosynthesis 2209. 

infection, mouse myeloma cell, inhibition-RNA biosynthesis 
3467. 

inhibition-protein biosynthesis, mechanism, L cell 2576. 

leader RNA. characterization 3796. 

membrane glycoprotein mRNA, translation in vitro 5791. 

precursor mRNA, synthesis in vitro 4886. 

protein. cross-linking-formaldehyde/dimethyl-3,3'-dithio- 
bisproprionimidate 6314. 

replication, rabbit kidney cell, facilitation-Shope fibroma 
virus 5094. 

replicative intermediate, isolation/characterization, infected 
cell 3427. 

ribonucleoprotein antibody, inhibition-transcription 2870. 

mRNA, characterization 3795. 

mRNA, ribosome recognition site, nucleotide sequence 5685. 

RNA. 3’-terminal nucleotide sequence, homology-defective- 
interfering particle 5683. 

mRNA. translation, inhibition-poliovirus infection 4217. 

mRNA biosynthesis, inhibition-interferon 4319. 

specific polyribosome, size distribution, U cell 3768. 

transcription/translation, chick embryo cell cell-free system, 
effect of interferon pretreatment 3488. 

uridine (5-propynyloxy2'-deoxy antiviral activity 5503. 

Vibrio, 

DNA reassociation kinetics 446. 

Vibrio anguillarum, 

plasmid DNA, role-virulence 1063. 

Vibrio cholerae, 

furazolidone-treated, DNA, cross-linking 951. 


hybrid-Escherichia coli , DNA, melting curve 5935. 

Vicia, 

DNA biosynthesis, characterization 2022. 

Vicia faba, 

DNA, reassociation kinetics 2014. 

DNA, repair-y-irradiation damage, effect of gibberellin 2044. 

DNA-like RNA, fractionation/characterization 1924. 

embryo, histone biosynthesis relationship-DNA replication/ 
ribosomal protein biosynthesis relationship-rRNA 
biosynthesis, during 5080. 

UV-irradiation, chromosome aberration, mechanism 6301. 


ribonucleoside-diphosphate reductase assay 2117. 


root, RNase, isolation/characterization 2806. 

Vicia sativa, 

DNA, reassociation kinetics 2014. 

Vigna unguiculata, 

leaf, cowpea chlorotic mottle virus-infected, RNA replicase 
properties 6186. 

Vinblastine, 

stimulation-DNA biosynthesis, mechanism, chick-cell culture 
1028. ; 


Vinyl! chloride, 

alkylation-rat liver RNA, cytidine(3,N*-etheno) formation 
4194. 

effect on DNA biosynthesis, rat 500. 

1-Vinylpyrrolidone, 

copolymerization-uracil (1-vinyl)/adenine (1-vinyl) 5422. 

Viomycin, 

effect on Escherichia coli ribosome conformation 5632. 

effect on ribosomal subunit association/dissocition, 
Escherichia coli /Mycobacterium smegmatis 5627. 

inhibition-tRNA Phe ribosome translocation, Escherichia 
coli 1906. 

Virginiamycin S, : 

binding-Escherichia coli ribosome 5631. 

Virus, 

biochemistry, book review 4661. 

endogenous, chick embryo, RNA transcription 1932. 

infectious, rescue-SV40 DNA fragment containing monkey 
cell 3603. 

Penicillium chrysogenum , RNA terminal structure 257. 

plant, RNA, purification, electrophoresis 5663. 

plant, structure 2261. 

single-stranded RNA-containing, structure/function. review 
4680. 

Virus-like particle, 

double-stranded RNA, characterization, Saccharomyces 
cerevisiae 4825. 

Gaeumannomyces graminis , RNA characterization 4841. 

Helminthosporium victoriae , RNA, characterization 4833. 

Visna virus, 

RNA biosynthesis 830. 

Vitamin B,,, 

deficient, Euglena gracilis , effect on DNA 5051. 

Vitellogenin, 

biosynthesis/mRNA accumulation, chicken liver, effect of 
17£-oestradiol stimulation 3468. 

gene expression, chicken liver nucleus, in vitro 4310. 

mRNA, Xenopus laevis , purification/characterization 810. 

mRNA, induction-1 7f-oestradiol, rooster liver 3078. 

mRNA, induction-oestrogen kinetics, cockerel 2647. 

mRNA, isolation-chicken liver, use-diethylpyrocarbonate 
3034. 

mRNA, rooster, effect of oestrogen 2603. 

mRNA, Xenopus , complementary DNA biosynthesis, 3'- 
terminal/internal initiation site 4846. 

mRNA, Xenopus laevis , induction-oestrogen, kinetics, 
measurement-complementary DNA hybridization 1393. 


Water, 

interaction-adenine/guanine/cytosine/thymine, potential 
1260. 

Werner’s syndrome, 

fibroblast, UV-irradiation-induced DNA repair synthesis 
4496. 

Western equine encephalitis virus, 

infection, mouse, protection-rice dwarf virus RNA 
administration 324. 

Whale, 

heavy DNA component, localization-rRNA gene 1563. 

satellite DNA, conservation/chromosome localization 2735. 

Wheat, 

DNA, cytosine(5-methyl) content, during ontogenesis 1054. 

DNA, methylated sequence content, effect of germination 
5971. 

embryo, DNA/RNA/protein biosynthesis, effect of 
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Wheat,(continued) 
hydration/dehydration 5154. 

embryo, polyribosome, occurrence-poly (A)-protein complex 
4239. 

embryo, tRNA, interaction-tmethylase, formation-N?- 
dimethylguanylate 1328. 

embryo, RNA polymerase III, purification/characterization 
1699. 

nuclear DNA. characterization-inverted repeat sequence 
4470. 

ribosome, RNA/protein distribution/packaging 759. 

root, purification/characterization-nuclease 524. 

seedling, rRNA biosynthesis during vernalization 3095. 

winter, embryo, RNA biosynthesis during germination/ 
vernalization 866. 

Wheat embryo, 

capped RNA, 5’-terminal sequence, characterization 5720. 

DNA/RNA content/polyribosome formation during 
germination/vernalization 5823. 

dry, occurrence-free poly(A) 144. 

mRNA accumulation, association-protein biosynthesis 
during imbibition 5800. 

mRNA/tRNA 3’-terminal wheat embryo metabolism, during 
imbibition 3847. 

rRNA 5S, conformation study, use-nuclease $1 4306. 

Wheat germ, 

<7?t’ RNA(methiony]) synthetase, isolation/characterization 
180. 

cell-free system, peptide chain initiation, effect of abrin 228. 

cell-free system, protein biosynthesis, misreading, stimulation- 
antibiotic 3409. ' 

DNA, methylation/renaturation kinetics 5972. 

poly (A)-containing RNA, characterization 5718. 

protein, inhibition-protein biosynthesis, Ehrlich ascites cell 
194. 

tRNA (aminoacyl), codon recognition 178. 

tRNA (leucyl) synthetase/tRNA (arginyl) synthetase, 
characterization 5584. ' 

tRNA, thymidine (ribo)-lacking, islation/characterization 
4752. 

rRNA 18S primary structure, comparison-Bombyx mori / 
Dictyostelium discoideum /mouse 4296. 

translation control-protein kinase 1914. 

WI-38 cell, 

DNA biosynthesis initiation, inhibition-colchicine 1632. 

Wild cucumber mosaic virus, 

detection-coat protein MRNA 5654. 

Winca rosea, 

crown gall tumour, DNA polymerase activity 2466. 

Wybutine, 

yeast tRNA Phe, replacement-hydrazine, effect on 
conformation 4199. 


X-ray crystallography, 

adeninium sulphate 5405. 

adenosine( N®-(N- threonylcarbonyl))/adenosine( N®-(N- 
glycylcarbonyl)) 104. 

cytidylyl -3',5'- guanosine-proflavine complex 154. 

cytidylyl (S-iodo)(3'-5’)guanosine-ethidium complex 708. 

cytosine( 2- thio) picrate 55. 

formycin B hydrochloride 1281. 

guanosine (8-iodo)monohydrate structure 5465. 

IMP-copper complex 140. 

purine-urea complex 25. 

pyrimidine(2-hydrazino-4-hydroxy-6-methyl)-zinc complex 


642. 

uracil monohydrate-5-nitro-1(8-D-ribosyluronic acid) 
complex 5429. 

uridine( 5-[N-(L- leucyl)amino]) 110. 

uridyl (5-iodo)(3'-5’)adenosine-ethidium complex 707. 


X-ray diffraction, 
a- cytidine 109. 

adenine hydrobromide 5403. 

adenosine (8-(a-hydroxyisopropyl)-) 1837. 

adenosine-uracil (5-bromo) complex 5428. 

adeninium hemisulphate 5404. 

3-(9-adenyl)propionyltryptamine monohydrate 1817. 

CMP complex-cadmium ion/cobalt ion 5534. 

cytidine 2’,3'-cyclophosphate 5533. 

cytosine (1-methyl) 1824. 

cytosine (3-methyl) 5419. 

cytosine (1-methyl) triiodide 5420. 

cytosine arabinoside complex-platinum 5469. 

DNA arrangement, phage P22/phage A/phage T7 head 932. 

DNA organization, phage T4 head 5912. 

Escherichia coli elongation factor Tu 777, 2599, 3418. 

Escherichia coli ribosomal protein L11 4783. 

GMP-copper ion complex 5529. 

guanosine (2’-deoxy-6-thio) monohydrate 1838. 

magnesium ion/spermine binding-yeast tRNA Phe 2567. 

nucleoside polyphosphate-metal complex, model 5523. 

pig muscle adenylate kinase 571. 

pig muscle adenylate kinase, ATP/AMP binding site 572. 

poly (A) 1862. 

poly C (2'-O-methyl) structure 2970. 

protamine-DNA complex 3651. 

protamine-tRNA complex 2987. 

purine (2-methylthio-6-benzamido) complex-p-nitrophenol 
5402. 

purine( 6- furfurylamino) stereochemistry/hydrogen 
bonding 31. 

rat liver native chromatin 1204. 

ribonuclease S-3'-CMP/2'-CMP complex 1096. 

thymidine (6-aza) 5471. 

thymidine (5-hydroxy-5,6-dihydro) 5470. 

toyocamycin structure 5467. 

uracil( 6->aza)-copper complex 64. 

uridine (5-amino) 5473. 

uridine (5-carbamoylmethyl)/uridine (5-carboxymethy]) 
structure 3725. 

uridine (3-deaza-4-deoxy) 1839. 

uridine (S-vinyl-2'-deoxy) 5476. 

uridine( 3’,5'-di-O- acetyl), low temperature 111. 

yeast tRNA Asp 2568. 

3-(9-adenyl)propionyltyramine dihydrate 634. 


X-ray scattering, 

chromatin, DNA conformation 4074. 

Escherichia coli ribosomal subunit 30S protein-deficient 
ribonucleoprotein 758. 

small-angle, Escherichia coli ribosomal protein $3/ 
ribosomal protein $4/ribosomal protein $7/ribosomal 
protein $20 3013. : 

Xanthene, 

binding-Saccharomyces cerevisiae DNA 2316. 

Xanthine, 
6- sulphinyl derivative, synthesis 36. 

methylated, inhibition-poly (ADP-ribose) polymerase 4116. 

Xanthine (3-Acetoxy), 

reduction, reaction mechanism 3333. 

Xanthine dehydrogenase, 

p-benzoquinone reduction 3282. 
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Xanthine dehydrogenase,(continued) 

turkey liver. effect of allopurinol/oxypurinol 4597. 

Xanthine oxidase, 

p-benzoquinone reduction 3282. 

characterization, Lens esculenta 2862. 

inhibition-2-pyridylimidazoles 5296. 

rat liver/milk. inhibition-Alcaligenes aquamarinus 
adenine(2,8-dihydroxy) 658. 

Xanthomonas badrii, 


site-specific endonuclease, purification/characterization 1693. 


Xanthomonas holcicola, 

endonuclease, purification/characterization 4546. 
Xanthomonas papavericola, 

endonuclease, purification/characterization 4546. 
Xanthosine, 

adsorption-mercury electrode 3724. 

Xanthotoxin, 

UV -irradiation-induced binding-phage A DNA 2332. 
XC cell, 

infected, herpes simplex virus | DNA biosynthesis 6009. 
Xenopus, 

development. histone pattern 4053. 


erythrocyte, RNA biosynthesis during transcription 
reactivation 821. 

oocyte, ?7mRNA-directed mouse f-glucuronidase biosnthesis 
339. 


oocyte, stability -human placental lactogen MRNA 1463. 

oocyte, translation-calf lens crystallin mRNA 5796. 

vitellogenin mRNA, complementary DNA biosynthesis, 3’- 
terminal/internal initiation site 4846. 

Xenopus borealis, 

mitochondrial DNA, mapping 2364. 

Xenopus laevis, 

chromatin, nucleosome frequency, relationship- 
transcriptional activity, electron microscopy 4065. 

development, RNA biosynthesis, effect of temperature 5762. 

DNA, isolation-rRNA gene 4947. 

DNA, methylation pattern symmetry 3178. 


DNA, pseudogene structure 967. 
egg. cell-free system, formation-recombinant DNA 477. 


egg cell, mRNA, assay 2244. 

egg enzyme system, plasmid pXIr 11 DNA biosynthesis 
3201. 

embryo, nuclear protein analysis during development 5324. 

globin gene-containing recombinant plasmid, construction 
5196. 

globin mRNA, characterization 4845. 

globin mRNA, in vitro translation 4918. 


histone H2B sequence, comparison-Crocodilus niloticus/ 
Gallus domesticus 2882. 


histone peptide, detection method, use-fluorescamine 3660. 
kidney cell, rR NA, uridine (pseudo) content 4299. 

kidney cell, rRNA precursor metabolism 5729. 
mitochondrial DNA, characterization 2732. 
mitochondrial DNA, mapping 2364. 


neurula cell, RNA transport 326. 
oocyte. DNA transcription/translation following injection 


5383. 
oocyte, extract. effect of SV40 DNA 3593. 


oocyte, gene expression 6125. 
oocyte, histone mRNA, stabilization-3'-terminal poly(A) 
4366. 


oocyte, isolation/characterization-rRNA 5S gene DNA 968. 
oocyte, nuclear protein, intracellular migration 2908. 
oocyte, occurrence-adult/tadpole globin RNA sequence 235. 


oocyte, protein biosynthesis, inhibition-AMP (cyclic)/ 
theophylline/papaverine 3002. 

oocyte, RNA-directed Cyprinus carpio proinsulin 
biosynthesis 4917. 

oocyte, tRNA Phe aminoacy| transfer 1339. 

oocyte, RNA 5S transcription-cloned DNA 5S 4538. 

oocyte, transcription-cloned tRNA Met gene fragment 3086. 

oocyte, transcription-translation, SV40 DNA 1653. 

oocyte, translation-mouse interferon mRNA 4919. 

oocyte, translation-Petroselinum hortense mRNA 1965. 


oocyte/embryo, cellular localization. DNA polymerase 
activity 1133. 


ovary/somatic cell, RNA poly (A)-containing 4258. 

tRNA biosynthesis, relationship-rRNA gene condensation, 
during oogenesis 1443. 

tRNA gene, methylation pattern 5959. 

rRNA gene, methylation pattern determination, use- 
restriction endonuclease 3177. 

rRNA gene, transcription initiation site 2731. 

rRNA gene arrangement 4459. 

tRNA Met gene cloned fragment, sequence organization 
5961. 

rRNA 18S, 3'-terminal conformation 4302. 

rRNa 5-8S gene mapping 5062. 

tadpole, X-irradiation-treated, growth, effect of DNA 5159. 

tadpole tail, poly (A)-containing RNA biosynthesis during 
triiodothyronine regression 3092. 


vitellogenin mRNA, purification/characterization 810. 


vitellogenin mRNA, induction-oestrogen, kinetics, 
measurement-complementary DNA hybridization 1393. 

Xeroderma pigmentosum, 

cell, repair-mitomycin C/UV-irradiation induced DNA lesion 
2034. 

defective DNA repair, review 4098. 

DNA repair, effect of N-acetoxy-2-acetylaminofluorene 4498. 

DNA repair, following X-irradiation/UV-irradiation 3214. 

DNA repair, human 2759. 

DNA repair, mechanism, review 1233. 

DNA repair, review 2916. 

fibroblast, DNA apurinic site-specific endonuclease, 
characterization 5203. 

fibroblast, UV-irradiation-induced unscheduled DNA 
biosynthesis 1051. 

human, DNA repair, relationship-UV -irradiation sensitivity 
3959. 

UV-irradiation-damaged DNA, repair 2035. 

Xf virus, 

DNA, packaging, comparison-Pf1 virus 1534. 


Y base, 
photophysical properties 34. 
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Yaba virus, 

DNA biosynthesis, host cell nucleus 474. 

Yeast, 

<?r>RNA, conformation-water/organic solvent mixture, use- 
molecular weight determination 264. 
tt.-RNA Asp crystal, X-ray diffraction 166. 
t>RNA(phenylalanyl), complex-Escherichia coli 
elongation factor Tu, RNase T1-digested, isolation/ 
characterization 170. 
.t. RNA Tyr, complex-hog pancreas <?t>RNA(tyrosyl) 
synthetase 182. 

chromosome, supercoiled DNA, electron microscopy 620. 

cytochrome c oxidase/ATPase mRNA, isolation/mapping 

. 2626. 

DNA, base composition 3547. 

DNa polymerase I/DNA polymerase II, chemical properties 
4575. 

DNA repair synthesis, inhibition-glucose(2-deoxy) 3953. 

identification-isoaccepting tRNA 2983. 

imidazoleglycerolphosphate dehydratase gene, cloning/ 
expression-Escherichia coli 2798. 

UV-irradiation-induced DNA repair, effect of caffeine 5107. 

killer factor classification 4907. 

mitochondrial DNA. degradation-UV-irradiation 4399. 

mitochondrial DNA gene product, identification 3990. 

mitochondrial tRNA, characterization-isoaccepting species 
1879. 

mutant, (RNA precursor accumulation 4756. 

nucleoprotein, purification/catalatic activity 2483. 

nucleotide identification, RNA biosynthesis intermediate 
4162. 

ribosomal protein, transcription unit 1078. 

ribosomal subunit, assembly 3017. 

ribosome, binding tRNA (N-acetylphenylalany)), effect of 
hydrolase 4798. 

RNA, effect of bisulphite, NMR 792. 

RNA, effect on Shigella flexneri dysentery, mouse 3099. 

tRNA (phenylalanyl) synthetase, aminoacylation-tRNA Phe, 
mechanism 4765S. 

tRNA (phenylalanyl) synthetase, substrate specificity 182. 

tRNA (phenylalanyl) synthetase structure 1885. 

tRNA, Raman spectra, comparison-tRNA Phe 5569. 

tRNA (seryl) synthetase/tR NA (threonyl) synthetase/tRNA 
(valyl) synthetase/tRNA (isoleucyl) synthetase activity, role- 
3’-terminal 5586. 

tRNA (threony!) synthetase, aminoacylation-tRNA Thr 
3'terminal hydroxyl group 4767. 

tRNA (threonyl) synthetase/tRNA (lysyl) synthetase/tRNA 
(arginyl) synthetase. ATP analogue substrate specificity 
4210. ° 

tRNA (valyl) synthetase, valylation-turnip yellow mosaic 
virus RNA 4273. 

tRNA Arg, uridine(S-carboxymethyl), wobble position 4201. 

tRNA Asp, X-ray diffraction 2568. 

RNA biosynthesis regulation, effect of amino acid shift-up 
1442. 

tRNA Leu. translation-leucine codon, interferon-treated cell 
1882. 

tRNA Phe, anticodon region, conformation transition 4198. 

tRNA Phe, binding-magnesium ion/spermine, X-ray 
diffraction 2567. 

tRNA Phe, binding-manganese ion, ESR 1875. 

tRNA Phe, binding-Sepharose, interaction-tRNA 
(aminoacyl) synthetase 5581. 

tRNA Phe. codon-anticodon interaction 4797. 

tRNA Phe, hexanucleotide conformation, role-nucleoside Y, 
NMR 3757. 


tRNA Phe, interaction tRNA (phenylalanyl) synthetase/ 
Escherichia coli elongation factor Tu, effect of 3'-terminal 
spin-labelling 5577. 

tRNA Phe, magnesium ion binding site 4200. 

tRNA Phe, proton exchange rate, NMR 1332. 

tRNA Phe, tRNA (phenylalanyl) synthetase recognition 
mechanism, effect of AMP (phenylalaninyl) 4764. 

tRNA Phe, unfolding, effect of sodium 4202. 

tRNA Phe conformation, effect of wybutine replacement- 
hydrazine 4199. 

tRNA Phe gene, structure 2359. 

RNA polymerase A, transcription specificity 1123. 

RNA polymerase B, role-zinc 2462. 

RNA polymerase I subunit, interaction-DNA/nucleotide 
4014. 

RNA polymerase III, transcription product analysis 6182. 

tRNA Tyr/tRNA Phe, gene, intervening sequence, 
transcription/processing 5563. 

tRNA Val gene, 3’-terminal fragment, chemical/enzymatic 
synthesis 2551. 

sporulation, DNA biosynthesis 5075. 

storage, RNA/protein biosynthesis 4852. 

tRNA, interaction-daunomycin 718. 

tRNA Phe, structure, NMR 724. 

tRNA(phenylalanyl)synthetase/tRNA(valyl)synthetase, 
purification technique 740. 

tRNA Tyr conformation, ESR 725. 

tyrosine insertion suppressor (SUP4-o0), identification 1662. 

Yersinia enterocolitica, 

operon (lac)-carrying transposon Tn951, characterization 
3160. 

Yoshida ascites sarcoma, 

bearing, rat, urine, cytidine(deoxy)/uridine(pseudo) excretion 
215: 

cell, UV-irradiation, DNA dimer/formation/excision/strand 
growth 1510. 

tRNA (pseudouridine) synthetase, activity 1886. 


Zajdela hepatoma, 

RNA biosynthesis, effect of oxidative phosphorylation block 
1436. 

Zea mays, 

chloroplast DNA fragment, containing ribulosebisphosphate 
carboxylase subunit gene 2424. 

DNA biosynthesis rate/duration 5998. 

DNA biosynthesis/RNA biosynthesis/protein biosynthesis, 
effect of lindane 1638. 

endosperm, tRNA, adaptation, zein biosynthesis 2995. 

endosperm, zein mRNA, purification/translation 3062. 

leaf, DNA/RNA release, effect of pressure 6084. 

leaf, polyribosome content, effect of light/age/iron deficiency 
5640. 

male sterlity, pollen abortion, role-mitochondrial DNA 5162. 

meristem, nonhistone protein, characterization 5318. 

mitochondrial/chloroplast DNA, heterogeneity 5072. 

mitochondrial DNA, restriction endonuclease analysis 3187. 

ovule, histochemical localization- DNA/RNA 1391. 

tRNA gene content 1488. 

root cap, DNA replication, duration 985. 

root meristem, RNA metabolism 3458. 


eee RNA polymerase I, purification/characterization 
459. 
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Zeatin (cis-ribosyl), 

isolation/identification, Corynebacterium fascians tRNA 
2932. 

Zein, 

mRNA, Zea mays endosperm, purification/translation 3062. 

Zinc, 

complex-pyrimidine( 2- hydrazino -4-. hydroxy -6- 
_ methyl), IR spectroscopy/NMR 52. 

complex-pyrimidine(2-hydrazino-4-hydroxy-6-methyl), X- 
ray crystallography 642. 

dietary, rat, relationship-purine (6-mercapto) teratogenesis/ 
DNA metabolism 5430. 

effect on protein/RNA content, Triticum 1453. 

interaction-Escherichia coli tRNA 716. 

occurrence-calf thymus deoxyribonucleoprotein 1754. 

role-yeast RNA polymerase B 2462. 

ternary complex-ATP + aromatic amino acid 5528. 

uptake, rat. effect on RNase (alkaline) activity 3999. 

Zymogen, 

granule, rat pancreas, RNA/DNA content 888. 


Snr EEE 


IRL©1979 251 


When you specialise in a certain area of plant research you 
may find it difficult to find one abstracts journal which thoroughly 
covers the literature from your botanical aspect. 


Information Retrieval Ltd produces life science abstracts 
journals on 19 different subjects; so depending on your area of 
specialisation there is probably one abstracts journal which would 


cover the literature you need. 


FOR INSTANCE... 


A-Microbiology Abstracts, 
Section A: Industrial and 
Applied Microbiology includes 
studies on microbial products, 
diseases of plants and plant 
products, and soil 
microorganisms. 


C-Microbiology Abstracts, 


Section C: Algology, Mycology 


& Protozoology covers all 
aspects of the algae, fungi, 
lichens and protozoa, such as 
investigations into morphology 
and ultrastructure, biochemical 
properties, life cycles, ecology, 
nutrition, genetics, disease, 

soil studies, and the harmful 
and useful effects of these 
microorganisms in the soil. 


D-Applied Ecology Abstracts 
deals with the interactions 
between microbes, plants and 
animals and their environments. 
These interactions are 

primarily affected by climate, 
water resources, soil and man. 
Renewable resources and pure 
ecological topics are also 
included. 


G-Genetics Abstracts covers 
publications on all aspects of 
molecular, viral, bacterial, 
fungal, algal, plant, animal and 
human genetics. The wide 
range of subject matter includes 
papers on the structure, pro- 


N-Nucleic Acids Abstracts 
covers every paper citing any 
physical, chemical or biological 
aspects of nucleic acids, 
nucleoproteins, nucleotides, 
nucleosides and related 

purines and pyrimidines. These 
include research on DNA and 
RNA involving isolation and 
purification techniques, 
chemical reactions, physical, 
chemical and biological 
properties, and biosynthesis 
affected by viral and chemical 
agents as well as the associated 
enzymes. 


P-Amino-Acid, Peptide & 
Protein Abstracts contain 
abstracts of papers on the 
major aspects of amino-acid, 
peptide and protein chemistry, 
such as the use of isolation 
and purification techniques, 
structural analysis, peptide 
synthesis, chemical modifica- 
tion of proteins, their inter- 
action with other molecules, 
theoretical studies on protein 
structure and the mechanisms 
of action of enzymes and 
hormones. 


For more information on the 
publication which is most 
appropriate for your work, to 
keep you informed of the world- 
wide research in that area, 

send to: 


perties and synthesis of DNA M-Biological Membrane : . 

and RNA, the mechanisms of Abstracts involves all aspects of Pee Retrieval Ltd., 
protein synthesis, ribosomes, transport across membranes, alconberg Court, 
nucleoproteins, enzyme such as membrane structure London WIV SFG, UK or 
induction and repression, and function, the regulation of | Information Retrieval Inc., 
mutagenesis and developmental transport, cell interaction and 1911 Jefferson Davis Highway 
genetics. enzyme activity. Arlington, Virginia 22202, USA. 
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